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Figure 2a
FL133_63H
< FR1 - IMGT >
1 5 10 15 20 25 30

DV QaLQE SG P DLV KPSQ SL SLTCTVTGY S|
gat gtg cag ctt cag gag tca gga cct ... gac ctg gtg aaa cct tct cag tca ctt tca cte acc tge act gtc act gge tac tec atc

__CDR1-IMGT < FR2 - IMGT > CDR2
35 40 45 50 55 60
T S GYSWHWI RQFPGNIKLEWVGY | HYR
acc... ... ... agt ggt tat agc tgg cac tgg atc cgg cag ttt cca gga aac aaa ctg gaa tgg gtg ggc tac ata cac tac cgt ...
- IMGT < FR3 - IMGT
65 70 75 80 85 90

G NTNYNPSILK S R 1 S 1 TR DTYK NOQULFTLR
... ... g8t aac act aac tac aac cca tct ctc aaa ... agt cga atc tca atc act cga gac aca tac aag aac cag ctc ttc ctg cgg

> CDR3 - IMGT

95 100 104
L NSV TTEDTATYYCAQE PV RNYAMUDYWGAQASAG
ttg aat tct gtg act act gag gac aca gce aca tat tat tgt geca caa gaa cct gtg agg aac tat get atg gac tac tgg ggt caa gga

T SVTVSSATTTA
acc tca gtc acc gtc tee tca get aca aca aca gec cc

Figure 2b
FL133_67H
< FR1 - IMGT >
1 5 10 15 20 25 30

D vQlLAQE S GP DLV KP SQS LSLTCTVTGY S I
gat gtg cag ctt cag gag tca gga cct ... gac ctg gtg aaa cct tct cag tca ctt tca cte acc tge act gtc act ggce tac tec atc

__CDR1-IMGT___ < FR2 - IMGT > CDR2
35 40 45 50 55 60
T S GYSWHWI RQFPGNIKILEWYVGY I HYR
acCC ... v woe agt ggt tat agc tgg cac tgg atc cgg cag ttt cca gga aac aaa ctg gaa tgg gtg ggc tac ata cac tac cgt ...
- IMGT < FR3 - IMGT
65 70 75 80 85 90

GNTNYNPS L K SR I S 1T TRDTY KNQTFTFLAQ
... ... ggt aac act aac tac aac cca tct ctc aaa ... agt cga atc tca atc act cga gac aca tac aag aac cag ttc ttc ctg cag

> CDR3 - IMGT

95 100 104
L NSV TTEDTATYYCAQEPV RNY AMDYWGAQ
ttg aat tct gtg act act gag gac aca gcc aca tat tat tgt gca caa gaa cct gtg agg aac tat get atg gac tac tgg ggt caa

G TS VTVSSATTTAPS 1 YPL
gga acc tca gtc acc gtc tec teca get aca aca aca gec cca tca atc tat cca ctg
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Figure 2c
FL134_33H
< FR1 - IMGT >
1 5 10 15 20 25 30

AV QLQE S G P DLV KPSQ SL SLTCTVTSGY S|
gct gtg caa ctt cag gag tca gga cct ... gac ctg gtg aaa cct tet cag tea ctt tea cte acc tgt act gte act ggc tac tec atc

__CDR1-IMGT__ < FR2 - IMGT > CDR2
35 40 45 50 55 60
T S GYSWHWI RQFPGNIKLEWVGY I HYR
acC ... . ... agt ggt tat agc tgg cac tgg atc cgg cag ttt cca gga aac aaa ctg gaa tgg gtg ggc tac ata cac tac cgt ...
- IMGT < FR3 - IMGT
65 70 75 80 85 90

G NTNYNPSILK S RV S I TRDTYKNOQTFTFLAQ
... ... gt aac act aat tac aac cca tct ctc aaa ... agt cga gtc tca atc act cga gac aca tac aag aac cag ttc ttc cta cag

> CDR3 - IMGT

95 100 104
LNSLTTEDTATYYCAOQEPV RNY AMDT FWGAQ G
tta aat tct ctg act act gag gac aca gcc aca tat tat tgt gca caa gaa cct gtg agg aac tat gct atg gac ttt tgg ggt caa gga

T SVTV SSA
acc tca gtc acc gtc tce age get

Figure 2d
FL133_63K
< FR1 - IMGT >
1 5 10 15 20 25 30

bl vM S Q SPATLSV TPGD RYVSLSCRASAOQSI
gac att gtg atg agt cag tct cca gec acc ctg tct gtg act cca gga gat aga gtc tct ctt tce tge agg gee age cag agt att ...

__CDR1-IMGT ___ < FR2 - IMGT > CDR2
35 40 45 50 55 60
G DDLHWYQQ KSHESPRILLI KYYV
. ... ... ... 88C gac gac tta cac tgg tat caa caa aaa tca cat gag tct cca agg ctt ctc atc aaa tat gtt ... ... ...

- IMGT < FR3 - IMGT

65 70 75 80 85 90
saslti s G661 P S RFS GS G S G SY FTLT

... ... ... t€C caa tcc atc tct ggg atc ccc ... tce agg ttc agt ggc agt gga ... ... tca ggg tca tat ttc act ctc act

> CDR3 - IMGT

95 100 104
I NS V EP EDVGVYYCQNGHGEFPPTFGGOGT K
atc aac agt gtg gaa cct gaa gat gtt gga gta tat tac tgt caa aat ggt cac ggc ttt cct ccg acg ttc ggt gga ggce acc aag
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Figure 2e
FL133_67K
< FR1 - IMGT >
1 5 10 15 20 25 30

DI vM S Q S PA TLSV TPG D RVSLSCWRASAQ S I
gac att gtg atg agt cag tct cca gcc acc ctg tct gtg act cca gga gat aga gtc tct ctt tee tge agg gee age cag agt att ...

__CDR1-IMGT____ < FR2 - IMGT > CDR2
35 40 45 50 55 60
S DDLHWYQQKSHESPRILLI KYYV
... ... ... agC gac gac tta cac tgg tat caa caa aaa tca cat gag tct cca agg ctt ctc atc aaa tat gtt ... ... ...

- IMGT < FR3 - IMGT
65 70 75 80 85 90

S QY l S G111 P S RFS GS G S G SDFTLT
< wr .o ... tCC caa tac atce tet ggg atc ccc ... tec agg ttc agt gge agt gga ... ... tca ggg tca gat ttc act ctc act

> CDR3 - IMGT

95 100 104
Il K SV EP EDVGVYYCQNGYSFPPTFGGGT K
atc aag agt gtg gaa cct gaa gat gtt gga gta tat tac tgt caa aat ggt tac agc ttt cct ccg acg ttc ggt gga ggc acc aag

Figure 2f
FL134_33K
< FR1 - IMGT >
1 5 10 15 20 25 30

bl vMTQ SPDTLSV TPGDIRVSLSCRASOQS I
gac att gtg atg act cag tct cca gac acc ctg tct gtg act cca gga gat aga gtc tct ctt tcc tge agg gec age cag agt att ...

__CDR1-IMGT ___ < FR2 - IMGT > CDR2
35 40 45 50 55 60
S DDLHWYQQKSHES PRLLI KYWV
... ... ... agC gac gac tta cac tgg tat caa caa aaa tca cat gag tct cca aga ctt ctc atc aaa tat gtt ... ... ...

- IMGT < FR3 - IMGT
65 70 75 80 85 90

s QSsSslI S G111 P S RFS GS G S R SDFTLT
< «e .o ... tCt caa tec atc tet ggg ate cec ... tee agg ttc agt gge agt gga ... .. tca aga tca gat ttc act ctc act

> CDR3 - IMGT

95 100 104
I NSV EP EDVGLYYCQNGHGT FPPTFGOGGT K
atc aac agt gtg gaa cct gaa gat gtt gga cta tat tac tgt caa aat ggt cac ggc ttt cct ccg acg ttc ggt gga ggc acc aag

L E I K R T
ctg gaa atc aaa cgt acg
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Figure 3a

134 heavy chain DNA sequence
Gcetgtgcaacttcaggagtcaggacctgacctggtgaaaccttctcagtcactttcactcacctgtactgtcactggctactecat
caccagtggttatagctggcactggatccggcagtttccaggaaacaaactggaatgggtgggctacatacactaccgtggt
aacactaattacaacccatctctcaaaagtcgagtctcaatcactcgagacacatacaagaaccagttcttcctacagttaaatt
ctctgactactgaggacacagccacatattattgtgcacaagaacctgtgaggaactatgctatggacttttggggtcaagga
acctcagtcaccgtctccage
gcttccaccaagggceccateggtcttececectggcaccctecteccaagagceacctetgggggcacageggecctgggcetgect
ggtcaaggactacttccccgaaccggtgacggtgtegtggaactcaggegecctgaccageggegtgceacaccticceggcet
gtcctacagtectcaggactctactecctcagcagegtggtgaccegtgecctccagcagcettgggceacccagacctacatcetge
aacgtgaatcacaagcccagcaacaccaaggtggacaagaaagtitgagcccaaatcttgtgacaaaactcacacatgecca
ccgtgeccagceacctgaactectggggggaccgtcagtcttectettccccccaaaacccaaggacaccctcatgatcteecgg
acccctgaggtcacatgegtggtggtggacgtgagccacgaagaccctgaggtcaagttcaactggtacgtggacggegtg
gaggtgcataatgccaagacaaagccgcgggaggagcagtacaacagcacgtaccgtgtggtcagcegtectcaccgtectg
caccaggactggctgaatggcaaggagtacaagtgcaaggtctccaacaaagcecctcccagceccccatcgagaaaaccate
tccaaagccaaagggcagcecccgagaaccacaggtgtacaccctgeccccateccgggatgagctgaccaagaaccaggtce
agcctgacctgcectggtcaaaggcttctatcccagegacatecgecgtggagtgggagagcaatgggcagecggagaacaac
tacaagaccacgccteccgtgetggactccgacggcetcectteticctctacagcaagcetcaccgtggacaagagcaggtggea
gcaggggaacgtcttctcatgctccgtgatgcatgaggctctgcacaaccactacacgcagaagagcctceteectgtetecgg
gtaaa

134 heavy chain protein sequence
AVQLQESGPDLVKPSQSLSLTCTVTGYSITSGYSWHWIRQFPGNKLEWVGYIHYRGNTNY
NPSLKSRVSITRDTYKNQFFLQLNSLTTEDTATYYCAQEPVRNYAMDFWGQGTSVTVSSA

STKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSG
LYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGP
SVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNS
TYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDEL
TKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQ
QGNVFSCSVMHEALHNHYTQKSLSLSPGK

Figure 3b

134 light chain DNA sequence

Gacattgtgatgactcagtctccagacaccctgtctgtgactccaggagatagagtctctcetttcctgcagggccagecagagt
attagcgacgacttacactggtatcaacaaaaatcacatgagtctccaagactictcatcaaatatgtttctcaatecatctctgg
gatcccectccaggticagtggcagtggatcaagatcagatttcactctcactatcaacagtgtggaacctgaagatgttggact
atattactgtcaaaatggtcacggctticctccgacgttcggtggaggcaccaagcetggaaatcaaa
cgtacggtagcggccccatctgtcttcatcttcccgecatctgatgagcagttgaaatctggaactgectctgttgtgtgectget
gaataacttctatcccagagaggccaaagtacagtggaaggtggataacgccctccaatcgggtaactcccaggagagtgte
acagagcaggacagcaaggacagcacctacagcctcagcagcaccctgacgctgagcaaagcagactacgagaaacaca
aagtctacgcectgcgaagtcacccatcagggcectgagcetcgeccgtcacaaagagcttcaacaggggagagtgt

134 light chain protein sequence
DIVMTQSPDTLSVTPGDRVSLSCRASQSISDDLHWYQQKSHESPRLLIKYVSQSISGIPS
RFSGSGSRSDFTLTINSVEPEDVGLYYCQNGHGFPPTFGGGTKLEIKRTVAAPSVFIFPP
SDEQLKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLT
LSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
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Figure 8

Figure 9

B DMST9
£ DMS63
H128
[ Hes

GM

SUBSTITUTE SHEET (RULE 26)



Figure 10
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Figure 11
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Figure 12
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Figure 13
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Figure 16

Fucosyl GM1 ELISA
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Figure 17
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Figure 20
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Figure 21

FL134.33 FL133.63 FL133.67 ChFL134.33

“GM=1033 “oM=522

DMS53
H128
H69
FACS
1200 e Fiz
I rLi134.53
FL133.63
e FL3sey
= B ChFL134.33
U]

SUBSTITUTE SHEET (RULE 26)



