PCT/EP2021/085810

WO 2022/129120

1/21

HLA-G isoforms

Membrane-bound
isoforms

HLA-G2  HLA

-

G4 HLA-G3

Secreted
isoforms

HLA-G7

Fig. 1



PCT/EP2021/085810

WO 2022/129120

2/21

Fig. 2A

Schematic representation of the HLA-G wt
HLA-G molecule

B2M

The KIR2DL4 and ILT2/4 interactions are
extracted from crystal structures: the HLA-
G:ILT4 complex structure (PDB code: 2DYP).
The KIR2DL1 structure is taken from PDB
code 1IM9 (KIR2DLI:HLA-Cw4 complex
structure) and was positioned on HLA-G by
superposition of the HLA-Cw4 and HLA-G
structures.

Schematic representation of the HLA-G
chimeric molecule that was used as a counter
antigen for the identification of specific HLA-
G binders. White dots represent surface

p2M residues that were identified as unique for
HLA-G. These residues were replaced by a
HLA consensus sequence in the chimeric
molecule.
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Fig. 4A
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