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cocgegtgtagy
gataatgaat
ctgtagoogo
tgggtgttet
acagctcecag
Tggggectca
ggaccaatca
ggtgctcaasa
cocactetato

ottt ¢te

SEQUENCE LISTING

INC

3.4

gaggacgcac
goggagecte
aaggcaagyga
tttectectot
aaaagccagy
accgoaccca

gcacccacct

ggggcaagag

gacatttcte
gacoccagaac
agagogcagy
catcggtece
gegotoacct

ctgagoggaa

caaagotttyg
cgacttcaga
ttecegtact
tgcgagacag
agggeatcog
acctgogagg
ggcotectec

caccyggeccyg

ggataacagc
tgtgtcteca
gaggaggetg
aggctgagto
ggaggcecagy
gggcgggace
cgctggetec

cogtegegge

Tgcagce &ty ggg ctce cct gt gga cot cte gog
Met Gly Leu Pro Arg Gly Pro Leu ARla

1

5

T
Ser Lew

oCg o otge
Pra

ggc
Gly

gcy
Ala

tge cct
Pro

Lau

cdg
Arg

gag
Glu

ggg
Gly
60

Leu

gcg
Ala

cag
Gln
45

caa
Gln

Lesu

gtc
Val
30

gag

Glu

gag
Giu

cag
Gln

5
£

gte
Val

tgc
Cys

tte
Phe

agg
Arg

gag
Glu

coe
Pro

ggc
Gly

cag
GlLn

CcCa
Pro

gct
Ala

cty
Leu
e5

tgg
Trp

got
Ala

gcg
Ala
50

gaa
Glu
35

ctyg

Leu

age
Ser

cag
Gln
20

gtyg
Val

g999
Gly

act
Thr
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tgo
Cys

acc
Thr

aaa
Lys

gcg
Ela

Tty
Len

gta
Val

aat
Asn
70

goo
Ala

gag
Glu

ttc
Phe
55

gat
hsp

toe gag
Ser Glu
25

geg
Bla
40

gga
Gly

atg
Met

ggc
Gly

tte
Phe

gac
Asp

FOR CANCERS EXPRESSING TUMOR~ASSOCIATED ANTIGRNS

&0

120

180

630

678

728



act
Thr

agyg
Aryg
90

aagy
Lys

ggt
Gly

gaa
Asp

cect
Pro

aat
Asn
170

cac
His

tcc
Ser

gac
Asp

gty
Val

aat
Asn
250

canQ
His

s

Fd D

atc
Ile

gtg
Val
75

aat
Asn

coo
Pro

acc
Thr

gag
Glu
155

aag
Lys

goh
hia

atc

Pl
-
®

acc
Thr

ata

Met
235

999
Gly

cea
Pro

gty
Val

atc

T1
iie

tte
Phe
220

cag
Gln

gtg
val

cte
Leu

agt
Ser

goo
Ala
300

ctg
Leu

teca
Ser

gty
Val
205

cga
Arg

gac
Gly
285

aca
Thr

ggc
Gly

aaqg
Lys

tLc
Phe

gac
Asp

gag
Glu
180

acc
Thr

g9y
Gly

aca
Thr

got
Ela

the
Phe
270

ctg
Leu

gac
Asp

dag
Glu

atc
Ile
95

gtt
Val

aga
Arg

tac
Tyr

got
Ala

cgg
g
175

aat
Asn

gac
Asp

agt
Ser

goo
Ala

tac
Tyr
255

acd

Thr

gac
Bsp

atg
Met

aca
Thr
80

ttc
Fhe

got
Ala

ctg
Leu

age
Ser

cag
Gln

g
Val

acyg
Thr
240

Tce
Ser

att
Ile

Sele]
Arg

N

Asp

gtc
Val

coa
Pro

cda

Pro 1T

aat
Asn

ate
Ile
145

gag
Glu

dag

Gilu

. goc

Ala

aat
Asn

tta
Leu
225

atc
Ile

cac
His

gaa
Glu

g999

Gl

305

cag
Gln

tco
Ser

cag
Gin
130

acy

Thr

aag

Ser

gac
Bsp
210

gacg
Giu

cgg
Arg

aaa
Lys
2590

gac
Asp

gaa
Glu

aaa
Lys

Lot
Ser
115

cte
Leu

gag
Gly

dag
Glu

goo
Ela

gty
Val
195

cac
His

gga
Gly

agc
Ser

age
Ser
275

gto

Val

gge
Gly

aga
Arg

cgt
Arg
100

gtc

aag
Lys

ceg
BEro

aca
Thr

aag
Lys

gtc
Val

gat
Esp

caa
Gln

260

aca
Thr
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agyg
Arg

atc
Ile

wet
Ser

g99
Gly

cCco
Fro

cta
Leu

gcc
Ala
245

gaa

Glu

ggc
Gly

gayg
Glu

acc
Thr

tea
Ser

tta

Leu

gaa
Glu

aat
Asn

gca
Ala
150
tgy

Trp

gag
Glu

coe
Pro

aag
Lys

cca
Pro
230

atc
Ile

cca
Pro

ace
Thr

tac

Tyr T

acce

Thr 7T

310

ctyg
Leu

cga
Arg

aat
Asn

aaa
Lys
135

gac
Asp

ttyg
Lau

ctc
Leu

Tttt
Phe
215

ggt
Gly

tac
Tyr

aag
Lys

ate
Tle

aag
Lys

aga
Arg

Jggc
Gly
120

gat

Aspo

age
Ser

ttg
Leu

Tt

Phe

aac
Asn
200

ace
Thr

act
Thr

acc

Thr T

gac
Bep

age
Ser
28¢

cty

Leu

goa
Ala

gaa
Giu

cac
His
105

aag
Lys

aga
Arg

cCco
Pro

tty
Leu

ggc

Gly
185

atc

cag
Gin

tot
Ser

cca
Pro
265

gtc

Val

acc
Thr

gtg
Val

774

822

g§70

gle

icl4

1062

1110

1158

1206

1254

1302

1350

1398



goa
Ala

coo
Pro
330

tgy
Trp

acc
Thr

aagy
Lys

gty
Val
410

aCC

Thr

cca
Pro

cot
Pro

atc
Tie

coa
Pro
490

gag
Glu

gac
Asp

ctg
Leu

ace

ate
ile

ggt
Gly
395

acce
Thr

ata
Tie

gty
Val

ago
Ser
475

gac
Asp

cag
Gin

aat
Asn

att

Tie

atc

gty
Val

aag
Lys

adg
Arg

goo
Ala

ace
Thr
380

ttyg
Lau

aac
Asn

gty
Val

too
Ser

tgt
Cys
464

tac

Tvr

agt
Ser

ttt
Phe

gga
Gly

gag
Glu

tac
Tyr

ctg
Leu

acc ¢

Thr
365

AaAcc
Thr

gag
Giu

gte
Val

aaa
Lys
445

gtc

val

cge
rg

g99
Gly

agc
Ser
525

goe
Val

aac

atc
Ile

gag

Ghu

cCac
His

ttt

Phe 4

gee
Ala

cac
Bis
430

gte
Val

tac

Tyr

ate
lie

cay
Gln

agd

1 Arg

516

cct
Pro

o

aat
Asn

caa

ctt
Leu

gco
Ala
335

ctt
Leu

[afel
Pro

ctyg
Leu

gtc
Val
495

age

gat
Asp
320

cat
His

c oact
L Thr

atc
Ile

gagf
Glu

gee
Ala
400

Lttt

Phe

gag

gca
Ala

aga
Brg
480

aca

Thr

aac
Asn

acc
Thr

T cat

His

cct

goo
Ala

gtg
Val

gat
Asp

atyg
Met

age
Ser

385
aza

Lvs

gty
Val

gat

gtc
Val

gaa
Glu
465

gac

Asp

got
Ala

ate
Tle

act
Thy

ggc
Glv
545

gty

aat
Asn

aac
Asn

chyg
Leu

gtyg
Val

cay ga

Gln
450

cca
Pro

gty
Val

tat

cge

gac
Asp

gag
Glu

gac
Asp
355

agt
Gly

Carg
Gln

cag
Gln

aag
Lys

aat
Asn
435

agc
Gly

gaa
Giu
515

gto
Val

cag

aat
Asn

aat
Asn
344

geo
Ala

cta
Leu
420

gag
Glu

gyc
Gly

gac

Asp L

t g
e o
W MO
[E1 4 IV

acc
Thr
500

gte
Val

gga
Gly

cot
Pro

gty
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gct
Rla
325

gCa
Ala

CCC
Pre

C accg
5 Thr

405

cla
ra

gca
Ala

atc
Tle

aag

cte
Lau

gag
Gly

chyg
Leu
390

ctg
Ley

ace
Thr

oct
Fro

ccc
Pro

gag
Giu
470

cta

Leu

gac
Asp

gtc
Val

ctt
Leu

ccc
Pro
55

aac

atyg
Met

ggc
Gily

tca

1 Ser

gac
Asp
375

aca
Thr

Val

act
Thr

455
aat

Asn

goo
Ala

cgt
Ar

ttyg
Len

ctg
Leu
535

cgt
Arg

atc

Tttt
Phe

cat
His

cCa
Pro

360

cat
His

ace
Thr

gt
Val

aca
Thr

Lttt
Phe
440

ag9g
Gly

Caé

Gln

atg
Met

gag
Glu

goo
Ala
520

cta
Leu

cag
Gln

acy

gac
Asp

gag
Giu
345

gcg
Ala

Lt
Phe

agyg
Arg

gaa
Giu

gee
Zla
425

gte
Val

gay
Glu

aag
Lys

gac
Asp

gat
Asp
505

atg
Met

aca
Thr

atec
Ile

1494

1542

1590

1638

16846

1734

1782

1830

1878

1826

1974

2022

2070

2214



Thr

aag
Lys
570

gac

Asp

gty
Val

cac
His

adg
Arg

cee
Pro
650

oty
Leu

aag
Lys

.

ctyg
Leu

ttg
Leu

tcee
Ser

Ile
555

gac

Asw

tea
Ser

gte
Val

ctt t
Leu 5

goao
Ala
635

tgg
Tryo

E

ctyg
Leu

atc
Ile

atc
Ile
715

L egd

Arg

o

aag
Lys

<50
ul

cte
Leu

Cys

ctyg
Leu

gac at

Asp

aag
Lys

+

tte
Phe

tac

e Tyr

700

aal
Asn

coca
Pra

gcg
Ala

ttc
Phe
T80

acc
Thr

ASTL

tct
Ser

el
Ser
505

gtg
Val

gga
Gly

cte
Lau

gcot
Ala
765

gac
bep

tce

Ser

[lelel
Pro

4

cac
Tyr
580

ctyg
Leu

tge
Cys

ggt
Gly

cty
Leu
£70

coo
Pro

ggc

cte

1 Leu

Val

C zac

Asn
T50

aac
Asn

tat

Ser

aag

Lys

gac
Asp

gac
Asp

tte
Phe
655

ctg
Leu

cte
Lau

gaa
Glu

cac

His

gea
Ala
735

cCa

Pro

aca
Thr

gag
Glu

goo
Bla

Pro
560

acc
Thr

acg
Thr

aag
Lys

cat
His

tgc
Cys
640

gty
Val

cta
Leu

gag
Glu

cga
Arg
LG

720

cCca
Pro

el
0
Lol

Jac
Asp

ggc
Gly

teo
Ser

Val

tec
Ser

gca
Ala

tte
Phe

ggc
Gly
625

cat
His

cteo
Leu

ctg
Leu

ctc

Leu P

ggd
Gly
705

ggt

Glv I
o

acc
Thr

gaa
Glu

cce
Pro

agc
Ser
785

gac
Asp

Arg

cct
Fra

gay
Glu

cty

Leu
610G

Sac

Asn

ggc
Gly

cot
Pro

ctt
Leu

Gln

tte
Phe

gtc
595

aayg

cag
Gln
580

aac
Asni

cag

Lys Gl

aad

Lys

cat

His

gty
Val

ttg
Leu
675

gaa
Glu

dge
Gly
755

gcc

Ala

feled
Ser

gayg
Giu

gteo
Val

cty
Leu
660

titg
Len

gec

1 Ala

ceyg
Pro
740G

aac

Asn

cog
Pro

gaec
Asp

T caa

Gln

Leu
565

goo
Ala

gag
Giu

gat
Asp

cag
Gin

gaa
Glu

645

agg
Gly

gac
Aso

gag
Glu

agg

725

aca
Thr

Tt
Phe

cco

Bro

goo
ala

gat
Asp

Asn

cag
Gln

gaa
Glu

aca
Thr

oty
Leu
630

acc
Thr

got
Ala

aga
Arg

acc
Thr

gac
Asp
710

ccg ga
Arg T

cCc
Pro

ata
Ile

gog
Ala
790

tac
Tyxr

cte
Leu

ggt
Gly

tat
Tyx
815

acg

Thr

tga
Cys

gte
Val

aag
Lys

;o 0
WM
g

cag
Gln

> gac

ASD
775
too

Ser

gat
Agp

Thr

aca
Thr

gac
Asp
400

gac
ASP

cct
Pro

ctg
Leu

aag
Lys
680

gac
Asp

gac t

Asp

gty
Val

gag
Glu
760

acc
Thr

ctg
Leu

tat
Ty

gat
Asp
585

aca
Thr

gga
Gly

gct
Rla
665

cgg
Lrg

aac
Asn

Tt
Val

cgt
Ar
745

aac
Asn

ctae
Leu

agoc
Ser

ctyg
Lezu

2262

2310

2358

244086

2454

2502

2550

2598

2646

2694

2742

2790

2838

2886



80oa

aac gag tgyg ggc age cge titce aag aag ctg geca gac atyg tac ggi gge
Asn Glu Trp Giy Ser Arg Phe Lys Lys Leu Ala Asp Met Tyr Gly Gly
810 al15 820 825
ggg gag gac gac tag gcoggcoctgec tgecagggeltyg dgggaccaaac gtcaggocac
Gly Glu Asp Zsp
agagcatcte caaggggtcet cagtitccccoe ttcagctgag gacttoggag cttgtcagga
agtggecgta goaacttgge gygagacagee tatgagtctg acgttagagt ggtggettce
ttageoctite aggatggagy aatgtgggca gtttgacitce agractgasa acctcotcocac
ctgggoecagyg gttgectcag aggecaagtt tecagaagece tettacctge cgtaaaatge
toaaccotght grtoeoctgggoce tgggoctget gtgactgace tacagtggac tttotcoctotg
gaatggaace tthottaggee toctggtges acttaatttt tttttttaat gcotatcettcea
aaacgttaga gaaagttcit cassagigca geccagaget gotgggecca ctggoegteco
tgecatttcectg gtttccagac coccaatgocet ccecattcgga tggatctotg cgtttttata
crgagbtgtge ctaggtigoo cottattiit tatiticeocot gttgogtige tatagatgaa
gggtgaggas aategtgtat atgtactags acttitttat taaagaaact titcccagaa
aaaazaaaaa aa
<2i> 2
<211> 829
<212> PRT
<Z13> Homo saplens
<400> 2
Met Gly Leuw Pro Arg Gly Pro Leu Ala Ser Leu Leu Leu Leu Gln Val
1 5 10 i5
Cys Trp Leu Gln Cys Ala Rla Ser Glu Pro Cys Arg Ala Val Phe Arg
20 25 30
Glu Ala Glu Val Thr Leuw Glu &la Gly Gly Ala Giu Gln Glu Pra Gly
35 40 45
Gln Ala Leu Gly Lys Val Phe Met Gly Cys Pro Gly &Sln Glu Pro Ala
50 55 60
Leu Phe Ser Thr Asp Asn Asp Asp Phe Thr Val Brg Asn Gly Glu Thr
65 70 75 20
Val Gin Glu Arg Aryg Ser Leu Lys Giu Arg Asn Pro Leu Lys 1le Phe

Page 5

2982

3037

3457

3517

3577

3637

3649



Pro

3
i3
]

Asn

Ile

145

Glu

Glu

Ala

Asn

Leuy

225

Bsp

Ile

Glu I

Gly
308

Ala

Ser

Ile

Gln

130

Thr

Lys

Ser

Asp
210

Asp

Asn

Ser

115

Gly

Giu

Ala

Val
195

His I

Gly

Sex

Ser
275

s Val

Gly

Arg

100

Val

Lys

Pro

Thr

Lys

180

Glu

Val

Asp

Gln

280

Thr

Ser

Rsn

85

Ser

Gly
165

Tyr

kro

Lau

o g

e b
oo

Gle

Gly

Glu

Thr

el

Ala
150

Trp

Glu

Lys

Pro

230

Pro

Thix

Arg

Asn

Lys

135

Asp

Leu

Leu

Met

Gly

= Tyr

Lys

Ile

Thr

295

Thr

Met

Ser

Leu

Phe

Asn I

200

Thr

Thr

Asp

Sear

280

Ala

His

105

Lys

Arg

Pro

Leu

Gly

185

Gin

Sey

Tyr

Pro

265

Val

1
g
5

Val

Asp

9c

Lys

Gly

Asn

170

His

Ser

Asp

Val

ASn

250

Eis

Ile

Pra
330

Arg 7

Thr

Glu

155

Lys

Ala

Gly

Asp

Ser

Gln

Val

315

Gln

Page 6

=]
w
o]

Phe

Lys

140

Gly

Val

Fhe

220

Val

Leu

Ser

Ala

300

Val

FPro

125

Ile

Val

Leu

Ser

Val

Arg

Val

Val

Meat

Gly

283

Thr

Glu

Tyr

Val

110

Gln

Phe

The

Asp

Glu

1990

Thr

Thr

Phe

270

Leu

ASD

Ile

as

Arg

Tyvr

Ala

Arg

175

Asn

Thr

Asp

Met

e

Ala
335

g
ot
ol

Leu

Ser

Val

160

Glu

Gly

Gin

Val

Thr

240

S@mr

Arg

Asp

His



Val

Asp

Met

Ser
385

Asp

Val

Glu

465

Ala

Ile

Thr

Gly

545

Val

Pro

Agn

Leu

Val

Gln

450

Asp

Frao

Val

Gly
530

Pro

Ara

Gln

Asn

435

Pro

Ala

Gly

Glu

515

Thr

Val

Gln

Asn
340

Ala

His

Leu

420

Gly

Asp

Gly

Thr

500

Val

Gly

Pro

Val

Ala

Fro

Bap

Pro

Ala

Tro

185

Lau

Met

Thr

Giu

Leu
L)

Val

Asn

Gly

Leu

390

Liau

Thr

e
b
o

Pro

Glu

470

Leu

Asp

Val

Leu

Asn

Gly

Asp
375

Thr

Val

Thr

455

Asn

Ala

brg

Lau

Leu

533

Arg

His

Pro

360

Bis

Thr

Thr

Fhe

440

Gln

GLlu

Ala

520

Leu

Thr

Glu

345

Phe

Arg

Elu

Ala

425

Glu

Asp

Asp

505

Met

Thr

Asp

Val

Thr

Lys

val
410

Pro @

Ile

Pro

430

Glu

Leu

Thr

Lys
570

Gin

Vval C

Ser

475

Bsp

Gln

Asn

Iie

w1

Asp 1

Page 7

Arg 1

Ala

Thr

380

Leu

Asn

Sexr

Ser

Phe

Gly

Thr

365

Thr

Asp

Glu

Val

Lys

445

Val

Arg

Gly

Val

Ser

525

Val

Asn

Ser

Thr

350

Tyxr

His

Fhe

Ala

Val

Tyr

Ile

Gln

Arg

510

Pro

Asn

o]
b
o]

Pro

Leu

Pro E

4i5

5 Val

Val

Thr

Leu

Val

495

Pro

Asp

Ser

His
575

Tl=

Glu

Giu

Ala

Arg

480

Thr

Asn

Thr

His

Pro

560

Thr



Ser

Ala

Phe

Leu

Gly

Thr

Glu

Pro

Glu

Leu

610

Asn

Gly

Leu

Pro

630

Iie

Thr
770

Gly

Gln

Phe

Val
595

His

Val

Leu L

675

Glu

ile

Gly

755

aAla

Ser

Asp

Gln

580

Asn

Gln

Glu

vVal

Leu

660

Pro
T40

Asn

Ala

Glu

ASD

o]

o
s e
[Sa I

Giy

Glu

Arg

TE5

Thr

Fhe

ala

ln Asp

805

Glu

Thr

Leu

630

Thr

Ala

Arg

Thr

Pro

Ile

Tyr

Ala

720

Tyx

Leu

Gly

Tyr

615

Thr

Lys

Arg

695

Gln

Glu

Met

Ilie

Asp

775

Ser

Asn T

600

Val

Lys

6gl

Esp

Asp

Val

Tyr

Glu

760

Thr

Leu

Asp
585

Val

Gily

Ala

665

Arg

Asn

Tyr

Val

Arg

745

Asn

Leu

Sexr

u Asn

Azsp Ser

Val vVal

His Leu

Arg Ala

635

Pro Trp

650

Leu Leu

Lys Ile

Val Phe

b L
6}

b
(&

Leu Arg

T30

Pro Arg

Leu Lys

Leu Val

Ser Leu
725

irp}
i
=

810

Page 8

Asp T

Lys

Phe

Lys

~i b1
2

o I el
]

Asn

Pro

Lla

Phe
T8G

H
-
i

Ser
605

Leuw

Glu
6585

Asp

Ala

Ala

765

ASD

Ser

Gly

Tyr

5848

Leu

Ser

Cys

Lau

Val

Asn

750

Asn

Tyr

Ser

Ser

Lsp

Fhe

6555

Ley

Ly

Glu

His

Bla E

T35

Pra

Thr

Ala

Thr

Val

Ley

Asw

Aap

Gly

Ser

800

Phe



Lys Lys Leu Ala Asp Met Tyr Gly Gly Gly Glu Asp Asp
820 825

<Z10> 3
<211> 3107
<212» DNR

<213> Homo saplens

220>
<221> CDS
<222>  {34)..(2994)

<400> 3
aagoggeagg agcadgogttyg gecaccggega acce atg got ggg att tte tat tte 54
Met Ala Giy Ile Phe Tyr Phe
i 5
goo cta thi teog tgt ote fTtc ggg att fgce gac got gte aca gyt toc 102
Ala Leu Phe Ser Cys Leu Phe Gly Ile Cys Asp Ala Val Thr Sly Ser
16 15 20
agyg gta tac cco goeyg aat gaa gbbt ace tta ttg gat tee aga tet gttt 150
Arg Val Tyr Pro Ala Asn Glu Val Thr Leu Leu Asp Ser Arg Ser Val
25 30 335
cay gga gaa ctt ggyg tgy ata gea age cct ctg gaa gga ggg tog gag 198
Gln Gly Glu Lew Gly Trp Lie Ala Ser Pro Leu Glu Gly Gly Trp Giu
4¢ 43 50 55
gaa gty agt atc atg gat gama aaa aat aca cca atce cga acc tac caa 246
Glu vVal Ser Ile Met Asp Glu Lys Asn Thr Pro Ile Arg Thr Tyr Gln
60 65 70
gtg tgc aat gtg atg gaa cocc age cag aat aac tgg cta cga act gat 294
Val Cys Asn Val Met Glu Pro Ser Giln Asn Asn Trp Leu Arg Thr Asp
75 80 g5
tgg atc acc cga gas ggg dct cag agg gtg tat att gag att aaa ttc 342
Trp Ile Thr Arg Glu Gly Ala Gln Arg Val Tyr Ile Glu Ile Lys Phe
80 95 100
acc ttg agg gac tgce aat agt ctt ccg gyge gte atg ggg act tgc aag 390
Thr Leu Arqg Asp Cys Asn Ser Leu Pro Gly Val Met Gly Thr Cvs Lys
105 110 115
gag acg tLti aac ctg tac tac tat gaaz tca gac aac gac aaa gayg cghb 438
Glu Thr Phe Asn Leu Tyr Tyr Tyr Glu Ser Asp Asn Asp Lys Glu Arg
120 125 130 135
tte atc aga gay aac cag ttt gte aaa att gac ace att get get gat 486
Phe Ile Arg Glu Asn Gln Phe Val Lys Ile Asp Thr Ile Ala Ala Asp
140 1435 150
gag agc thte acc caz gtg gac att ggt gac aga atc atg aag ctg aac 534
Glu Ser Phe Thr CGln Val Asp Tle Gly Asp Arg Ile Met Lys Leu Asn
125 160 165
acc gag atc cgg gat gta ggy cca tia age aaa aag ggg tht tac ctg 582

Thr Glu Tle Arg Asp Val Gly Pro Leu Ser Lys Lys Gly Phe Tyr Leu

Page 9



get
Ela

tte
Phe
200

gac

Aso T

too
Ser

999
Gly

gat

rla G

tat
Tyr
280

cac
His

gty
Val

att
Ile
360

aag

Lys

gge
Gly

aat
Asn

gt
Cys

gca
Ela

coa
Pro

aac
Asn
345

teoo
Ser

cag
Gin

gre

gat
Asp
250

cat
His

aay
Lys

tac
Tyr

aag
Lys

acc
Thr
410

gat
Asp

aag
Lys

aca
Thr

gayg
Glu

got
Ala

tot
Ser

aga
LArg
315

gct
Ala

gaa t©

Glu

aat
Asn

cCC

5 Pro

acec
Thr
395

Tttt
Phe

gty
Val

tgt
Cys

ggg
Gly
220

< aac

Asn

gaa
Glu

gag

cre
Leu

gto
Val
300

gct
Ala

coo
Pro

Tr

gtg
Val

gt
Cys
380

aACC

Thr

gaa
Glu

ggg
Gly

coa
Pra

205

gct
Ala

tca
Ser

tgg
Trp

cgy
Arg

4

teo
Ser
285

tgg
Trp

gac
Asp

ol et
Len

agt
Ber

gta
Val
365

gga
Gly

aaa
Lys

atc
Ile

goco
Ala
180

ctc
Leu

age
Ser
270

acy
Thr

gaa
Glu

aac
Asn

aac
Asn

agc
Ser
350

tge

Cys

agt
Ser

gtc
Val

tgg
Tro

tgc
Cys

aca
Thr

gag
Giu

gta
Val
255

gga
Giy

gat
hgp

ttg
Leu
335

cct
FPro

aag
Lys

g99
Gly

Tco
Ser

got
Ala
415

atc
ile

gtc
Val

tet
Ser

aza
Lyz
240

jsfstad
Pro

gaa

Giu

gcc
Bla

goo
Ala

get
Ala
320

att
Ile

cag
Gln

aga
Lys

tc
Val

atc
Tie
400

gtg
Val

gcc
Ala

cge
Arg

tee
Ser
225

gat
hsp

att
Ile

tge
Cys

ace
Thr

alC
Thr
305

goo

Ala

tca
Ser

aat
Asn

Cys

cac
His
385

act
Thr

aat
Asn

foin
T

Leu

aat
Asn
210

oty
Leu

caa
Gln

tgt
Cys
290

tcg
Ser

tct
Ser

aca
Thxr

gga
Gly
370

Tac

Tyr

gac
Bsp

gga
Gly

Page 10

gta ¢

Val
195

Liay

gty
Val

ccoa
Pro

aac

;oASD

get
Bla
275

gce

Ala

tge
Cys

atg
Met

£ gto

Val

gct
2la

acc
Thr

ct.c
Leu

gty
Val

goo
Ala

gaa
Glu

aaa
Lys

tgc
Cys
260

tgc
Cys

aag
Lys

ace
Thr

coce

FPra

aac
Asn
340

oY

gt ggc

Gly

too
Ser
420

gt
Val

cag
Gln

gtt
Val

aaa
Lys

tygc
Cys

cag
Gln

gct
Alaz
405

aaa
Lys

cgt
Arg

tit
Phe

cga
Arg
230

tac t

Tyr

Tge
Cys

att
Iie

cca
Pro

gac
Asp
310

acc

Thr

aca
Thr

cag
Gln

c CcCcc

Pro

cag
Gln
390

cat

His

tat
Ty

gty
Val

cot
Pro
215

gge
Gly

aac
Asn

gga
Gly

cec
Pro
285

cga

Arg

cgt
Arg

teot
Ser

gac
Asp

ago
Ser

375

aceo
Thr

aac
Asn

630

678

726

774

822

870

918

1014

1062

1110

1206

1254

1302



cect
Pro

gca
Ala
440

agt

Ser

ctg
Leu

tat
Tyr

g
[
o]

ggc
Gly
520

cct
Pro

gt.c
Val

gat
Asyp

Tttt
Phe
a0

att
Ile

Phe

atc
Tle

Ha0C
Asn
425

cea
Pro

gaa
Glu

cgt

ool
Pro
505

Tie

gaa
Glu
585

acy

Thr

gac
Asp

ggt
Gly

tgt
Cys

cca
Pro

tea
Ser

g gca
1 Ala

tat

ata
Tle
490
ctc
Leu

gg&

age

tco
Ser

ctyg
Leu

gaa
Giu
475

gtt
Val

act
Thr

gac
Asp

g atc

F 9gc

Gly
555

S5er Arx

570

g aaa

Glu

Tac
Tyr

gca
Ala

gag
GLu

gty
Val
650

Lys

caa
Gln

att
Ile

got
Ala
480

gtec
Val

cgg
Arg

tee
Ser

tte
Phe

att

le lie

540

age
Ser

gat
Asp

+

TgC
Cws
620

a tgc

Cvs

atc
Ile

tca
Ser

got
Ala
445

tgg
Tro

aaq
Lys

aca
Thr

tat

Tyr

agt
Ser
525

gga ga

Giy

gty
Val

cgy
Arg

-

ttg
Leu

gtt
Val
430

ttg
Leu

[shule]
Leu

tat
Tyr

got
Ala

gtt
Val
510

gag
Glu

Asp

gtg
Val

agt
Ser

aat
Asn
590

aac

Asn

asg
Lys

g9g
Gly

act
Thr

gtc
Val

gas
Glu

tat
Tyr

gcec
Bla
495

tto
Phe

cce
Fro

999

aaa
Lys
578

caa
Glin

gte
Val

cag
Gin

cCa
Pro

gag
Glu
480

agg
Arg

cac
His

titg
Leu

gct
Ala

g gtg

Val
560

Ltac
Tyr

ggt
GLy

gea

in Ala

cgt
Aryg

ctg
Lew
&55

gaa
Glu

cLo
Leu
640

aaa
Lys

act gtg
Thr vVal

gct aaa
Ala Lys
450

gat cgg
Asp Arg
463

aag gat

Lys Asp

aac aca
Asn Thr

cga

[t
-

< Q

gag gtt
Gilu val

aac teo
Asn Ser
545

gta att
Val Tle

agt aaa
Ser Lys

gta aga

acoc
Thr
435

gaa

Glu

ccc
Pro

cag

Gin

gat
Asp

goo
Ala

aca
Thr

cte
Leu

goc
Ala

Val Arg Thr

gtg cga
Val Arg
610

aaa gtt
Lys Val
625

aaa gitg

Lys Val

gct ggt
Ela Gly
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ata
li=

cot
Pro

acc
Thr

gtc
Val

aat
Asn

atc
Ile
500

agag
Arg

ace
Thr

gte
Val

Ile

zas
Lys
580

tat
Tyr

gga
Gly

ggc
Gly

aca
Thr
660

aac
Asn

aca
Thr

999
Gly

gag
Glu
485

aaa
Lys

aca
Thr

aac
Asn

Lt
Leu

gca
Ala
565

gtg
Val

goo
Ala

gtt

=8

aag
Lys
645

caa
Gin

aga
Arg

gta at

Val
470

cga
Arg

gge
Gly

gca
Ala

aca

Thr

ctyg

Leu
550

gct
Ala

r Glu

gac
As0

aaa
Lys

ggt
Gly
630

aga

Arg

aaa
Lys

gca
Ala

tac
Tyr
455

age
Ser

ctyg
Leu

got
Ala

Phe

gog
Ala

coo
Pro

gaa
Glu
615

gaa

Glu

gag
Glu

cag
Gin

1388

1446

1424

1542

1580

1686

1734

1782

1830

1878

1926

1974

2022



agg
Arg

[elele)
Pro
6580

atg
Met

agg
Arg

-

g
Arg

cat
His

tgo
Cys
760

gaa

Glu

goyg
Ala

tgg
Trp

. cee

Pro

ggc
Gly
840

ggg
Gly

ttg
Leau

gat

aga
Aryg
665

2ac
Asn

atc
Ile

aaa
Lys

ggc
Gly

cgt
Arg

745
aaa

Lys

gca
Ala

cca
Pro

agc
Ser

tat
Tyr
825

tat
Tyr

atg
Met

cag
Gin

aaqg
Lys

cca

gac
Asp

ato
Tle

ata
Ile

aat
Asn

att
Ile
730

gat
Asp

Val

gct
Ala

gaa

e
[CER

agy
Arg
890

age

Tte
Phe

gat
Asp
715

ggg ©

Gly

ctyg
Leu

ot

Goa
795

gg&
Gly

oy
[/ )3
ot

tta
Leu

gac

1 Asp

gte
Val
875

aca
Thr

tce

ctg
Leu

cac
His

gay
Glu
700

gyc
Gly

g99
Gly

cot

agt
Ser

ttg
Lau

685

tac
Tyr

g999
ol

cly

gca
Ela

Tt
Phe
TE5

acc
Thr

geo
Ala

gtt
Val

@ 0
0

Ur et

cot
Pro
845

tgg
Tro

atyg
Met

acyg
Thr

gaa

atg
Met

cgg
Arg
750

ggc

agg
Arg

talt
Tyr

atg
Met

aalt
Asn
830

cca

Pro

cag
Gln

Tty

Leu

gay
Glu

goo
Ala

ggc
Gly

gay
Glu

aCa
Thr

atg

ly Met

gyt
Gly

atg
Met

aayg
Lys

gac
Asp

agc
Ser
895

ago
Ser

gtg
Val

aat
Asn

gtc
Val
T20

tat

Tyxr

atc
Tle

tco
Ser

ggc

gac
Asp

gayg
Glu

aaa
Lys

880

too
Ser

got

atc
Ile

gyc
Gly
705

att
Iie

ctg
Leu

cga
Arg

aag
Lys
785

tte

Phe

gtyg
Val

tge
Cyz

agy
g
865

ctc
Leu

aga
Arg

gty

Mat

act
Thr

690

tee
Ser

w7

n

oo
S

tot
Ser

gtg
Val

gtg
Val
770
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Tty
Leu

ety

=

Leu

Asp

aac
Bsn
755

ottt

Leu

oot
Pro

tca

Ser

teg t

Sex

aaa
Lys
835

att
Ile

gac
Asp

cgo
Brg

ac
Asn

cag
Gin

gat
ASp

gty
Val

gag
Glu

atc

gog
Ala

ady
Arg

aac
Asn

act
Thr
900

Tttt
Phe

aaa
Lys

gca
Ala

ggc
Gly
725

aac
Asn

gat
Asp

cgyg
g

a agt

Ser
805

999

att
ile

jateiel
Leu

cct
Pro

cac
Fro
885

gcc
Als

ggc

gac
Esp

cea
Pro

tte
Phe
710

atg
Met

© tat

Tyr

tty
Leu

gay
Glu

gayg
Glu

aaa
LYs
870

aac

Asn

ttg
Leu

cat
His

gta
Val
685

cte
Leu

gty
Val

gte
Val

cog
Pro
775

act

Thr

gta

Val

agg
Arg

gaa
Glu

cag
Gin
855

et

Phe

age
Ser

Tty
Leu

toyg

2070

2118

2166

2214

2262

2510

2358

2406

2454

2502

2598

2046

2742

2790



Asp Pro
905

cte cag
Leu Gln
220

ggt tat

ol

Gly Tvy

gca aga
Ala Rrg

agt gtc
Ser Val

Gttt ccc
Val Pro
985

cctecatcecat geactttaat tgaagaactg cactiftttt acttcgtett cgcoctctga

Ser

goc
Ala

acc
Thr

att
Ile

cag
Gln
970

gto
Val

Ser ¥

aca
Thxr

-

gyt
Gly
955

goa

tga

aattanagaa atg

<210>
<211>
<21Z>
<213>

<40G0>

Met Ala
1

Cys RAsp
Leu Leu

Pro Leu

Thr Pro
5

Asn Asn

Val Tyr

986
PRT

Homo.

Gly

AEla

L
o W
3

Glu

Iie

Trp

Ile

aaa
Lys

cta
Leu
940

ate
Ile

atyg
Met
925

gayg
Glu

aca
Thr

cga
Arg

FPhe
910
gac

Asp

gct
Ala

goo
Ala

acc
Thi

Ser

cgy
Arg

gtg
Val

atc
Ile

caa
Gin

975

Ala

tat
Tyxr

gtg

=]

Vel

acyg
Thr
960

atg
Met

Val

aag
Lys

cag
Gln

Val

gat
Asp
930

Ser
915

aac
Asn

tg aac

cag
Gin

cag
Gln

1 Asn

aty
Met

Val

tec
Phe

cag
Gin

aag
Lys

cac
His
$80

Gly

aca
Thr

gay
Giu

att
Ile
965

Gly

Esp

got
Ala

gac
Asp
950

ttg

Lew

aga
Lrg

goccagtacty aataasctca aasactctiga zattagtita

sapiens

Pt
Ll
i)

Gly

Arg

Glu
100

Phe

Thi

- Arg

Thr T

Arg

Ile

Ty

Gly

Ser

Phe

Ser

Val

Gln

Asp

Fhe

Ala

Arg

Gin

40

Glu

Val

Thr

Leu

r3 <
SR
-

Gly

Val

Cys

Ile

Leu
105

Phe

10

Tyr

Glu

Ser

Ser

Pro

Ley

Ile

Val

15

Arg

Asp C
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Cys

Ala

Gly

Met

&0

Met

Glua

Leu

Asn

Trp

45

Glu

Gly

5 Asn

Fhe

Glu

Ala

Ser
110

Gly
15

ala

Lys

Gln
95

Leu E

got
Ala
935
ctyg

Lew

ago
Ser

atg
Met

Tie

Thr

2838

2886

2982

30324

3094

3107



Ser

Lle

145

Ser

Ala

Arg

Ser
225

" Cys

Thr

305

Ser

Val

Asp
130

Leu

Asn
2310

Gly

Gln

Cys

290

Ser

%3]
1]
]

Asn

Met G

115

Asn

Thr

Ile

Lys

Val

Pro

Asn

[N =]

Ala

Cys

Met

Val

Asp

Met

Gly

180

Sexr

Ala

Glu

Lys

Cys
260

a Cys

Thr

Lys

Ala

Lys

165

Phe

Val

Gln

Vai

Met

245

Leu

Lys

Cys

Cys
325

Glu

Tyr

Arg

Phe

Arg
230

Ln!
sl
H

Pro

Asp

Thr

Thr

Lys

Brg
135

a Bap

: Asn

Leu

Pro
215

3 Asn

Gly

Pro

295

Arg

g

Ser

Giu
120

Phe

Thr

Ala

Phe

260

Ser

Tyr
280

His

Pro

Val

Ile

Sex

Glu

FPhe
185

Cys

Rla

Gly
265

Ser

Phe

Phe

Phe

Ile A

170

Gln

Ile

Lys

H
o
ot

FPhe

Ser

330

Leu

Asn

Glu

Thr

135

AsD

Lys

Thr

Asn

239

Gly

3]
et
o

Zla

Ser

Arg

3158

Ala

Glu
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Leu

AsTl

140

Gin

Aso

Cys

Gly

220

Asn

Glu

Val
300

Ala

Trp

Tyr

125

Glo

Val

Val

Gly

Pro

205

Bla

Sexr

Arg

Lsp

Leu

Ser

Phe

Asp

Ala

190

Leu

Asp

Glu

Leu

Sexr

270

Thr

Glu

Asn

Ser
350

Val

Ile

Pro

175

Cys

Thr

Thr

Glu

Val

255

Gly

Asp

Giy

Leu
335

Pro

Gly
160

Leu

Ile

Ser

Lys
240

Pro

Aia

Ala

320

Gln



Asn

Cys

His
385

=
oy
H

Asn

Thr

Asp
465

Lys

Asn

Glu

Asn
545

Val

Thr

Gly
370

Gly

Lys
450

Arg

Thr

Ard

Ser

Iie

Lys

Glv
355

Ala

Thr

Val

Thz

435

FPro

Lep

Ala
515

1 Thr

Leu

Gly

Prao

Ser

420

Thr

Val

Asn

v ABN

Arg T

Thzr

Tle

Lys
589

Arg

Asp

Gln

Lys

Asn

Thr

Gly

Asn T

Leu

Ala
565

Gln

Gl

Gln
390
His
Tyr
Gln
Aryg
Val
470

Axrg

Gly

Leu
550

Glu

Asp

Ser

375

Asn

Thxr

Asn

Ala

Tyr
455

Val

Phe

Ala

Ile
360

Asn

Fro

Ala

440

Ser

Leu

F
(54
H

Ban

Ser

Val

Asp

Ser

Cys

Leu

Asn
425

Pro

Pro
505

Ser

Val

Glu
585

3
b
4

Arg

Thr

410

Pro

Ser

Ala

w3
B
2

Ile
490

Leu

Gly

Ser

Glu

Asn

Pro

Asp

Ser

Leu

Glu

475

Val

Asp

Gly
555

r Arg

Lys

Page 15

Val

Cys

380

Thr

Glu

Gln

Ile

Ala

460

Arg

Tie
540

Ser

Arg

Val

Gly

Lys

Ile

Lvs

Thr

Tyr

Ser

523

Val

Arg

Leu

Cys

Ser

Trp i

Val
430

Leu

Leu

Ala

Val
510

Giu §

Asp

Ser

Lsn
5490

Lys

Gly

Ser

Glu

L Len

Lys

Val

Ile

400

val

Val

Gin

Prao

Glu

480

Arg

Leu

Ala

Val
560



Val

Lys
625

Ala G

Iie

Val T

Gly
705

Tle

Lau

Il
1]
]

Arg

Lys

785

Val

val

Arg

Val

630

Gln

Ser

Val

770

Ile

Thr

Met

Iie

Thr
595

Glu E

Tia

Gly
675

Lys

Asp

Asn

755

Leu

Pro

Ser

Gly

Gln

Cys

Val

Met

740

Ser

Glu

Ile

Aia

Tyr

820

Ala

Val

Val

Lys

645

Asp

Lys

Ala

Ser

Arg

Ser
805

Ile

Lys

Gly

630

Arg

Lys

Asp

Pro

IMet

Glu

Glu

615

Gla

Elu

Gin

His

Leu

Valk

i Val

Pro

775

Thr

Val

Arg

Glu

Phe

600

Ile

Phe

Tle

Arg

Pro
680

: Arg

His I

Cvya
760

Glu

Ala

Gly

Thr

Arg
665

Asn

Lys

Gly

hla

Pro

Ser

Tyr

Ala

Val
650

Asp

Ile

Asn

Asp

Val

Ala

Glu

Tyxr
810

1
4
o

Arg

Giu

Ser

Val

635

kla

Fhe

Ile

Asp
715

e Gly

Leu

Ala
795

Gly

Leu
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Lsp

Cys

6520

Cys

Leu

His

Glu

700

Giy

Ser

Ala

- Thr

T80

Tie

Fro
505

Ile

Lys

Ser

Leuw

685

Tyr

Arg @

Gly

Phe

765

Thr

Ala

Val

Asn

Lys

Gly

Thr

Gia

6740

Glu

Met

Met

L

750

Gly

Arg

Tyr

Met

Asn

830

Pro

Gln

Arg

Lieu

ab5

Ala

Glu

Thr

-]
L

(S22}

Asn

Giy

Ary

Gln

Met

Ala

Glu

Lau

640

Lys

Ser

Asn

Val
720

Asp



835

Fro
850

Cys

Arg Ser

863

Asp

Leu Ile Arg

Pro Asn

val val Ser

515

Asp Asn

930

His Val Asn

945

His Gln Asn

Gln Gln Met

<210>» 5

<211> 43249
<212
<213>

<220>
<221>
<Z2LE>

CDS
(445

<400> 5
ttitttgaatc

gtttgaagaé
ctagactgyga
gcgattctee
agctaatttt

aactcoctgac

Ala

Arg

His

Ly s

840

Gl
855

Leu

Phe Gly

876

Pro

893

Asn

Thr
900

Ala

val

Phe

Gln

Asn

Leu

Ala

1 Asp

Ser Leu

Leu

Asp

Leu
G20

Try

Ala
835

Leu Ala

8950

Ile
965

Lys

Gly

sapiens

y..(3083)

ggttgtggeg
gtggaactcc
gtgcagtgge
tgecteageo
tgtattttta

ctegtgatec

Leu

Arg

Ser

geoogoggoga
tagggottet
acgatctogy
tcoctgagtag
gtagagatgg

gocogectig

Val P

Met Leu Asp

Gln Ile Val

875

Lys Rrg

LEL

Pro Ser Ser

Gln Ala Ile

Thr Thr

Arg Ile Gly

955

Val Gln

870

Rla

Val

ggaatggcegy
ttgagagtga
ctcactgeaa
ctgggattac
ggtttcattyg

gooctoccaaa
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Cys

860

Asn

Giy

Pro

Lys

Leu

940

Met

845

Tro

Met

Thr

Glu

Met

8925

Glu

1
=y
4

Arg

Leu

Phe

9i¢

Asp

Ala

Ala

LAY

tatttgtgag

cggagtcetac

Lys

ASp

Arg

Ile

Gln
975

aggaghtcggo

ctettgttac

Glu

Lys

880

Ser

Tyr

Thr
980

Met

cetetgecte
aggtgeotge
tgttggccag

ghgotaggat

ccgggttcasa
caccaagocc
getggtetoey

taczagtgiyg

60

120

180

300

360



agcoccaccgoeg teoggocttt caamatggtat tohttgatttit coctettcocag tocttazaage 420

agctgattta gaagaataca aatc atg get gaa asat agt gta tta sca tcco 471
Met Ala Glu Asn Ser Val Leu Thr Sexr
1 5
act act ggg agg act age ttg gce gac tot tee att Lttt gat tet aaa 518
Thr Thr Gly Arg Thr Ser Leu Ala Asp Ser Ser Ile Phe Asw Ser Lys
ig 13 20 25
gtt act gag att Toc aag gaa aac tta cbt att gga tet act tca tat 567
WVal Thr Glu Ile Ser Lys Giu Asn Leuw Leu Ile Gly Ser Thr Ser Tyr
30 35 40
gta gaa gag atg cct cag att gaa aca ags gtg ata ttg gtt caa gaa 515
Val Glu Glu Met Pro Gln Ile Glu Thr Arg Val Tle Leu Val Gln Glu
45 50 55
gct gga aas caa gaa gaa ctt ata asa goo tta asg gac att aas gtg 663
Ala Gly Lys Gln Glu Glu Leu Ile Lys Ala Leu Lys Asp Ile Lys Val
60 65 TG
ggc ttt gta sag atg gag tca gtg gaa gaa Tttt gaa ggt ttg gat ot 711
Cly Phe Val Lys Met Glu Ser Val Glu Glu Phe Glu Gly Leu Asp Ser
5 80 g5
ccg gaa bttt gaa aat gta ttt gta gte acg gac tit cag gat tet gte 759
Pro Glu Phe Glu Asn Val Phe Val Val Thr Asp Phe Gln Asp Ser Val
90 95 100 105
ttt aat gac ctc tac zag gcobt gat tgt age gtt att gga cca coa gttt 807
Phe Aen Asp Leu Tyr Lys Ala Asp Cys Arg Val Ile Gly Pro Pro Val
110 11% 120G
gta tia aat tygt tca caa aaa gga gag cct ttg cca ttt tca tat cge 855
Val Leu Asn Cys Ser Gin Lys Gly Glu Pro Leu Pro Phe Ser Cys Arg
125 130 135
cog ttg tat tgt aca agf atg atg ast ¢ta gta cra tge ttt act gga 903
Pro Leu Tyr Cys Thr Ser Met Met Asn Leu Val Leu Cys Phe Thr Gly
140 145 150
ttt agg aaa aaa gaa gaa cta gtc agg ttg gtg aca ttyg gtc cat cac 951
Phe Arg Lys Lys Glu Glu Leu Val Arg Lew Val Thr Leu Val His His
i55 1860 165
atg ggt gga gtt att cga aaa gac tit aat tca aaa gttt aca cat tig 299
Met Gly Gly Val Ile Arg Lys Asp Phe Asn Ser Lys Val Thr His Leu
170 175 180 185
gtg gca aat Lgt aca caa gga gaa aaa tte agg gtt get gtg agh cta 1047
Wal Ala Asn Cys Thr Gln Gly Glu Lys Phe Arg Val Ala Val Ser Leu
180 185 200
ggt act ceca att atg aag cca gaa tgg att tat asa got tgg gaa agg 1095
Gly Thr Pro Ile Met Lys Pro Glu Trp Ile Tyr Lys Ala Trp Glu Arg
205 210 215
cgg aat gaa cag gat ttc tat gca gea gtt gat gac ttt aga aat gaa 1143

Arg Asn Glu Gln Asp Phe Tyr Ala Ala Val Asp Asp Phe Arg Asn Glu
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cga
Arg

cta
Leu
330

cge
Arg

aca
Thr

tco
Ser

age
Ser

age
Ser
410

adaa

Lys

att
Ile

aaa
Lys
235

gat
BAsp

aaa
Lys

gag
Gln

gtt
Val

aaa
Lys

gac
Asp

att
Ile
3385

too

Ser

gag

i
il

220

.

Val

gaa
Glu

tat
Tyr

aat
Asn

gtc

Val I

300

gga
Gly

saa
Lys

cga
Arg

toe
Ser

380

aac
hsn

act
Thr

©ag

e Gln

atec

460

cct
Fro

oot
Arg

tca
Ser
365

tat
Tyr

cca
Prao

tat

y Tyy

tta
Leu
445

ctt
Leu

coa
Pro

aaa
Lys

cgt t

Arg
350

ca
Pro

caa
Gin

430
[

Phe

goa
Ala

Tttt
Phe

acc
Thr
255

ctt

Leu

aaa
Lys

gag
Glu

- atg

Met

tea
Ser
335

Phe

tca
Ser

gac
Bsp

cot
Pro
415

act
Thr

Caa

[l
il

oA
Pro

caa
Gin
240

aat

Asn

ggs
Gly

gat
BAsp

[
L RLe]
g

tat
Tyr
320

atyg
Meat

aaa
Lys

cea
Fro

ctc
Leu

acc
Thr
400

tca
Ser

gta
Val

gag
Glu

gat
Asp

atg
Met

gat
Asp

ctt
e

tte
Fhe
305

Tta
Leu

ctt
Leu

gaa
Glu

ceo
Pro

cta
Leu
385

cca a

Pro

aaq
Lys

Giua
465

gag att
1

tgt
Cys

aca
Thr

cag
Gin

aat
Asn

ttg
Leu
450

att
Ile

gaa
Glu

aga
Arg
275

Tttt

Phe

gga

Gly

gaa
Glu

cta

er Leu

toa
Ser

Tat

Tyr Va

435
yaa

Glu

aag
Lys

tta
Leu

atg
Met
260

tge
=1

gaa
Glu

agc
Ser

aat
Asn
340

got
Ela

cgc

T Arg

tce
Ser

ct tgt
r Cys

gca
Ala
420

gay
Glu

act
Thr
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agt
Ser
245
act
Thy

act
Thr

cct
oro

att

cag
Gin

cca
Fro

aac
ASD

act

Thr L

405

agg
Arg

aat
Aan

Jaa

Glu

230

tte
Phe

gaa
Glu

cac
His

tca

Ser I

caa
Gln
310

aat
Asn

oot
Pro

ctt
Leu

tca
Ser

aca
Thr
380

chg
Leu

atg
Mat

ctt
Leu

atyg
Met

act
Thr

aac

Asn

Tea
Ser

got
Ala
375

cca
Pro

caa
Glin

ttg
Leu

gga
Gly

caa
Gln

gta
Val
280

aaa
Lys

gat
ASD

cet
Pro

agc
Ser

aga
Arg
360

gag
Glu

Jgag
Glu

ot
Ser

ot
Val

gca
Ala
440

cgh
Lrg

age
Ser

Tt
Phe

gga
Gly
265

gtt
Val

ctt

PRI REY

goo
Ala

gag
Glu

aat
Asn
345

gag
Glu

cat
Bis

tct
Ser

aaa
Lvs

gea
Ala
425

aca
Thr

atc
Ile

1238

1287

1335

1383

1479

1527

1575

1623

1671

1719

1767

1815

1863



cca
Pro

ctt
Leu
490

aasa

Lys

tet
Phe

aga
£

cgg
arg

agt
Ser

570

aat

gat
Asp
475

ata
Ile

tat
Tyr

gaa
Glu

ttt
Phe

cagy
Gln
555

grt
Val

Asn Pr

cada

Gln I

tta
Leu

ggt
Gly
&50

aalt
AsT

Tttt

att
Tie

tet
Ser
635

gag
Glu

gat t
Asp C

agg

a Arg

cac
His

atc

Ile

tca
Ser

atg
Mat

cat
His
540

age
Ser

Phe
620

tot

cac

cta
Lay
700

oot
oot
M

aat

1 Asn

aaa
Lys

age
Ser
525

got
Ala

ctt
Leu

tta

Leu L

cat
His
605

gat
Asp

cac
His

cce
Pro

cta
Leu

cot

r Fro

685

atg
Met

gat
P

tgyg
Trp

gat
Aap
514

aag
Lys

Tttt
FPhe

gtt
Val

age
Ser

590

gttt
Val

cga
Arg

Tgt
Cys

gag
Gla
670
cat
His

cat

<
+

gat
Asp
495

ttg

b}

Leu

gaa
Glu

ctc
Len

Glu

tta
Leu
575

act

Thr

aac ga
2 Asn

gLt
Val

cac
His
180

gag
Glu

gta
Val

aca
Thr

Lys

ctt
Leu
560

aat

Asn

tta ga

Leu

3]
i
el

tat
Tyr

tta
Leu
640

aga

Arg

goa
Ala

cEa
Gin

. tct

Ser

act
Thr

agac

Ser 1

aaa

ata
Tie
545

ctt
Leu

gat
BspD

Giu

g gat

Asp

gaa
3l
625

gta
Val

gga
Gly

aga
Iy

acc
Thr

cag
GEin
705

aac
Aan

ate
Ile

ctt

WmEU

aaa
Lys

aaqy
Lys
610

gta
val

aga
690

att
Ile

aga
Ser

o1 - oot
=
[S e

aaa
Lys

caa
Gin

cga
Arg

aag
Lys

aga

gat
Esp

cgg
Arg

caa
Gin

aag a

Lys

aaqg
Lys

cct
Prc

gCa
Ala

coa
Pro

aayg
Lys
580

att
Ile

Lys

gga
Gly

gta
Val
660

cac

His

cca
Pro
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gaa
Giu

aaa
Lys

gta
Val
565

cat
His

tgo
Cys

gaa
Glu
645

act

Thx

aag
Lys

g
G

gta
Val

TLt
Phe

aaa
Lys

cca
Pro
530

aca
Thx

cte
Leu

gttt
Val

ttog
Ley
710

ot

Leu

cag
Gin

535
gaa

Glu

agg
Arg

gct
Ala

ctg
Leu

got
Ela
615

got
Ela

att
Ile

ottt

r Leu

625

gac
Asp

gaa
Giu

A aac
i Asn

520

[l
Ll
w5

tgt
Cys

Leu

gat
Asp

aayg
Lys
500

caa

Gln

aat
Asn

iei e
Sexr

gac
LAsp

oty
Leyu
505

tte
Phe

cca
Pro

coo
Pro

gaa
[EXR
585

gaa
Glu

aag
Lys

ctit
Leu

cta
Leu

tre
Phe
665

act

Thr

cat
His

aga
Arg

1911

2007

2055

2103

219%

2247

2295

2343

2391

2439

2487

2535

2583



gag
Glu

aca
Thr
T30

ottt

Leu Pro Ly

att
Ile

Efals
Thr

gaa

Gilu Ser

tca
Ser
795

gca
Ala

tct
Ser
810

tTtc
Phe

cac

gta
Val

aty
Met

[ateta

Pro Ser

tha

Lieu

oo
-] M

ttatagaaat
attagcacgt
tttecttcetig
gatagtgatt
taagttgcta
gggrgggtyc
aaatagatat
aaaactigca

tttasataac

lu Rsp

y Ala

cca aaa

tco tit

tce &

His Gly

(S B e
o
=
o]

tge
Cys

aat
Asn

goa

cat
His

gty
Val

aat
Asn
720

goi
Aia

ctc
Leu

ota
Leu

135

gaa
Giu

sac
hsn
750

gca
Ala

age c
Ser L

tggtgaaagc
aaagagtaag
ttgatgtaat
tcagctgata
caaatactgce
ttgtgcagct
tagaattcty

cactoothtto

tgg
Tro

gat
Asp

aat
Ean

a saa
2 Lys

coa
Pro
81

gag
Glu

er Ser

cta
Leu

aag
Lys

I

act
Ala

Gag
Gl

aca
Thr

aaa
Lys
785

act
Thr

zag
Lys
2040

aaa
Lys

aga
Arg
5

gga aga
Gly Arg

age aca

Thr

t cet
u Pro

tee
Ser
865

£g
Leu

ctcatactca
toggaaggaay
gtttacctgt
ttatctettyg
ttagtagett
tgtgaatcta
caatttatge
attaaatagt

acagtttatt

Met

Asn

hsp

ttt

Phe

goo
Ala

ttg
Leu

tte
Phe

agt
Ser

cag
Gln
TaG

gt
Cys

atg ctg
Leu

755

att
Ile

cto
Leu

aat
770

gat atg

Met

gac
AEp

tca
Ser

aag
Lys

got
Ala Leu

cga
Arg
820

tee
Ser

oot
Pro
835

agt
Ser

tta
Leu

tca
Ser

tca
Ser
850

ttc
Fhe

bt
Phe

gaa
Giu

aataagaaac
ataaataaca
tacattttca
tttgaatectg
tgecaaccctyg
tttgtatagt
agagattaaz
gggtotgrtt

Ttocttctocaa

Page 21

ctit
Lau
725

gtg
Val

agq
Arg

aca t
Thr Ser

atg
Met

cga
Arg His

gta
Val

tat
Tyr

gcth
Bla
775

aca
Thr
TS0

ag.
Ser

ja e
Leu

gte
Val
805

aca
Thr

aga
Arg

cLtT

Leu

got
Ala

age
Ser

gat
n Asp

goa
Ala

agg ag
Arg Ar
b

ctaaactatyg
agttaattca
tcattcaaag
atagagtaaa
atccatgaat
tgacatcata
cacatgtgea

gogttttcaa

cca
Pro

cca
Pro

gat
Asp

gaz
Glu
745

aac

Asn

cca
Pro

agt
Ser

gca
Ala

atg
Met

aca
Thr
825

cat
His

aagy
Lys
840

ot
Ser

ggtactigta
ctatttgatt
tgtaasaaat
gocaataatt
taasattttat
gaatttatgg
atactggatyg
gtitgaagta

gatctagecat

2631

2679

2727

2775

2823

2871

XS]
R
prt
pXs]

2967

3015

3063

3113

3173

3233

3293

3353

3413

3473

3533

3583

3653



gtggatttta
aatatttttyg
aacaagatgt
tagcaaatct
atgggasasat
cagttitact
tettataatt
caatagoctt
ttatttecta
ttttaatagt
tagtaasatga
aatacctaaa
<210> &
<211> 882
<21l2> PRI
<2i3>» Homo
<440> 6
Ala Glu

Met

Aia Asp Ber

Leu
35

Esn

Thz
50

Glu

Tle
£5

Lys Ala

Glu

Val

Val

g Val

Thy

aaagattige
caaattgaga

ctgtagetgt

tgtggtaaag
aatcttotgt
aaatgtaaaa
tttatagtca
tttotttagy
taactgacta
ctotttgocta

acceaagtygt

Ser
20

{n

Ile Gly

Leu

Fhe

Asp
106

Val

Phe

Ley

Asp

70

Gly

Gln

ccteattaac
taaggacaga
ttcagagaga
tgatagtogt
actgtttgta
gaaatgcata
ttgaaaattc
gtaattcaga
gagtgctacsa
tagattgbtt
cattttaaasa

aadadadaaa

Leu

Asp Ser

b
[
o
et

55

Iie Lys

Leu Asp

Asp Ser

aagaataaca
aagattgaga
gtacggtata
cgtcggaatt
cccttecatga
gatatgogeoa
atttgectgtt
ataatcaagt
aatgtitgtc
tetatgecat
goaattgtat

aagdaaa

Thx
10

Thy

w
2]
H

Lys Val Thr

25

Tyr Glu

Glu Ala Gly

Phe
75

Gily

Pro Giu

90

Ser

Val
105

Phe Asn
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titaaaggag
aacattgtat
tttatggtaa
ttattttgaa
aataattctyg
tgttcaactt
tcaaagtgtyg
tecatatyggat
acttaaattt
gtatgtgecca

tagtaagaac

o

Gly Arg The

Glu Ile Ser

30

iv Met
45

Pro

Lys Gln Glu

Val Lys Met

Asn

Leu Tyr

110

attgtticaa
attttgeaaa
ttttatccac
ggataagacc
aagttgccat
tttattgtgg
atatctttca
aaatgcattt
caagtttcetg
cttetgagag

tttgtaaata

Ser Leu
15

Gin Ile

Glu Leu

Glu Ser

80

Val
95

Phe

Lys Al

o



Gly ¢

145

Val

Glu

Glu

Met

Cys

Asn

Arg

Glu

Pro
280

Trop

3
e
2

Ser

Thr

Arg
115

Leu i

Leu

Asn

Phs

195

Val

Glu

A

275

Fhe

Glu

Leu

Leu

Val

Leu

Val

Ser

180

Arg

Asp

Leu

Meat

260

Glu

Sex

Asn T

3440

Ala

Ile

Pra

Len

Thir

165

Lys

Val

Lys

Asp

Ser

245

Thr

Thr

Ala
325

Gln

Gly

Cys

150

Leu

Val

Ala

Ala

Phe |

230

Phe

Glu

Ser

Gin

310

Asn

Pro

Leu

Ser C

135

Phe

Val

Thr

Val

Irp

215

Leu

Met

Leu

Lys

295

Thr

2Asn

Ser

Pro
120

His

Ser

200

Asn

Gly

Gln

Val
280

Lys

Asw

Pro

Ser

Arg

Arg

Gly

His

Leu

185

Leu

Arg

FPhe

Lseu

Glua

Gt i
d%
w o=

Glu

Val

FPhe

Met

176

Val

Gly

Arg

Fhe

Ser

Gly

Giu

Tyxr

Arg

Leu

330

Thr

Leu

Leu

Thr

Asn

Lys

235

Agp

Lys

Glu

Ala
315

Lys

J Lys

Asp
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Asn

Tyr
140

Asn

Pro

Glu
220

Val f

Tyr

Asn

Val

300

Gly

Lys

Arg

Val

Lys

Gin

Leu

Ile
285

Glu

w
i
M

Arg

Ser

Glu

Ile

s Thr

180

Met

Asp

Pro

!
<
[

Pro
270

Val

Gin

Arg

=

350

Pro

GLln

Ser

Glu

Lys &

Phe

Met

Ser
335

Phe

Lys

Mat

Leu

ied

Lys

320

Met

Lys

Pro



Pro

Leu
385

Ser

Glu

465

Thr

Ser

Lys

Ile I

8 3|
=
(620N 11]

Asp

Arg

376

Asp

Lys

Gln

Lsn

Leu

450

Il=

Lye

Thr

[#2]
-
[l ]

Asn

Tle

Leu

Lys

355

Lys

Ser

Ser

Tyr

435

Glu

Ser

Arg

Ala
595

Ser

Cys

Ela

420

Val

Thi

Cys

Rla

Pro

Lys
580

Pro

Asn

Thr

405

LYy

Asn

Ile
Aswn
485

Gly

Pro

Lys
Val
565

His

Gly

Ser Alas

Thr
390

Lys

FPhe

470

Asn

Asp

Phe

Lys G1

Pro

550

Gln

Thr

Ser

Prao

Ser

Leu

Gin

455

Gly

Len

Tle

Val

Glu

Arg

Ala

Lew

360

Glu

Glu

Ser

Giu

Asn

520

Lys

Cys

Leu

Asp

Lys
GO0

His

Ser

Ala

425

Thr

Gly

Asp I

Leu

505

Phe

Pro

Pro

Glu

Glu

Ser

Ser

Ser

410

LY 3

Ile

3]
P
g

FPro

Arg

Arg

Sexr

570

Asn

Tle
395

Ser

Ile

Tyr

Glu

Fhe

Gln

555

val

Pro

Met

Page 24

Ser
380

Asn

Leu T

-

Ile
460

Ser

Mat

His

540

Ser

Thr

365

Ile

Tyr

Bhe

Asn

Ser
525

Ala

Lys

His
6065

Gly

Giy

Val

Gln

430

Phe

y Ala

AEp

Phe

Val

Ser

Asp

Thr

Pro

Val

Glu

Leu

Glu

Leu

575

Asn

Leu

Thr
400

o Ser

val

Glu

His

480

Val

Thr

Lys

Leu

560

Asn

Leu

Glu



Aso

Glu

625

Gly

Arg

Thr

Leu

Lys

Lys

785

Thx

Brg

Arg

Lys

610

Val

Gln

Glu

Lys

Meti

1 Rsn L

770

Asp

Ser

Ser

Arg

Gln

Arg

675

hvs

Ala

FPhe

Len
755

Lys

Leu

Pro
835

Lys

Val

Val T

660

Pro

Lys

Gln
740

Cyz

Ile

Lys

Arg
820

Zer

Thr

Cys

Glu

645

Lys

Ala

: Leu

725

Met

Arg

Tyr

Ser

Glu

Pro

630

Leu

Val

Ser

Leu

710

Val

Thr

His

Thr

Ala

Asn

Ala

Tle

Phe

|t
.
¢

Leu

695

Asp

Arg

Ser

Val

Ala

TT5

Leu

Arg

Gln

Asn

Gly

680

Lys

Ile

Pro

Asp

Ala

760

Asp

Ser

Ela

Met

Lys
840

Lys

Leu

Leu

Fhe
665

Thr ¢

His

Glu
745

Asn

Pro

Phe

Thr
825

His

GLln

Leu

Asn

Tia

Giu

Thr

T30

Leu

Thr

Ser
810

Ser

Val

Tle

Ser

635

Glu

Asp

Arg

His I

Thry

Pro

Ser

Ser

795

FPhe

His

Met

Page 25

Phe

520

Ser

His

Cys

Ser

Glu

Gln

Lys

Phe
T80

Arg

Ser

Ser

AsSD

His

Fro

Leu

Pro

685

Met

Asp

Ala

Glu

Ala

Ser

Arg
845

Val

Arg

Cys

Giu

670

His

Pro

Asn

750

Val

Ile

Thr

Val
230

Val

Ser

Ile

Gly

Leu

Val

735

Asn

Lys

Pro

815

Ser

Leu
640

Brg

Ala

Ser

hsn

720

Ley

Leu

Ala

Lys
800

Lys

Gly

63
<D
s



Thr Ser Ser Leu Ala Gly Ile Pro Ser Pro Ser Lesu Val Ser Leu Pro
850 855 860

Ser Phe Phe Glu Arg Arg Ser His Thr Leu Ser Arg Ser Thr Thr His
865 870 875 280
Ley Ilie
<210> 7
<2il>» 1372
<212> DNA
<213> Homo sapiens
<220>
<221> CDS
222> {206)..(387)
<400 7
geacgaggge gottttgtot coggtgsgtt tigtgucggy aagottctge gotggtgott
agtaaccgac ttitcctcoegy actoectgoac gacctgeteo tacagcegyue gatocactoc
cggetgittce cocoggaggygt ccagaggect ttcagaagga gaaggceaget ctgtttcotct
geagaggagt agggtcottt cageoc atg aag cat gtg ttg aac cte tac ctg

Met Lys His Val Leu Asn Leu Tyvr Leu

1 5
tta ggt gtg gta ctg acc cta ctce tee ate tte gt aga gty atyg gag
Leu Gly Val Val Leu Thr Leu Leu Ser Ile Phe Val Arg Val Met Glu
10 15 20 25
tee cta gaa gge tta cta gag agce cca tocg cct ggg acc teo tgyg acco
Ser Leu Glu Gly Leu Leu Glu Ser Pro Ser Pro Gly Thr Ser Trp Thr

30 35 40
acc aga agc caa Ccia goc &ac aca gag cof acc aay ggc ctbt cca gac
Thr Arg Ser Gln Leu Ala Asn Thr Glu Pro Thr Lys Gly Leu Pro Asp
45 50 55
cat cca tec aga age atg tga taagacctece ttccatactg gocatatttt
His Pro Ser Arg Ser Met
60

ggaacactga cctagacatyg tccagatggg agteccattc ctagcecagaca agetgageac
cgttgtaace agagaactat tactaggeet tgaagascct gictaacigyg atgetcattg
cetgyggeaay goctgtttag gecggttgoeg gtggctecatg cotgtaatec tagoactitg
ggagyctgayg gtgggtggat cacctgaggt caggagttcg agaceagoot cgccaacatyg
gogaaaccoe atctctacta asaatacaaz agttagoetgg gltgtggtgge agaggoctgt
astcceecagtt cctigggagg ctgaggeggg agaattgett gaaccoyggyy acggaggttg

Page 26

60

128

180

232

280

328

6687

727

187



cagtgaaccy agatcgeact gelgtaccca
aasasaaana gaaaagaaaa agecctgttta
tatgagatay grttgatctog cocttaccceao
cagtatgget ctgacatcte ttagatgioco
ttcaacccta cttootasac atctgtotgg
aattatttgy tattgagecet ctettcecaca
agaggttgtyg tgggtggucl gttgggagtg
tttacatttt azaghtcogttc ctccaacata
tgoeaaagcee tgetcaagtt atggacattg
taactaaltas agtggaatat atatttcaas
<2i0> 8
<211l> &3
<212> PRI
<213> Homo sapiens
<400> 8
Met Lys His Val Leu Asn Leu Tyr
L 5
Leu Ser Iie Phe Val Arg Val Met
20
Ser Pro Ser Pro Gly Thr Ser Irp
35 40
Thr Gilu Pro Thr Lys Gly Leu Pro
50 55
<2i0> 9
<211> 3516
<212> DHNA
<213> Homo sapiens
<220>
<22i> CDhSs
<222>  (767)..{(1990)
<400> 9

geotgggeca
atgcacaggt
gaggtctggt
caacttcagce
ggttocttta
agagctecteo
aggatggaght
gtgtgtatty
taggccaccat

Zazagaaaaa

Leu Leu Gly

Giu
25

Ser Leu

Thr

Arg

Pro

ggatcctgga gacaactttyg cogtgtgacy cgocgggagy

gggctoggeg cecgcectgtga gogggeecge goeggoeoggct

Loccgogooac LYccoygocogy coogoggoga ggacgacclg

Page 27

cagtgcaaga
gtgagtggat
gtatgetgty
tgttgggaga
gtcttgaaty
catgtttgga
gttcagtgec

tctgaaggy
gtggcttaaa

Sadad

Val Val Leun

Leu

30

Glu Gly

- Gln
45

Leu

Ser Ser

60

actgcagyge
ctcocogggea

cooghotooy

cteoocatctoa
tgottatgge
ctttcotcag
tggtgatatt
cottatgeote
tagcagttga
catttctcat
ggtggtggga

tgatttttic

Leu Glu

Ala Asn

Met

cocgoeggooga
ccaagotitge

Cogeogysga

1087

1147

1267

1267

1327

1372



cooctteootygg
cagogooouc
cocttegetic
cocggocgaac
gocooogacy
gtgoeggeagt
tocggegocee
gageeggegy
ggcgggggeg

actocggoetog

ctg

Leu

ggt
Gly

tgg
Trp

ggc
Gly

[siste)
Leu

cct
Fro

gcc

Ala Ala

acc

iz
she

cag gac
r Asp

[is

gtg
Val
70

cgc
Arg
85

cty
Leu

aag
Lys

140

goo
Ela

goo
Ala

cgo
Arg

gac
Asp

ceg dge
Pro Gly

geo
Ala

aca
Thi

gay

Giu

Asp

cycgagycay
cgoagogeoyg
cgtotoagoo
cgecgetece
cggazaggat
gaccogogac
ttecctgeeg
cagoocteceo
gggeggggey

cotocgoogoy

tgagggcgag
cgoocasageog
azagttgogtyg
actgacgotyg
ggggagaagg
ctocogeoceyg
cgcgggaacas
gocgggcogyg
gcgegeooyyg

ggcgcecocteg

etefed
Arg

agg
Gly

gac
Asm

cag
Gln

atg
Met

ggc

\aly

gac
Asp
135

gyc
Gly

gcg
Ala

oot
Pro

cog
Pro
40

Loacg ¢

Thr

atyg
Met

gte
Val

cge
Arg
120

ggc
Gly

b
Leu

ctg
Leu

gag
Glu
25

cca
Pro

> gac
7 Asp

cgg
Arg

aCyg
Thr
105

gty
Val

cag
Gln

goo
Ala

cCce
Pro

ggc

goo
Ala

gag

Glu

"
vl

Ser

gco
Ala

tgg

Tro

cey
Pro

34
bt 102

ctyg
Leu
75

cgg
Arg

ctg
Leu

ate
Ile

cde
Arg

tee
Ser

Ala

Arg

gogotoaggt
cgocococggete
gaccogetct
ctttogotic
ctgeagatge
cocogygoygege

cocgaggecc

togoccagoygy

ctt
ireu

goo tgo

[olole:
Pro
30

gge -
Giy Ser

cCE
Pro

otaled
Pro
45

gda
Gly

gge tto cgg
Phe Arg

oy gty
Val

cce
FPro

aac
Asn

cge
Arg

aag
Lys

ccg
Pro b

gt ¢
Val
140

<gg

gegagegegy
cgetecggyy
ttegooacct
acccgaacey
cgaggocgeoe
cocteggyoe
ggcocggacee
cecgggeggy
cecggcootgc
cgeace atyg

Mext
1

ctg oty
Leu Leu
15

ctyg
Leu

acy
Thr

jalate)
Pro

goc
Ala

cog
Arg

gag
Glu
65

aaq cac
Lys Arg His

acy
Thr His
55

geco
Ala

cac
His

ggc

Giy

cac
His

gac
AsD

age
Ser
145

3o
i ot
0

cta
Leu

ac Lic
Phe

dggoeccgccy
ggectocagoy
tcececageoog
gggeigeyggy
cgagacgeoc
cocoggggcco
ctececctge
cgcgggegeyg
goteggcteg
gac gug

Asp Gly

gog goo
Ala Ala

ceyg acyg
Pro T

teyg
Ser

ggc
Gily

3
>

ctc
Leun

gag
Glu

ttg
Len

cot
Prao

gty
Val

goooago
Ala
130

tte
Phe

gco
Ala

tte
FPhe

)
e
® o

360

420

480

823

871

1207

1255



too
Ser

ctt
Leu
180

tygg
Trp

ace
Thr

cygy
Arg

cga
g

ttc
FPhe

ccc
Pro

ctyg
Leu
340

aac
Asn

tgce
Cys

gag
Glu

ggc
Gly

ttc
Phe

ace
Thr
325
gca

Ala

cag
Gln

at
Tie

tac
Tyr

150

gaa
Glu

oty
Leu

cgg
Arg

atqg
Met

cca
Pro
230

cte

Ley

cog
Pro

gtg
Val

999

tac
Tyr

cco
ro

aac
Aan
390

gte
Val

gtg

215

cto
Leu

gag
Glu
2595

gac
Bar

gte
Val

cye
g

ace
Thr
375

ate
ile

acg
Thr

cta
Leu

ttc
Phe

ot
Ala
280

tgc
Cys

ttc
Phie

tac
Tvr

coo
Pra

atyg
Met
360

aag

Lvs

gtc
Val

cag

v Bln

ctyg
Leu
185

gty
Val

gag
Giu

gac
Asu

gtg
Vai
265

cgy
Arg

gat

Asp

cgoc
Arg

ggc
Gly

gge
Gly
345

cgg
Arg

aag

Lys

aac
Asn
170

CCC

Pro

tac
Tyr

goo
Bla

gac
ABp

ctyg
Leu

gdc
Gly

aac
Asn
330

tot
Ser

Giy

age
Ser

cgd
Arg

155
ctyg

Len

tac
Tyr

"
ttc

Phe

g oty

Val

atc
Ile
235

cag

Gin

cca
Pro

gdc
Gly

cgy
Arg

c atc

Tle

315

goo
Ala

ctg
Leu

aco
Thr

gac
Asp
395

gt

cag
Gin

gac
Esp
220

cag
Gln

ggc
Gly

gac
Asp

acc
Thy
300

ggc
Gly

tgt
Cys

tco
Ser

aac
Asn

atg
Met

380

gty
Val

ctyg
Leu

gag
Glu
205

cLe
Leu

goa
Ala

gac
Asn

gaa
Glu

agc
Serx
285

aac
Asn

tgg
Tre

gagy
Glu

tca
Ser

coe
Prao
365

tecc
Ser

folelel
Pro

gtc
Val

gay
Giu

190
cag

GlLn

aag
Lys

ttg
Leu

age
Ser

gag
Gla
270

agg
Arg

cte
Leu

aac
Asn

ggc

Gly 5

tte
Phe
350

ggc

Gly

atg
Met

aac
Asn

Page 29

cag
Gin
175

ggo
Gly

oge

Lyt
Cys

gac
Asp

acg
Thr

ctg
Leun

10

goo
Ala

ggc
Gly

cac
His

agce
Ser

gag
Glu
240

cag
Gin

cac
His

tgce
Cys

tgg
Trp
320

tgc
Cys

acg
Thr

gty
Val

tac
Tyr

att
Ile
400

gge
Gly
225

cgg
Lrg

gag
Glu

cga
Ar

&gy
Arg
305

awc

Ile

cea
Pro

gct
Ala

tte
Phe
385

gtg

Val G1s

> ctg

Leu

cgg

Arg

gac
Asp
210

tgyg
Tre

o
Pro

cgc
Arg
290

caa
Gln

ata
Ile

gcoo
Ala

Val

f¥ele!
Ser
370

tgg
Trp

goo
Ala

Tttt
Phe
275

aag
Lys

cag
Gin

goa
Ala

tac
Tyr

gty
Val
355

tgo

Cvys

gat
Asp

gag

Glu

1303

1351

1389

1447

1495

1543

1581

1639

lag7

1783

1831

18789

1975



Lge ggeo tge gec tga cagtgeosagg caggggoacy gtggtgggoce acggagggea
Cys Gly Cys Ala

405
gtccocegggtg
gtcattectgt
ttcatagage
aatgcacacyg
ataccagcaa
gagaatlggygy
chteocococgage
agaggaaaayg
ggottitace
togtgettea
gaaaggacac
goettgggect
Jaagayggagy
cagttgtata
attgttctas
taggactggt
gazatggeygy
ggccaagdga
ttgragaagt
cactcacctyg
atgacatage
tegeteogeae
cactagacga
ctttgettet
ttagtcagaa
<21 0>
<2ll=

<212>
<213>

10
407
PRT

ggoctteticoe
tgggctgtug
aaccagtcaa
tagocacgea
atggatgegy
tgagcageca
acacataaaa
cagatygcagy
aggectgete
aggeetgggy
aaccogtcay
ctgacatgac
ctaaatttga
actgaaaaaqg
atggaaagaa
ttggggacgy
ggaggtggcea
ggggagcage
tgeccatgty
cocogechgoa
acttgoccgat
tetagatgtce
aactggactc
tttttaageg

actgccatti

Homo saplens

agocooocge
agatagtgce
aaccagagey
cagccagacy
tgacaaatgy
ccattccacco
goacaaagac
ggtggggagce
tgoctggeto
agcctgtect
agacctyggga
ttatgtgtgt
tgotttaact
gactittcta
aaaaagturge
gtgggaatga
ttettgaact
ctagttggte
ggcccaacca
cgcoegoooy
ctgogtgtge
caagtgccac
gtacgactcet
aatgatiget

Jaaaaaaaaqg

gggaacygyggy
aggytgegge
agaaccetea
catcotgcoa
cageitaget
agctyggeccy
agagacgeag
geagetogge
gatgtcoctgot
tccatgeocet
gctaggggcaa
gtgtgttttt
gatctcocaag
coaggtatga
aarcrgrgce
cecoctaggea
gotgaggatyg
ttggagagat
tcagggeigy
catagcactt
cocagaagtgg
gtgaactatg
ttttatattt

traatgttt

ttatttitat

Page 30

tacacggtgg
ctgagatatt
actgacatga
coracacagao
acaaatgcoot
gocacgheto
agagagagay
ggaggcigcy
tettecocage
tgtecgaggga
tgaccgtity
dJoggtgugga
agttgacagy
cottttaagt
cttcatiyggy
aggggatgag
gggggtgtec
ggggaaggot
cogtggacgt
gcagaccigce
ccottggoeg
caatttaaag
tttatacityg
gractgattt

agcago

gctgagtaca
tttectacage
aatactttaa
agcchtcecagg
gtcagtocgga
gaagttgcge
agagooacgg
tgtgoooegt
ctgggatcoct
aagagaccca
actotbttgtg
gagagggaga
teatocttge
gaanatctga
gacattccte
avogoaggacg
cotcagogga
ttcagetgat
ggyccoctgeo
ctgaacgcac
agegocgaac
ggtigaccca
aaatgaaatc

agttgecatga

2030

2393

2450

2510

2570

2630

2690

2750

2810

2870

2930

2980

30590

3230

3290

3350

3410

3470

3516



Gly

Glu

655

His

Ala

Gly

145

Phe

Ser

Glvy
225

v Ala

Ile

Lys

s Lla

130

+

Pae

Leu .

hrg

ASBD
210

Ser

Pro

Arg
185

Arg

His

Leu

Gy

20

Pro

Gin

Lys
105

Arg

Glu

Aia

Arg

Gly

Thr

Asn
165

Asn

Phe

Leu

Ala

Thr

Val

70

Len

GSlu

Leu

Arg

Met

Pro
230

ATy

Gily

Pro

Cys

55

Aso

Gln

Met

Gly

val

Val |

215

Leu

Pro

40

Thr

Gly

Met

Val

Leu

Asn

Lel

Lys

200

Thr

Len

Ser

Asp

Arg

Val

Gln

Gin

Leu

185

Val

Lys

Glu

Cys

Phe

Ala

Giu

Glu

Ser

Asn

170

Pro

Arg

Ala

Gly ©
5

Leu
75

Leu

Arg

ser
155

Val

Page 31

Ela C

Gly

Pro

Arg

Pro

Val

140

Arg

r Phe

Val

Gln

Asp

220

Gln

Ser

Phe

Ale

Asn ]

Lys

His

125

Ser

Val

Len

Glu

208

Leu

Ala

Len

Pro

30

Arg

Leu
110

Leu

Glu

Val

Glu

19¢

Lys

Lieu

Leu

Thr

Ala

Arg

Lys

His

Gln

175

Lys

o
s
<l

Arg

Phe

Leu

Prc

Pro

Fro

Arg

80

His

y Tyr

160

la

Gly

Ser

Glu
240



Arg Gly Glu Arg Arg Leu Asn Leu Asp Val Gln Cys Asp Ser Cys Gln
245 2540 2558

Glu Leu Ala Val Val Pro Val Phe Val Asp Pro Gly Glu Glu Ser His
260 265 270

Arg Pro Phe Val Val Val Gln Ala Arg Leu Gly Asp Ser Arg His Arg
275 280 285

Ile Arg Lys Arg Gly Leu Glu Cys Asp Giy Arg Thr Asn Leu Cys Cys
290 245 300

Arg Gin Gln Phe Phe Ile Asp Phe Arg Leu Ile Gly Trp Asn Asp Trd
305 310 315 320

Ile Ile Ala Pro Thr Gily Tyr Tyr Gly Asn Tyr Cys Glu Gly Ser Cys
325 330 335

Pro Ala Tyr Leu Ala Gly Val Pro Giy Ser Zla Ser Ser His Thr

340 345

(8 g
<o

[ES Y]

Ala Val val Asn Gln Tyxr Arg Met Arg Gly Leu Asn Preo Gly Thr Val
355 360 365

@
I
=
s}
1
=
&

Asn Ser Cys Cys Ile Lys Leu Ser Thr Met Ser Met Leu Tyr

Phe Asp Asp Glu Tyr Asn Ile Val Lys Arg Asp Val Pro Asn Met Ile

Val Glu Glu Cys Gly Cys Ala
405

<210»> 11

<211l> 2872

<212> DNA

<213>» Homo sapiens

<220>

<221» ChS

222>  (28)..(2700)
<400> 11

tetteggace taggcetgoeco tgoegte atg toeg caa ggg ate ctt ter cog cca
Mat Ser Gln Gly Ile Leu Ser Pro Pro
i 5

gog ggoe ttg ctg teo gat gac gat gtc gta gbtt tet coc atg ttt gag

Page 32

54

102



Ala
iC

tce
Ser

Fac
Bsp

PR
LCT

Ser

Gly

aca
Thr

ttg tt

Leu

att
Ile
90

geo

Rla

acec
Thr

aac
Asn

tgg
Try

att
Ile
170

ctyg
Lezu

aag

cga
Arg

gayg
Glu

cgg &

Arg

ctc
Leu
155

caa
Gln

atc
Ile

[elele’

s Pro

caqg
Gln

gag
Glu
235

Leu

gct
Bla

tcot

Ser

gac
Asp
60

cot
Pro

aat
Asn

aag
Lys

tec
Ser

ggt
Gly

o
PR

Phe

ttyg
Leu

gag
Glu
220

gayg
Glu

ggt
Gly

gca
Ala

gtc
Val
45

agt

Ser

teca
Ser

age

ace
Thr

aat
Asn

cLC
Leu
208

gaa

Glu

ehule
L

ace
Thr

Ser

gat
Asp
30

gtc
Val

aty
Met

gag
Gilu

gag
Glu

aat
Asn
110

aag
Lys

aca
Thr

Ile

agc
Ser
190

t.cc

Ser

atg
Met

tecc
Ser

agsc
Ser

Asp
15

TLg

Leu

tot

gayg
Glu

ttg
Leu

gag
Glu

Tat
Tyr

c aag

Lys
175

ctc

Leu

aat
Asn

aag
Lys

act
Thy

acc
Thr

gag
Gly

a o
Thr

aag
Lys

gaa
Glu
80

cit

Leu

cgg
Arg

g9y
Gly

atg
Met

gga
Gly
160

caa
Gln

gag
Giu

aag
Lys

Too

Ser L

240

age

Ser

tct

Ser

ot
(!
R0

gty
Val
585

cga

Arg

gut
Val

gga
Gly

ceca
Pro

g4gc
Gly

gra
Val

Val

gty
Val

cta
Leuw
50

aaa
Lys

cag
Gln

cta
Leu

att
Iie

gaaz
Glu
130

aag

Lys

act
Thr

ggg
Gly

cas

ate
Ile
210

tco
Ser

gac
Asp

gta
Val
35

gag
Gia

gta
Val

gaa
Glu

caa
Gln

gy
Gly
115

gty
Val

gat
Asp

aac
Asn

att
Ifle

ctt
Leu
195

oty
Leu

3 adg
3 Arg

agt
Ser

Val
20

cygo
hrg

gac
Asp

gca
Bla
140

Ccda
Gin

gga
Gly

gta
Val

tca
Ser

cto
Leu
1380

cat

His

cra
Leu

0
ot
w

Leu

agt
Ser

ggc
Gly
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aag
Lys

aag
Lys

goc
Bla

cag
Gln

999
Gly
165

cca
Pro

gac
Asp

aat
Asn

gte
Val
245

att
Ile

Pro

aac
Asn

cag
Gln

&gy
Arg
70

aag
Lys

aca
Thr

goa
Ala

aaa
Lys
150

aaa
Lys

cgg
Arg

S04

Thr

agc
Saer

dgga
Gly
230

got
Ala

Met

cag
Gln
55

gtt
Val

gac
Asp

cac
His

toeo
Ser
135

gad
Gly

ace
Thr

cect
Pro

aag
Lys
215

gyc
ly

atc
Ile

agqg
Gly

Phe

agg
Arg

gtc
Val

teg
Ser

agg
hrg
120

AR}

Lo

tca
Sar

t cca
1 Pro

cec
Pro

cgt
Ar

it
FPhe
1058

TLe
Fhe

tte £t

Phe

cag
Gln

cac
His

ctg

Leu

gat
Lap
200

cag a

aac,

Asn

acg
Thr

geyg
Ata
185

cteg
Leu

Gin I

cte
Leu

gaa
Glu

cte
Leu

caa
Gln

agt
Ser

tct
Ser

198

246

294

342

3%0

438

582

774

822



cga
By

cge
Arg

tat

gaa
Glu

got
Ala
41¢

gaa
Glu

got
Ala

coo
Pro

ggc
Gly

=Rals
Thr
490

gac
Asp
315

cta
Leu

et O
[

—
g ot

cgt
Arg

cgo
Arg

goo
Ala

tte
Phe

cga
Arg
475

tat
Tyr

gca
Ala

tce
Ser
300

cta
Leun

tge
Cys

cat
Bis

asg
Lys

agt
Ser
380

tea g

Ser

gga
Gly

ctt
Leau

ogt
Arg
460

ggc
Gly

gat
Asm

cag

r Gln

gagy
Giu

gtg
Vail

aac
Asn
365

cac

His

aac
Asn

cgt
Arg
445

gac
Asp

cgt
Arg

gaa
Glu

.

Lgt
Cys
270

cca
Pro

gy
Tro

gaa
Glu

gat
Azp

caa
Gln
350

cag
Gln

agoe
Ser

gtc
Val

agc
Ser

TCC

Ser

act
Thr

gac
Asp

atc
Ile

falals
Pro

caa

Gin
335

ago
Ser

atc
Tle

coo
FPro

aac
Asn

aag
Lys

tge
Cys

ctt
Leu
4395

age
Ser

act
Thr

tca
Ser

cct
Pro
320

aat
Asn

got
Rla

ttt
Phe

tte
Phe

aag
Lvs
400

aaa
Lys

acc
Thr

cag
Gln

ttg
Leu

atg
Met
480

cat
His

agt
Ser

gcc
Ala

tite
Fhe
305

ago
Ser

ggco
Gly

gagd
Glu

goc
Ala

gat
Asp

ot
Ser

cag
Gln

act
Thr
465

att
Ile

ago
Ser

cca
Pro
290

ttt

Phe

Caa

aat
Asn

gag
Glu

age
Ser
370

atc
Tle

age g

Ser

Gin

cta
Leu

aac
Asn
450

cga

Arg

gtc
Val

goo
Ala

gag
Glu

cag
Gln

aag
Lys

cac
His
435

260

ctyg
Leu

. cct

Pro

ate
Ile

cgc
Arg

tat
Tyr
349

Trp

cac
Bis

cty
Leu

gat
Asp

gtc
Val

tac
Tyr

aag
Lys
325

gtyg
Val

Zay
by 3

ctao
Leu

cta
Leu

tea
Ser
405

agt gg

Ser
420

acc
Thr

tca
Sexr

te
Phe

gty
Val

the
Phe
500
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W
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ctyg
Leu

aag
Lys

caa
Gln

aal
Asn
485

tca
Ser

gaa
Glu

cCg
Pro

aac
Asn
310

agg
Arg

aaa
Lys

cte
Leu

aac
Asn

cac
His
390

cte

Leu C

gaa
Glu

gge
Gly

cag
Gln

ggt
iy
470

coo

Pro

gco
Ala

aca
Thr

goa
Ala
295

gaa
Glu

cag
Gln

gat
Asp

cag
Gln
375

ctt
Leu

ot
bl
+

cgy
Arg

cge
Ary

aac
Asn
455

te t

aght
Ser

280

2ac
Asn

ctyg
Leu

act
Thr

ctc
Ly

aaa
Lys
360

aac

Asn

cay
Gln

L gat
s Asp

ttg a

Leu

tgt
Cys
440

Phe Ph

tgt
Cvs

att
Iile

goa
Ala

gct
Ala

265

cat
His

Leu

ttg
Leu

aac
Asn
345

gTg
Val

teco
Ser

999
Gly

ctg
Leu

gttt
Val

aca
Thr

tot
Ser

age
Ser
505

966

1014

1062

11140

1158

12086

1254

1302

1398

1446

1494



cag

Gln L

Toy
Ser

g99
Gly

gac
Asp

cag

Gln

ttg
Leu

ace
Thr

gag
Glu
550

cag
Gin

cag
Gln

cag
Gln

gty

T30

cat
His

gayg
Glu

agL
Ser
6535

cta

Leu

caa
Gln

ot
Ser

aaqg

Lys I

540

tee a

Ser

aca
Thr

fel¥el

Liau

gaa
Glu

tca
Ser

goo
Ala

aaa
Lys
700

aay a
Lys L

Met

cga
Lrg

cag
Gln

605
atg

Met

Lac

agg
Gly

teo
Sexr
685

gac
Asp

Tat
Tyr

ctt
Leu

gat
Asp
550

tgg
Trop

tet
Ser
670

alC

Thr

gag
Glu

gaa
Glu

tta
Leun

ggc
Gly

tty
Ley
575

gaa
Glu

tgc
Cys

gasa

r Glu

gaa
Glu

Ttg

1 Leu

655

gaa
Glu

cta
Leu

gaa
Gia
735

cet
Pro

aght
Ser

ggc
Gly

aaa
Lys
360

aag
Lys

atc
Ile

gaa
Glu

gag
Giu

640

cag
Glin

P

[y
Leu

cag
Gin

aac
AsT

cca
Pro

720

gag
Giu

atg
Mot

ctt
Leu

gaa
Glu

tgo
Cys

gaa
Glu

aaa
Lys
625

gcoc
Ala

caa
Gln

cag
Gin

530

gat
AspE

gag

r Glu

cat
His
b1l

cta
Leu

goo
Ala

cta
Leu

cag
Gln
690

acce
Thr

ctyg
Leu
515

gta
Val

ctc
Leu

cag
Gin

gag
Glu
585

thg

Leu

aat
Asn

gag
Glu

aga
Aryg

<cgg
Arg
575

gag
Glu

Thr

[s1ale}
Ala

asg
Lys

gat

AsT .

cta
Leu

gaa
Glu
580
atg

Met

gac
Asp

atc
Ile

cgg
Arg

caa

560

gtt
Val

gaa
Glu

e
[l
[ Te]

aat
Asn
740
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caa
Gln
565

aay
Lys

cte
Leu

gat
Asp
645

cag
y Gl S

cea
Pro

age

Ser

gaa
Glua

550
gtt
Val

cta
Leu

a gaa
1 Glu

caa
Gln

aag
Lys
630

gaa
Glu

caa
Gln

get
Ala

ttyg
Leu
710

TLC
Phe

gtg
Val

cag
Gln

cadg
Gin

aag
Lys
615

gag

Glu

[ORTS]

gtg

r Val

agg
Brg

aad

Lys

cat
His

acc
Thr

ctyg
Lau

ctg
Leu

atg
Met
600

gaa
Glu

tca
Ser

att

ile

g
Ala

aaqg
Lys

att
Ile

tog
Leu

cac

His

aaa
Lys

ot
Bla

goo

gagf
Giu
585

caa
Gln

gaa
Glu

cat
His
065

gca

Ala

cag
Gin

b

[6;]
o
fuw]

1638

1636

1734

1782

1830

1826
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2022

2070
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aca
Thr

tgt
Cys

tat
Cvys

aac
Asn

att
le
8140

goc
Ala

Cad
Gin

coa
Pro

alegs
Arg

tac
Tyr
290

gag
Glu

tgc
Cys

ace
Thr

tca
Ser
275

taa

ctt
Leu

cac
His

gac
Asp
780

atg
Met

g&g
Glu

aag
Lys

cca
Pro

Tgc
Cys
860

aaa
Lys
756

cag
Gln

act
Thr

age
Ser
765

tta

Tie Leu

cta
Leu

gty
Val

cag
Gin

ctt
Leu

830

cgo
Arg

gag
Gly
245

azag
Lys

caa
Gin

aga
Ser

teoo
Ser

cgt
Arqg

ctt
Leu

cat
His
815

ggt
Gly

aaa
Lys

tca
Ser

ggt
Gly

aaa
Lvs
800

aca

Thr

tta

o Lesu

880

gag
Glu

gga
Gly

a2 cag

Gin
785

ctyg
Leu

gtyg

r Val

aac
Asn

ttc

gac
Asp
365

CLC

Leu

Asp

cte
Leu
755

tect
Ser

caa
Gln

ctt
Leu

aaa
Lys
770

cgt
Arg

act
Thr

gac
Asp

cag
Gln

ctt
Leu

gac
Arg

aaa
Lys Leu

ttg

L2

aat
Asn

caqg
Gln

gaa
Glu
835

aat
Asn

tet
Ser

aaa
Lys

g9
Gly

tca
Ser

tat

Ty

cot

Pro [

885

got

Rla &

790

aad
Lys

gugctgrgygye azagagaaga gcocagtcatgg cectgaggtyg

ttaccatata

a Leu

n Pro

gag
Glu

aga
Arg I
760

act
Thr

tig acc
Thr

775

ctg
Leu

cag
Gln

goa
Ala

goa
Ala

tgt
Cys

cag T oter
Gln Val Ser

825
cca aac
Asn
840

caa
Gin

elste
Bro
855

cga
Arg

ate
Ile

gy
Arg

aaa
Lys

ggc
Gly

aag
Lws

ggtcagcetac

tctocergaaq
gcaatactoa
tgttgttgtt

aagatatiat

<210> 12
<2il> 880
<21Z2> PRY
<213>  Homo
<400> 12

Met Ser Gln Gly Ile Leu S=r Pro Pro

Asp Val Val Val Ser Pro

aaataggtcet
gacactaget
thtttttatt

tgttcacatt

sapiens

5

ctrttatget
titttctcac
tacttatatg

ttttattgaa

Mat Phe

tcaggaatta tatccaggat
ttitgtatta tagccaccta ftgtaatotcoa
atttctatge acacaazaac agitatatta

Adddaddada aa

Ala Gly Leu Leu Ssr Asp Asp
10 15

Giu Ser Thr Ala Ala Asp Leu Gly
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2406

2454

2502

2550

2598

2646

2694

2810

2870
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Ser

Ser

Val
65

Gly

Pro

Gly

Leu

Val

Leu

50

Lys

Gin

Leu

Gly

Gln

frb ot

[N ]
o D

Ser

Lys

Asp

Glu

Val

Glu

Gln

Gly

115

Val

Arg

Ser

20

Arg

Ala
100

Gin

Val

Ser

Leu

180

His

L.eu

Leu

Ser

Gly

260

Ly s

Ala

Gin

Leu

Pro

Pro

Asp

Asn

Tle

Asn

Gln

Lys

Thr

Ala

Lys 4

150

Arg

Thr

Leu

Gln
55

Asp

His

Thr

Ser

215

Ile

Gly

Val

L Aryg

Val

Ser

Arg
120

r Phe

His

Leu

BAsp

200

Gin

wmeu

Glu ¢

ey

Z5

Arg

Phe

105

Phe

Phe

Asn

Thr

Ala

185

Leu

Ile

Asp

Ser

Leu

Tle

90

Ala

Thr

Asn

Tro

Tle

170

el

Lys

In Giu

Ser
265

Ry
250

Ser

Cys

Glu

Lezu

Glu

Leu

Phe

Leu

155

Glin

Ile

Pro

Gin

Giu

235

Ile

Ile
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Asp
60

Pro

Asn

i Thr

140

Tie

Gliy

Phe

Leu

Glu

220

Glu

Gly

Val

45

Sexr

Ser

Val

Ser

- Gln

125

Val

Tyr

Thr

bsn

Leu

205

Glu

Leu

Thr

Gln

30

Met

Glu

Glu

Asn
110

Thr

Ile 1

Ser

19¢

Ser

Met

Ser

Ser

Glu

@1

Thr

95

Glu

Phe

Glu

TYr

Leu

Asn

Lys

Thr

Thr

255

Thr

Thr

Lys

Glu

80

Leu

Arg

Gly

Met

Gly

160

Asp

Gln

Glu

Lys

Sex
240



Ser

Ala

Phe

305

Ser

Gly

Glua

Ala

Ser
385

b=
b
]

Rsyp

Ser

Glin

Thr

465

Val

Ser

Pro

2390

Phe

Gln

Asn

Glu

Ser

370

Ser

Gin

Leu

Asn

4590

Arg

Val

Ala

Gln

L
M
f

Glu

Gin

Pro

Ala
355

Glu

Val

Asn

Lys

Pro i

Ile

Arg 1

Tyr

340

His

Ile

Leu

Ser

420

Ser

Phe

Val

Phe
SO0

Val

Lys

Leu

Leu

Ser

405

Gly

Lys

Gln

Asn

485

Ser

Glu

Pro

Erg

Lys

Leu I

Asn

His
390

Len C

Giy

Gin

Gly

470

Pro

Ala

Ala

255

Gln

Asp

Gln
375

Leu

Arg C

Asn
455

Phe

Ser

280

Asn

Leu

Thr

Leu

Asn

Asp

Leu

Leu

Phe

Ala

His

Ile

Leu

1 Gly

Leu

Lys

425

Ile

Val

Thr

Ser

Ser
505

Arg

Arg

Arg
330

Ser

Glu

Ala

Pro

Gly

Thr
490

Phe

Asp

315

Leuy

Iie

Arg

Phe

Arg
475

Tyr

v Leu
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Ala

Ser
300

His

Lys

Ser

380

hsp

Gly

Leu

Arg

460

Gly

Asp

Val

Gln

285

1ie

Leu

Glu

Val

Asn

365

His

Ile

Asn

ATy

445

Asp

Arg

Glu

His

Prao

Ser

Val

r Arg

Ile

430

Gln

Ser

Thr

Ala

Asp

Tie

[T
o

1 Ser

hsn

Asn

Lys

Leu
445

Thr

Ser

Pro

320

Asn

Ala

The

Phe

Lys

400

Lys

Thr

Gln

Leu

Met

480

His

Pro



Met

Leu

Leu

545

Glu

Cys

Glu

Lys
625

—
-
1]

T s
L

ALl

Gln

Gln

530

Glu

Arg

Asn

Eis

610

Leu

Gln

Lla

Leu

Leu &I

Ser
705

vl
it
o

Gly

Thr

Ser

Gln

Leu

Val

Asp

Gln

Glu

585

Leu

Asn

Glu

Arg

Arg

6’75

Glu

Thr

Ala

Lys

5]
ot
s

Ser

Leu

Glu

580

Met

Arg

Eln

660

Arg

Val

Glu

LYsS

Asn
740

Pro

Ile

Gln
565

Val

Leu

Ser

Lys

sSer

Glu

550

Val

Ley

Lys

630

Ser

sln

Ala

Leu

710

Phe

Arg

Ber

Leu

535

Asn

Val

Gin

Gln

Lys

615

Glu

Lys

Val

Arg

Lys

695

His

Thr

Len

Lau
520

Glu

Leu

Met

600

Glu

Sexr

Ala

Leu

680

Leu

Lys

Ile

Lenu

Lys

Ala

Giu

585

Gln

Leu

Leu

Gliu

Ser

Met

570

Met

Gln

Leu

Glu
£50

Gln

Ala

sln

Val
730

Thr

Phe

Ala

Lys

Bis

BYrg

Ser
435

Leu

Cys

Lys

715

Asp

Glu
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Lys
540

Ser

Leu

Glu

620

Phe T

Glu

Ser

rla

Lys

700

Lys

Leu

Met

Leu

Arg

Ln
605

Rla

Gily

Ser

685

Ala

Leu

Lys

Gln

Glu

Asp

Tyr

Leu L

Tyr

Gln

Leu

Ser

670

Thr

Glu

Glu

Leu G

LYs
750

Thr

Gly

Cys

Glu

Glu

Leu

655

Gln

Leu

FPro

Leu

Gly

Lys

560

Lvs

Ser

Glu

640

Gln

Leu

Gln

Asn

Fro
726

u Giu
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Glu Ser

Gln Asp
785

Leu Asp

Val Leu

Asr Glin

Phe Leu
850

A8D Cys
865

Len Lys

<210>
<21l
<Z21l2»
<Z213>

<220>
<221l>
<222

<400>

Leu
755

Leu

Leu

Lys

Glu

835

Arg

Ser &

13

[NA,
Home

cos

(105)..(2033)

13

Arg

1 Thr

Arg

Leu

320

Asn

Asn

Gly

Ser

0

f]
bt

win

Leu

W

[l s

l.eu

Tyr

Pro
885

sapiens

Ala

Ala

Ala

7580

Lys

Gly

9]
e
]

Leu

Ala

Phe

Glu Arg
760

Leu Thr
TT7E

Gilu Leu

Ala Ala

Gln Val

Pro Asn

840

Fro Arg
855

Gly Lys

Blia

Cys

Ser

825

Gln

Thir

Leu

Lys

Cys C

Cys

Asn

Azp

Asn
185

Ile Ala

Pro

Arg

Tyr
890

Ser
875

ctogagecac gaaggeooccyg ctgtectghe tagcagatac

cggtecctgg gteghbgtcay gaaactggaa aaaaggtcat

tea gtt
Ser val
5

teo cag
Ser Gln
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Ser

gat
Aso

ago
Ser

gta
Val

ggt
Gly

aat
Asn
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got ggc
Ala Gly

caa ggo
Gln Giy

stsfe
Arg

cte
Leu

ctc |

Leu

tat
Tyr
30
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Asp Ile Leu Ile Lys
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Met val Leu Val Lys
800

Glu Gin Tyr His Thr
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Lys Arg Leu Gly Thr
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Pro Gly Lys Lys Pro
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Cys Gin Ser Ser Thr
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]
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Pro Gin Thr Lys Giu
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agt
Ser

gaa
Glu
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Ser
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att
Ile
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Ala

gaa

caa
Gl
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ctt

Leu

ttt
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gtg
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Glu

ata
Ile
230
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e
Fhe
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Val
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gca
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asa
Lys
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Lys
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i
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T
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Gly

gac
Asp
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x Thr

coe
Pro
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Leu

cca
Fro

too
Ser

goo
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gaa
Glu
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gaa
Gla

tge
Cys

goa
Ala

aag
Lys

goa

gga
Gly

Tttt
Phe

gaa
Glu
105

Lot
Ser

tta
Leu
185

ago
Ser

tat
Tyr

gay
Glu

aga

ggc
Gly

a ttt

FPhe

goa
Aia
ag

aat
Egn

tac
Tyr
170

gt
Val

gayg
Glu

ctg
Len
250

gaa
Glu

Tty

Ttg
Leu

aaa
Lys

too
Ser
75

tte

Phe

g9t
Gly

B bt
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aca
Thr

tgy
Trp

cot
Pro

att

Tl=

agt
Ser
235

cag
Gin

tca
Ser
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agt
Ser

aga
Arg
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agt.
Ser

att
Ile
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Tyr

gac
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aaa
Lys

tta
Leu

tca
Ser

tta
Leu

caa

tct
Ser

cag
Gln
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Ala

tto
Phe
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gaa
Glu

Asp I

g99
Gly

ata
Ile

Tttt
Phe
205

cat
His

atry
Metr

aaa
Lys

gaa

aac
Asn

agt

r Serx
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P

cag
Gln
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His
110

ctyg a

Leu

ctt
Leu

gac
Asp
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gat
s

gca

lu Ala
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aga

zaa

gt
Cys
25

aat
Asn

Lys

cot
Pro

cot
Fra
175

Tge
Cys

aag
Lys
255

aaa
Lys

gaa
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att
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Tyr
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)
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Arg

act

gat
Asp
520

cac
His

aac
Asn

gca
Ala

val

te
Ser
700

gat
Aso

aca
Thr

att
Ile

ctt
Leu

ata
Tle
780

cat

His

gtt
Val

1886

1534

2030

2078

2126

2222

2318

2482

25310

2558



gt
&la

Lca
Ser
545

aaa
Lys
830

too
Ser

act
Thr

teco
Ser

tta
Leu

asg
Lys

tat
Tyr

act
Thx

gaa
Glu

£ttt
Phe
RS0

cac
His
835

gaa

Glu

tat
Tyr

aaa
Lys

tttgcagtia
gaatccotgt
aaattcagta
atatattgta
tactottgga

tgtggectaaa

ttegtaatglt
ggaaatctac
gattatcttt
gacttgttot
atagtgggty

atgacactaa

caaataccac
atttgaagac
aaaagaaaac
ctetgtttta
gatagcaaght

ddaasadaaa

<210
<21i>
<212
<213>

<400

Met

Met

Thr

Asp

hla

Gln

Arg

Gilu

Asn

Gly

50

Leu

Ela

Lew

Val

16
857
PRT
Hamo

16

Ser

Len

Pro

Arg

il5

Tyr

saplens

Leu

Val

Leu
Pro
100

FPhe

Phe

U ASp

Arg

Ser

Asn

Leu

Asn

85

Asn

Ala

Gin

Leu

Asp

Leu

(9
et
o

Leun
70

Lys

Met I

Ser

=
L
@

Asn

Lys

Leu

Tyr

Gly

Lys

Met

Leu

Gly

Lys
120

Arg

agt
sSer

ggt ggt
Gly Gly

aza
Lys

agg dgga
Arg Gly
855

ctataaaata
aacatcactco
tgtaaaaata
tgototigtyg
atattctaaa

aaaaasa

Leu

Phe

Ala

Ser

Glu Lys

I
@
g

Arg Tyr

90

Gln
i05

Asn Glu

Bla Tle Gln

Asn

agt
Ser

aaa
Lys

tga

tattggacty

tgaagtgtta

Taatctactt

azactttgta

Thr Ile

Lys Asn

Ser Val Pro

Ala

Phe Ala

110

Ser

Glu Pro Aso

125

Lys Lys Fhe

tratactctt
tcageaaaaa
atggtactgt
gacatcattt

aztaaagttt

Ser Tle

15

Asp Leu

Asn

Asp

Giu

Asp

Ser

80

Glu

Tle

Ala

2606

26438

2388

2948

2584



Val

145

Leu

Gln

Leu

Leu

Asn

Brg

Glu

305

Ser

Glu

Ser

Giu

His

Ser

Leu

Thr

210

Asn

Tyr

Ser

Val

Asp

290

Cys

Cys

Glu
370

Lys

Met

Leu

185

Ala

Asn

Gly

Leu

Pra

275

Arg

Leu

Thr
355

Thr

Gln

Leu
180

Arg
260

Val

Val
340

Leu

Phe

Leu

165

Giu

Glu

Glu

[§]
By
@

Asn
245

Gln

Asn L

Vel

Leu

Arg

325

Ser

Glu

Ala
150

Leu

=
o]

Giu

Ser

Aso

230

Met

Pro

Val
310

Asn

135

Gln

Gln

Ala

Giu

Phe

215

Ser

Pro

(S
o

Val

Leu

Giu

Lys

375

Phe

Lys

Lau

Lys

200

Arg

Lys

Asn

28¢

Phe

Pro

Lys

Lys

Thr
360

n Glu

Glu

Thr

265

Ser

Met

Gly

Ser

Ser
345

Leun

Val

170

Asn

Asn

Ser

Asp

250

Lys

Pro

Lys

Ser

Val

330

Ser

Glu

Gla

e
@
[

Leu

Leu

Thr

235

Gln

Asp

Arg

Lys

315

Glu

Ser

Page 51

140

Arg

1 ASn

Ser
Gly
220

Thr

Glu

Asn

Ly

Leu

Pro

380

Gly 2

Gly

g

Ala

205

His

Cys

Asp
285

Ser

Ile 11

Leu
365

Glu

Ala

Gln

150

Ser

Leu

Ala

o
g H
f=1e]

Ser

Gly

Ala

Val

Val

175

Lys

Thr

Gln

Arg

Tyr

255

Phe

LysS

Asn

Phe

335

Thr

Asn

Lys

160

Pro

uys

val

Agn

FPhe

240

Arg

Gly

Ser

Asp

320

Lys

Asp

Leu

Gln



Lys

385

Ala

Asn

Ser

Ser

Cys
465

Ser

Lys

Glu

545

Lys

ot
[
)

Lew

Ala

Lys G

Ile
450

Phe

Gln

5340

Lys

Asn

Leu

Thr

Asn
610

Tre

Ser

Elu

Arg

Thr

Leu

oo
PedoUY
(2]

Ile

Lys

5]
ot
ja]

Gln

Asp
595

Ser

Gln
420

n Ser

Thr

Pro

Ely

1 Ser

Asn

405

Pro

Thr

Pro

Thr

Cys

Leu
565

His

Leu

Lys
350

His

His

Pro 1

Fro

Val

470

Gly

Gly

Tyr

550

Asp

Ser

Tie

Lys

Arg

Ser
455

Val

Leu

Ser

Gly

335

Ala

Ser

Asp

Tyr

oy
S

GEin

Ser
440

Lys

Val
520

Ser

500

wys

Ser

Ile

Phe

425

Thr

Asn

Asn

Ala

Asn

505

Lys

Lys

Arg

Ile
585

Pro
430

Glu

Ser

Asp

Cys

490

Len

Gly

Tyr

Asn

570

ile

Met

Ser

Cys
395

Glu

Gin

Phe

475

Phe

Gln

Arg

Vel

Val
555

Glu

Tle

Page 52

Tie

Pro

Aswo

460

Pro

Gln

Val

Phe
540

Asn

Ile

Asp
G20

Asn

Ela

Val

FPhe

445

Asp

Pro

Leu

Iyr

525

Leu

Ala

Tyr

Gly

605

Pro

Gln

Fhe
430

Asn

Ty

oo
l ot

Val

Glu

Tyr

Agn

AsT

Lys

415

Ser

Pra

Met

Cys

GLln

495

Ser

Ile

Leu

Glu

Len
575

Tyr

ile

Glu

Val

Val

Ser

Gln

480

His

Leu

Asn

Ala

560

Asn

Giu

Asp

Arg



Lys

£25

His

Asp

Pro

Tyr

Gly

705

Gly

Lys

Met

Tyr

Ser

Gly

Met
690

Lys

Cys

Cvs

770

Leu

Ala

Gly

Phe
850

Tyr

Tle

Met

Trp

Val

Leu
660

Thr Thr

675

Pro

Ser

Ile

Zsn

Glu

755

Cys

Ala

il

His
835

Glu

Pro

Lys

Leu

Leg

His

Bgn
820

Tyr

Lys

His

645

Ser

Glu

Ser 1

Tyr
725

Lys

Pro

Thxr

803

Ser

Lsn
&30

w
[0
P

Leu

Ala

Tyr 1

Ser

790

Thr

Pro

Arg Gl

Met

Asp

Tle
695

Tie

Val

Asn

Gly

Leu

Leu

Asp

Lysz

680

Lys

Sex

Leuw

> Pro

760

Gln

Glu

Ser

Gia

840

Lys

Glu

Lys

Fhe

565

Asp

Asp

Pro

Tyr

His

T45

Lys

Met.

Tle
B2h

Ser

Ela

Prc

650

Ser

Met

Lys

-~

T30

Ala

Lys
810

Leu

His

Page 53

Gly I

Ser

Ser

715

lie

Asp

Arg

Thx

795

Tyr

Lys

Asn

His

Asn

Ala

1. Val

Ser 3

700

Asp

Thr

Ile

Leu

Ile

780

His

Val

Bla

Ser

Thr

Asn

Gly

685

Val

Pro

Asp

Ser

Leu

Ala

ser
845

Iie

Lrg

Phe

Val

Lys
830

S5exr

His
655
Met
Val
Glu
Ser
Gin
735
Asn
Val
Pro
Asn
Gln
815

Thr

Ser

Gln
640

Val

Asn

Leu

126

Gln

His

Gln

300

Leu

Lau

Lys



sapiens

.. 0813)

gtgagcccgt
geogtgoggt
ttcoccagggce

gecgggactca

g agg ctc caa aga

<210» 17
<211» 1735
<212> DNA
<Z213» Homo
<220>
<221> CDS
<222> (242
<400> 17
gttatcagag
ctitectgtgg
acacgegecet
gcageacaag
g a

M

coo
Prao

gcg
2la

gct
Rla

ctyg

Leu
65

aat
Asn

cag
Gin

v Arg Leu Gln Arg

cog
Arg

cgg
Arg

gac
Asp
50

Leu

g aga
a2 Ar

aga
Aryg

aac
Asn

ggc
Gly

aaa
Lys

tgt
Cys

gaa
Glu

5

gcteticage
ccteaaggag
tccocegogeee

gaaccggogt

cCo cga cag gco
Pro Arg Gln Ala

g9y cgg gyc toc occo
Gly Rrg Gly Ser Pro

ctg cga agg ttc cag
Leu Arg Arg Phe Gln

Q
Q
O
I
[te]
e}

40

goa ceg ctg

Proc Trp Ala Pro Leu

gty geo cta ccg cgg

. Val Ala Leu Pro Arg
70

cga gat ¢ca gag gac
Arg ASp Pro Glu Asp

85

tog tgt oat gttt tgt
Trp Cys His Val Cys

160

agg agg tge aas tgg

o Arg Arg C

3 Lys Trp
120

ata ttt ceca cgt ttt

2l

Ile Phe P

ro Arg Phe

135

gca goeg atg gag aga

Ala Ala Met

i

Siu Arg

gag cao atg ooc ttc
Glu Pro Met Pro Phe

ggagangatbtc

acggecotty

gttectgeet

Lecagggecygae

tac
Tyr
25

aag

Lys

ayy
Gly

gtg t

Val

toc
Ser

gag
Glu
105

aca

Thr

tte
Phe

cee
Pro

j
Phe

cgg
Arg

ggc
Gly

acg
Thr

gag
Glu

atg
MeT

aag
Lys

tac
Tyr

cca
Pro

9gg g

Cly

atg
Met

aca
Thr
75

cga

AT

gaa
Glu

Pro

gtt
val

[slat-1
Pro

155

ctc
Leu

Page b4

cectacotgy

ggcicagggy

guccyoogye

cagoggooga

gac
Asp

acy
Thr

BT
Asn

tac t

Tyr

gcg
Ala
140

geg

gac
Asp

act
Thr

gag
Gla

+

-_gt
Cys

EEE]

ctoc
Leu

aac
Asn

gag
Glu

ttc
Phe
110

bt

m ot

cag
Gin

aay
Lys

tgt
Cys

cogooggesa
ctgogttteo
cgctocaaca

gaggeoctga

ccg gog g9t ggg agyg cgo gog
Pro Ala Gly Gly Arg hrg Ala
10

15

aga ggc
Arg Gly

g ccg cgc
a Pro Axrg

goo tog
Ala Leu

ctg act
Leu Thr
80

ggt gac
Gly Asp

gag tgc
Glu Cys

ata gcg
Ile Ala

tgc tec
Cvs Ser

cygy Lttt
Arg Phe
160

385

451

52¢%

577

673

721

769



cge
Arg

gaa t
Glu

gct
Ala
195

ctc
Leu
210

atc
Ile

ctg
Leu
gocacgggac
cotgttgeat
ggatgggaga
cattcagagg
aatcaaacch
ctefgagoye
goctgagatge
gotgaagaca
gggetgooeoo
taccagattc
coagcetggea
cttaggccaa
atccatggygg
traaaagtic
<210>
<Z2il>

<z2l2>
<213>

18

223
BRT
Homo
<400> 18

Met Arg I
1

Pro Arg Gly

Ala Arg Arg
3

aat
Asn
180

g9y
Gly

ctyg
Leu

165

tta

Leu &

age
Ser

cty
Leu

COa
Pro

atg
Met

T gag
Glu
200

¢ att
Ile

goc

cet
Pro
185

agac

Ser

gca
Ala

atc
Ile

gt
Cys

o
Ria

gge
Gly

cre
Leu

tca
Ser

oty
Lau
205

agc
Ser

gtg t
Val §

190

tgg
Tro

oty
Leau

tgocacagac
taaacttgtt
gtggggatca
aagtocagat
tgtaactcat
fLicagtattyg
ttoogacott
tocctggagt
cattccagtyg
caggaggeay
caggtgcaca
gtagagagaca
agctgagaaa

acgaazaaaat

saplens

Gln Arg

Gly Arg

20

Leu Arg

te
Ala Se
21

Gly Ser

Arg Phe

tgagecttce
ttctgttgat
ggtygcagttyg
ctocctgaghta
ttattgetga
atggggagyy
tcaggtgacy
gaaggactcec
gtggaggege
aagataacta
gatitcataaa
tcagggtaaa
tcagactcaa

tgaattaasa

Pro Arg Gln

Pro

Gin
40

ggagcatgga
tacctottgg
gotettaace
gtgactttgy
tggccactot
aggcctaagt
caggaacact
tcagtatggy
tgtggatgge
attgtgtiga
tioecacacg
tggegttecat
agttccacca

gataaaaatt

Pro Ala
10

Arg Pro

Gly Gly

Page 55

220

ctegeteooag
ttitgactice
ctcaagggott
tgacaagttt
tttccttgac
accactcatg
gggggagtct
gggcagtgyy
Tgoettitoot
agaaacttag
tgtgtgttea
ttototogtta
agaacaaata

aa

aaa
Lys

goco

Leu Ala

tot
Ser

tga

accygttgtca
cagggtettyg
ctttaactca
ttcotetttga
tccoceetotge
gagagtatgt
gaatgattegg
gocacacgtta
caaccttteoc
acttcaccca
acatctgaaa
agatgcagec

caaggggact

Gly Gly Arg Arg Ala

15

Asp Pro Gily Arg Gly

38

Glu Gly Ala Pro Arg

45

817



Ala Asp

50

Leu Leu
65

Ala Arg

Asn Arg

Gln Asn

Ala Val
130

Ala Gly
145

Leu Leun

Arg Tyr

Glu Tyr

Ile Leu
210

<Z210>
<21l
<212>
<213>

<220
<223>

<400>

Pro

Val

Gln

Val T

Frao

115

Lvs

Cys

Glu

Cys

Leu

W
[Xs]

oo
B
rtoed
.

Arg

Ala

Leu

Tre

Ala

Phe I

=iy
oy K
L0

ERL-20)

Ser

Lew

Ala

Leu
70

Pro

Bis

Met
156

Melt

Pro

Glu

Val

LY3

Arg

135

Glu

Fro

Gly

Gly &

SO |

|l

o

Ley

Aso

Cys

Phe

Phe

Pro

Gly

Val

Ser

Thr

Phe

Pro

Phe

Pro

185

Ser

Ala

Thr

Gln

g0

Arg

Glu E

Met

Lys

Tvyr

170

Ile

Cys

Thr
75

Arg

Glu

Val

Pro

155

Leu

Asn

An artificially synthesired peptide

ig

Ile Tyr Glu Val Met Val Leu Ala Met

IS

<210>
<21l>»

20
9

5

Page 56

5]

Ala Leu

60

Asp Ala

Thr Asp

Asn Thr

Tyr Cys

Ala Lys

peut
s
L)

Glu Glu

Lys Cys C

Ser Serx

Gly Leun
205

Leu Ser
220

i)

quence

Leu

Asn

Slu

Gln

Lau

Leu

Leu

Thr
g0

i Cys

Ile

Cys

Arg

Lys

175

Phe

Leu

ALz

Ser

Phe

160

Ile

Lys

Ala



<Z212>
<Z213>

<220>
<223>

<400>

PRT

artificial

An artificially synthesized peptide segquence

20

Leu Phe Leu Leu Leu Val Leu Leu Leu

“
4

<Z210>
<211>
<212>
<213>

<220>
<223>

<400

5

[EU ¥ N B )

RT
rtificial

An artificially synthesized peptide sequence

21

Val Phe Arg Glu Ala Glu Val Thr Leu

1

<210
<Z211l>
<212>
<213>

<220>
<223>

<400

5

22

9

PRT
artificial

An artificially synthesized peptide seduence

22

Leu Tyr Val Gilu Val Thr Asn Glu Ala

i

<210>
<21l>
<212
<213

<220>
<223>»

<400>

5

o b
[¥5)

RT
EBrtificial

An artificially synthesized peptide sequence

23

c

Lys Tyr Glu Ala His Val Pro Glu Asn
L

<23i0>
<211>
<212>
<213>

<220
<223

bl

24

9

PRT
Brtificial

An artificially synthesized peptide sequence
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<400> 24

Lys Tyr Glu Leu Phe Gly His ala Val

1 5
<21i0» 25

<21i» 9

<212» PRT

<213> Artificial

<220>
<223> 2n artificially synthesized peptide segquence

<400> 25

rg Ser Leu Lys Glu Arg Asn Pro Leu

1 5
<210> 26
<211l> S

<212> PRT
<213>» Artvificial

<220
«<223> An artificially synthesized peptide ssguence

<400> 26
hrg Gly Prg Leu Ala Ser Leu Leu Lew
5

1

<210= 27

<21il> 8

<212» PRT

<213> Artificial

<220>
<223» An artificially synthesized peptide seguence

<400> 27

Lys Gly Gly Phe Ile Leu Pro Val Leu

1 5
<210 28

<Z11> 9

«<212> PRT

<213> Artificial

<220>
<223>» An artificially synthesized peptide seguence

<400> 28

Thr Tyr Asn Gly Val Val Rla Tyr 3er
1 5

Page 68



<210> 29

<211> ¢

<212»> PRT

<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 28
Ley Phe Ser Thr Asp Asn Asp Asp Phe

1 5

<210» 30

<2li> 10

<232> PRT

<213> Artificial

<220>»
<223» An artificially synthesized peptide sequence

<400> 30

Asp Tyr Leu Asn Glu Trp Gly Ser Arg Phe

1 5 10
<2310> 31

<211l> 10

<212> PRT

<213> Artificial

<220>
<223» An artificially synthesized pentide sequence

<400> 31

Thy Tyr Asn Gly Val Val Ala Tyr Ser Ile
1 5 10
<210> 32

<21i> 10

<212» PRT

<213> Artificial

<220>
<223» An artificially synthesized peptide sequence

<400> 32

Leuw Phe Leu Leu Leu Val Leu Leu Leu Leu

1 5 10
«<23i0» 33

<21i> 10

<212> PRT

Page 59



<213>

<220>
<223>

<400

Ertificial

An artificially synthesized peptide sequence

33

Asp Phe Glu Ala Lys Asn Gln His Thr Leu

o

<210>
<211l>»
212>
<213>

220>
<223>

<400>

5
24
10
PRT
Artificial

i0

An artificially synthesized peptide seguence

34

Lys Tvr Glu Ala His Val Pro Glu Asn Ala

1

<210>
<21l
<212
<213>

<220>
<Z2Z3E>

<4005

1

<210>
<21l
<ALE>

5

35

10

PRT
Artificial

10

An artificially synthesized peptide sequence

10

35
Lys Tyr Glu Leu Phe Gly His Ala Val Ser
5
36
10
PRT
Artificial

<213>

<220>
<Z223>

<400>

An artificially svnthesized peptide seguence

36

Arg Asn 2&sn Ile Tyr Glu Val Met val Leu

q

e

<210>
<2il>
<RAL2>
<213>

<220
<223

5

An artificially synthesized

10

pepilde sequence
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<400>

37

Arg Gly Pro Leu Ala Ser Leu Leu Leu Leu

1

<Z210>
<21l
<212
<213>

<220
223>

<400>

1

<210>
<z21ll>
<Z21l2>
<2i3>

<220>
<223>

<400>

Cys Asn Gln Ser Prco Val Arg Gln Val

1

<210>
<21i>
<212>
<213

<220>
<223>»

<4 00>

Val Tyr Ile Giu Ile Lys Phe Thr Leu

1

<Z2i0>
<211l
<2iz2>
<213>

<Z20>
<223

Arg Tyr Ser Val Ala Leu Ala Trp I

1

5

38

10

PRT
Artificial

10

An artificially synthesized peptide

38

o)

39

10

PRT
Artificial

Arg Iie Leu Arg Asp Pro Ala Gly Trp Leu

10

An artificialily synthesized peptide

39

5
40
G
PRT
Artificial

T oo
L2

1d

An artificially synthesized peptide

40

5

41

9

PRT
Artificial

An artificially synthesized peptide

41

5
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<210> 42

<2il> 9

<2i2» PRT

<213» Artificial

<220>
<Z23» An artificially synthesized pentide sequence

<400> 42

Val Tyr Pro Ala Asn Glu Val Thr Leu

1 5
<210> 43

<21ll>» 9

<212> PRT

<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 43

His Tyr Thr Pro Gln Gln Asn Gly Leu

1 5
<210> 44

<21l> 9

<21Z> PRT

<213> Artificial

<220
<223> An artificially synthesized peptide segquence

<400> 44

Phe Tyr Phe Ala Leu Phe Ser Cys Leu

1 5
<210> 45

<2i1l> 9

<212> PRT

<213> Artificial

<220
<223» An artificially synthesized peptide sequence

<400> 45

Giy Tyr Gly Asp Phe Ser Glu Pro Leu

1 5
<210% 46

<211i> 9

<212> PRT

<213> Artificial
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<220>
<223> An artificially synthesized peptide seguence

<400> 46

vs Phe Gly Gln Ile Val Asn Met Leu
5

=

<210> 47

<211> 9

<212> PRT

<213> Artificial

220>
<223> An artificially synthesized pentide sequence

<400> 47

hla Tyr Thr Thr Arg Gly Gly Lys Ile

1 5
<210> 48
<211l> 5

<212> PRT
<213>» Artificial

.

<220>
«223> An artificially synthesized psptide sequence

<400> 48

v2 Tyr Asn Pro Asn Pro Asp Gln Ser
5

g

<210> 49

<211> &

212> PRT

<213> Artificial

220>
«223> An artificially synthesized peptide seguence

400> 49

Arg Asn Ile Leu Val Asn Ser Asn Leu

1 5
<210> 50

<211> 9

<z12> PRT

<213> Artificial

<220
<223> An artificially synthesized peptide secquence

<400> 5O
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Lys Tyr Leu Ser Asp Met Ser Tyr Val

1 5
<210> 51
<Z21l> B

<212> PRT
<Z13> Artificial

<Z220>
<223» An artificially synthesized pewvtide seguence

<400> 51

Lys Leu Ile Arg Asn Pro Asn Ser Leu

1 5
<230G» B2

<2ii> 9

<212» PRT

<213> Artificial

<220
<223> An artificially synthesized peptide sequence

<400> 52

Rrg Tyr Lys Asp Asn Phe Thr Ala Ala
1 5

<210> 53
<Z1ll> 9

<21i2>» PRT

<213>» Artificial

<220>
<223> An artificially synthesized peptide sequence

<4030> 83

Lys Ala Ile Glu Giu Gly Tyr Arg Leu
1 5

<210>
<ZLL>
<212> PRT

<213> Artificial

LN

<220>
<223> An artificially synthesized peptide seguence

<AQ0>  hi

Lys Tyr Ser Lys Ala Lys Gln Glu Ala
1 5

Page 64



<2i0> 55

<211 9

<212> PRT

<213> Artificial

<220
<223> An artificially synthesized peptide seguence

<400> 55

Ala Phe Gin Asp Val Gly Als Cys Ile

1 5
<210> 56

<211» ¢

<212> PRT

<213> Artificial

<Z20>
<223>» An artificially synthesized peptide sequence

<400> 5o

Trp Leu Val Pro Ile Gly Asn Cys Leu

1 5
<210» 57
<21l1l> 9

«<212% PRT
<213> Artificial

<220>
<223> An artificially svnthesirzed peptide seguence

<400> 57

Lrg Pro Pro Ser Ala Pro Leuw Asn Leu

1 5
<210> 58

<211> 9

<212>  PRT

<Z213» Artificial

<220>
<223> An artificislly synthesized peptide sequence

<400> 58

Lys Cys Pro Leu Thr Val Arg Asn Leu

1 5
<2710> 58

<211> 9

<2i2> PRT

<213> Artificial
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<220%

<223> An artificially synthesized peptide sequence

<400» 5%

Ser Tyr Asn Val Val Cys Lys Lys Cys

1 5
<210% 60
<211% 10

<232>  PRY

<213» Artificial

<220
<223» an artificially synthesized peptide sequence
<400> &0

Val Tyr Pro Ala Asn Glu Val Thr Leu Leu

1 5 10
<21C>» 51
<211> 10

212> PRT
<213» Artificlal

<220
<223» An artificially synthesized peptide sequence
<400 &1

Met Tyr Cys Gly Ale Asp Gly Glu Trp Leu

1 5 10
<210> 62
<211> 10

<212> PRT
«<213» Artificial

<220>
<223» BAn artificially synthesized peptide seguence
<4G0> a2

Gly Tyr Thr Asp Lys Gln Arg Arg Asp Phe
1 5

10
<210> &3
<211> 10
<212> PRT

<213» Artificial

<Z20>
<223> An artificially synthesized pertide ssgusnce
<400> 83
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Phe Tyr Phe Ala Leu Phe Ser Cys Leu Phe

1 5 1iQ
<210> 64

<211> 10

<212>» PRT

<213> Artificial

<220>
<223> An artificially synthesized peptide seguence

<400> 64

Lys Phe Thr Leu Arg Asp Cys Asn Ser Leu

1 5 L0
<210> &5
<2li» 18

<212» PRT
<213> Artificial

<220>
<223> An artificially synthesized peptiide sequence

<400> 65

Ser Tyr Gly Glu Arg Pro Tyr Trp Asp Met

1 5 i5
<210$ 66

<211» 10

<Z2l2x PRT

<213>» Artificial

220>
<223>» An artificially synthesized peptide sequence

<400> &6

Ile Phe Tyr Phe Ala Leu Phe Ser Cys Lau

1 5 10
<Z213> 67

<2il> 10

<21%2» FPRT

<213> Artificial

<220>
<223> SYGIVMWEVM

<400> 67

P
-t

rp Glu Val Me
5 10
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<211l> 10
<212> PRT
<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 68

Glu Phe Gly Glu Val Cys Ser Gly Arg Leu
1 S 14

<210» 69
<211> 10
<212> PRT

<213> Artificial

<220>
<2723> An artificially synthesized peptide sequence

<400> 69

Lys Tyr Asn Pro Asn Pro Asp Gin Ser Val

1 3 10
<210> 70
<2il> 10

<21i2» PRT
<213» Artificial

<220>
<223> An artificially synthesized peptide segquence

<400> 70

Asn Phe Thr Ala Ala Gly Tyr Thr Thr Leu

1 5 : 10
<2i0> 71
<Z2ii> 10
<212> PRT

«213> Artificial

<220
<223> Anr artificially synthesized peptide sequence

<400> 71

Gln Phe Asp His Pro Asn Ile Ile His Leu

1 5 10
<210> 72

<211» 10

<21Z2>» PRT

<213» Artificial

<220>
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<223>»> An artificially synthesized peptide seguence
<400>» 72

2la Phe Leu Arg Lys Asn Rsp Gly Arg Phe

1 5 10
<210 73

<211> 10

<212>  PRT

<213> Artificial

<2Z20»
<223» An artificilally synthesized peptide sequence

<400> T3

Lys Gln Glu Ala Asp Glu Glu Lys His Leu

1 5 10
<210 T4

<211» 10

<212> PRI

<213> rtificgial

<220>
<223> An artificially synthesized peptide sequence

<400> T4

rg Cly Ile Gly Ser Gly Met Lys Tyr Len
1 5

<210> 75
<2il» 10
<212> PRT

<213> Artificial

<220>
<223» An artificilally synthesized peptide sequence

<400> 75
Arg Val Tyr Iie Glu Ile Lys Phe Thr Leu

1 5 10

<210> 7o
<211l> 10
<212> PRT
<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 76

Ser Tyr Val Phe His Val Arg Ala Arg Thr

Page 69



P
w
=
<

<210> 77
<211> 10
<212> PRT

<213> Artificial

<Z220>»
<223 An artificially synthesized peptide sequence

<400> 77

Giu Trp Leu Val Pro Ile Gly Asn Cys Leu
1 5 10

<210> 78
<21l> 16
<212> PRT

<213> Artificial

<220>
<223>» &n artificially synthesized peptide seguence

<400> 78

Brg Val Tyr Pro Ala Asn Gilu Val Thr Leu

1 5 10
<210 79

<211> 10

<212>» PRT

<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 79

Glu Tyr Met Glu Asn Gly Ser Leu Asp Ala

1 5 10
<210> 80
<21l> 9

<2iZ2> PRT
<213> Artificial

<220>
«223> BAn artificially syvnthesized peptide seguence

<400> B8O
Thr Tyr Pro Pro Phe Val Zsn Phe Phe

1 5

<210>
<Z211>

et

pte eal
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<212> PRT
<213> Artificial

<220%
<223» BAn artificially synthesized peptide sequence

<400> 81

Leu Tyvr Cys Thr Ser Met Met Asn Leu

L o)

<210> 82

<211> 9

<2izZ> PRT

<213> Artificial

<220
<223> An artificially synthesized peptide seque

<400> 82

Leu Tyr Val Val Lys Gln Glu Trp Phe

1 5
<23i0» 83
<21l> &

<212> PRT
<213> Artificial

<220>
<Z223> An artificislly synthesized peptide sequence

<400> @3

Asn Tyr Val Asn Ile Leuw hila Thr Tile

1 5
<210> 84

<211l> @

<21l2> PRT

<213» Artificial

<220%
«223> An artificialily synthesized peptide sesguence

<400> 84

Ile Tyr Thr Ala Asp Pro Glu Ser Phe
1 5

<210» B

<21i» 9

<212> PRT

<213> Artificial

<220>
<223> An artificlally synthesized peptide sequence
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<400> 85

Leu Tyr Lys Ala Asp Cys Arg Val Tle
A 5

<210> 86

<Z2il>» 9

<2312> PRT

<213> Artificial

<220>
<223> An artificiaily synthesized peptide sequence

<400> 86

Ser Phe Gin Met Thr Ser Asp Glu Leu

i 5
<Z210= 87

<21i> 9§

<212> PRT

<213> Artificial

<220
<223> An artificially synthesized peptide sequence

<400> 87

Ile Phe Leu Lygs Tyr Ser Lys Asp Leu

1 5
<210> 88

<Zil> B

<212> PRT

<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 88

Phe Phe Glu Arg Rrg Ser His Thr Leu

1 5
<Z210> 89
<21i> 9

<21l2>» PRT
<213> Artificial

<220>
<223> BAn artificially svnthesized peptide sequance

<400> B89

Asp Phe Asn Ser Lys Val Thr His Leu

i 5
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<210> 90

<211l> &

<Z212» PRT

<213> Artificial

<220>

<Z23> An artificially synthesized peptide sequence

<40G0> 90

Lys Gln Glu Glu Leu Ile Lys Ala Leu
1 5

<210> 91
<21ll> 9
<212» PRI

<213> Artificial

<220>
<223» An artificially synthesized peptide

<400» 91

ARrg Gly Glu Gln Val Thr Leu Phe Leu
1 5

<210> 92
<21l> 9
<212> PRT

<213»> Artificial

<220>
<223> An artificially synthesized peptide

<400> 92

Arg Leu Pro Sexr Val Ala Leu Leu Leu
1 5

<210> 93
<211> 9
«Z212» PRT

<213> Artificial

<220>»
<223> An artific:ially svnthesized peptide

<400> 93
Lys Fro Glu Cys Gly Arg Gln Ser Leu

1 5

<210> 94
<21li» 9
<2iZ>» PRT
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<213> Artificial

<220>
«<223>» An artificiazily synthesized peptide sequence

<4Q0> 94

Ile Phe Gly Ser Ile Pro Asp Ile Phe

1 5
<Z210> 85
<2il> 9

<zl2» PRY
<213» Artificial

<220>
<223> hn artificially synthesized peptide sequence

<406> 95

Arg Val Ile Gly Pro Pro Val Val Leu

i 5
<210> 86
<Zil> 8

<212Z> PRI

<213> Artificial

<223» An artificially synthesized pevptide seguence
<400> 96

Lys Tyr Ser Lys Asp Leu Val Lys Thr

1 5
<Z10> 97

<Zlix 9

<212> PRT

<213> Artificisl

<220
<223> An artificilally synthesized peptide sequence

<400> 87

Asp Phe Tyr Ala Ala Val Asp Asp Phe

1 5
<210> 98
<2il» 10

<2i2> PRT
<213> Artificial

<220>
<223>» An artificially synthesized peptide sequence
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eu Tyr Giu Lys Ala Asn Thr Pro Gilu Leu

i 5 10
<210> 89
<2il> 10
<212» PRT

<213>» Artificial

<220
<223>» An artificially synthesized peptids ssquence

<400> 99

Asn Tyr Val Asn Ile Leu Ala Thr Ile Ile

1 5 10
<z210> 100
<2il> 10
<212>» PRT

<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 100

Ser Tyr Val Glu Giu Glu Met Pro Gln Ile

i1 5 10
<210> 101
<21i» 10

<212> PRT
<213» Artificial

<220>
<223> An artificlially synthesized peptide seguence

<400> 101
Bsp Phe Gln Asp Ser Val Phe Asn Asp Leu

1 5 L0

<210>» 102
<Zil» 1
<212» PRT

<Z13» Artificial

<220>
<223> An artificially synthesirzed peptide seguence

<400> 102

Ser Phe Phe Giu Arg Arg 3er His Thr Leu
1 5 10
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<Z21i0> 103
<211> 10
<212> PRT
<213> Artificial

<220>
<223» An artificially synthesized peptide sequence

<400>» 103
Ser Phe Ser Lys Thr Pro Lys Arg Ala Leu
1 5 10
<210> 104
<211>= 10

<212> PRT
<213>» Artificial

<220
<223> An artificially synthesized peptide sequence

<430> 104

Lys Tyr Leu Pro Leu Gly Asp Glu Arg Cys

1 5 16
<210> 105
<21ii> 10
<212> PRT

<213> Arzificial

<220
<223> An artificially synthesized peptide seguence

<400> 105

Glu Phe Glu Gly Leu Asp Ser Pro Glu Phe
1 5 10
<210» 106

<211> 10

<212> PRT

<213>» Artificial

<220

<223>» An artificially synthesized peptide sedquence
<40C> 106

Lys Val Pro Proc Phe Gin Asp Cys Ile Leu

1 3 10
<210»> 107
<211> 10

212> PRT
<213> Artificial
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<220>
<Z23» An artificially synthesized peptide sequence

<400> 107

Arg Pro Pro Thr Glu Gin Ala Asn Val Leu
1 5 10

<210> 108
<21l> 10
<212» PRT

<213> Artificial

<220>
<223> BAn artificially synthesized peptide seguence

<400> 108

Lys Tyr Ser Lys Asp Leu Val Lys Thr Tyr
1 3 10

<2310> 108
<211> 10
<212> PRT

<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 109

Val Val Glu &lu Asn Ile val Lys Asp Leu
1 5 L0

3

i

<210> 110

<21i» 9

<212> PRT

<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 110

Ile Phe Val Arg Val Met Glu Ser Leu

1 5
<216> 111

<2Zii>» 9

<212> PRT

<213> Artificial

<Z20>
<223> BAn artificially synthesized peptide sequence

<400> 111
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Arg Val Met Glu Ser Leu Giu Gly Leu

1 5
<210> 112
<211> 10

<212> PRT
<Z1i3> Artificial

<220
<Z223> An artificially syntheslized peptide sequence

<400» 112

Leu Tyr Leu Leu Gly Val Val Leu Thr Leu

1 5 10
<210> 113

<21i> 10

<212> PRT

<213> Artificial

<220
<223> BRn artificially synthesized peptide seguence

<400> 113
Rrg Val Met Glu Ser Leu Giu Gly Leu Leu

1 5 10

<210> 114

<21l>» @

<212> PRT

<213> Artificial

<220>
<223> BAn artificially synthesized peptide seguence

<40C> 1:i4

Tyr Leu Leu Gly Val Val Leu Thr Leu

1 5
<210> 115

<Z1i» 9

<Z212> PRT

<213> Artificial

<220
<Z223> An artificialily synthesized peptide sequence

<400> 115

Val Lew Thr Leu Leu Ser Tle Phe Val
1 5
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<210> 116

<211l> 9

<212> PRT

<213> Artificial

<220
<223> An artificially synthesized pepride seguence

<400> 116

Thr Leu Leu Ser Ile Phe Val Arg Val

1 5
<2i0> 117

<Z211» 9

<212>» PRT

<213> Artificial

<220
<223> An artificially synthesized peptide sequence

<400> 117

Val Leu Asn Leuw Tyr Leu Leu Gly Val

i 5
<210> 118

<Zil> 9

<Z212» PRTY

<Z13> Artificial

<Z220>
<223> An artificially synthesized peptide seguence

<400> 118

Leun Leu Gly Val Val Leu Thr Leu Leu

1 5
<210> 119

<211l> %

<212> PRT

<213> Artificial
<220>

<223>» An artificially synthesized peptide sequence
<400> 119

Arg Val Met Glu Ser Leu Glu Gly Leu

1 5
<210> 120
<Z2il» 9

<212> PRT
<213> Artificial
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<220>
<223>» An artificially svynthesized peptide sequence

<400> 120

Asn Leu Tyr Leu Leu Gly Val Val Leu

1 )
<210> 121

<211> 19

<212> PRT

<213> Artificial

<220>
«<223> An artificially synthesized peptide sequence

<400> 1231
Tyr Leu Leu Gly Val Val Leu Thr Leu Leu

1 ) 10

<210» 122

<21l> 10

<212> PRT

«<213>» Artificial

<220>
<223> BAn artificially synthesized peptide seguence

<4Q0» 122

val Val Leu Thr Leu Leuw Ser Ile Phe val

1 5 10
<210> 123
<zll> 10

<Z212> PRT
<Z13> Artificial

<220>
«223>» Ap artificially synthesized peptide sequence

<400> 123
Giy Leu Leu Glu Ser Pro Ser Pro Gly Thr

1 5 10

<Z210» 174

<Z21li= 10

<212» PRT

<213> Artificial

< 220>
<223> BAn artificiaily synthesized peptide seguence

400> 124
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Asn Leu Tyr Leu Leu Gly Val Val Leu Thr
i 5 15

<210 25
<21l> 1
<212> PRT

<213» Artificial

"

<220>
«223> An artificially synthesized peptide seguence

<400> 125

Val Leu Asn Leu Tyr Leu Leu Gly Val Val

1 5 10
«<210> 126
<21i» 10

<212» PRI
<213> Artificial

<220>
<223»> An artificially synthesized peptide sequence

<400> 126
Thr Leu Leu Ser Ile Phe Val Arg Val Met

1 5 10

<210> 127
<Z2ii» 10
<2iz> PRT
<213> Artificial

<Z20>
<223> An artificially synthesized peptide sequence

<4900> 127

Ser Ile Phe Val Arg Val Met Glu Ser Leu

1 5 10
<210> 128
<21ii» 10
<212> PRT

£2313» BArtificial

<220
<Z223> An artificially synthesized peptide seguence

<400> 128

Leu Thr Leu Leu Ser Ile FPhe Val Arg Val
1 5 10

<210> 129
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<LLlix
<2i2>
<213>»

<220
<223>

<400>

Leu Tyr Phe Asp Asp Glu Tyr Asn Ile

1

<Z210>
<Z211l>
<212>
<213>

<220>
<223

<400>

Leu Phe Glu Arg Gly Giu Arg Arg Leu

1

<210
<21i>
<21Z2>
<2L13>

<Z2Z20>

<223>

<4Q0>

Arg Ala Leu Gly Ala Ala Cys Leu Leu

i

<210
<211l>
<Z212>
<213

<Z220>
<223

<400>

Gle Tyr Asn Tle Val Lys Arg Asp Val

1

<2106>
<201>
<2L2>
<213>

<220

An artificially svnthesized peptide sequence

123

5
130
]
PRT
Artificial

An artifically synthesized pepitide seguence

i3¢

)
121
9
PRT
Artificial

An artificially synthesized peptide seaquence

131

5
132
g
PRT
krtificial

An artificially synthesized peptide

132

9
133
10
PRT
Artificial
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<223> An artificially synthesized peptide sequence
<400> 133

Leu Tyr Leu Lys Leu Leu Pro Tyr Val Leu

1 3 10
<210> 134

<211> 10

<212> PRT

<213> Artificial

<Z220>
<223> An artificially syntheslized peptide sequence

<400> 134

Leu Phe Val Val Gln Ala S5Ser Leu Trp Leu

1 5 10
<210> 135

211> 10

£212> PRT

<213> Artificial

<220
<223> An artificially synthesized peptide segquence

<400> 135

Arg Gln Gln Phe Phe Ile Asp Phe Arg Leu

H 5 106
<210> 136
<211 10
<212» PRT

<Z213> Artificial

<220>
<Z223> DFLERVERKEI

<400> 136
Asp Phe Leu Glu Ala Val Lys Arg His Ile

1 5 10

<230> 137

<2i1»> 10

<21Z2>  PRY

<213>» Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 137

Arg Ala Leu Gly Ala Ala Cys Leu Leu Leun
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<210> 138
<21i» 10
<212> PRT

<213» Artificial

<220>
<223> An artificially synthesized peptide seguence

<400> 138

Arg Pro Fhe Val Val val Gln Ala Arg Leu

i 5 10
<210> 139

<211> 10

<212> PRT

<213> Artificial

<220
<223> Ap artificially syntheslzed pepride seguence

<400> 9

[
[}

Ala Tyr Lew Ala Gly Val Pro Gly Ser Ala

1 5 10
<210> 140

<Z11>» 9

<212> PRT

<213> Artificial

<220>
<223» An artificially synthesized peptide segquence

1L

00> 140

<

Ser Leu Irp Let Tyr Leu Lys Leu Leu

1 5
<210> 141

<2il> 9

<212> PRT

<213> nartificial

<220>
<223» An artificislly synthesized peptide seguence

<400> 141
Lau Leu Leu Leu Ala Ala Gly Trp Leu

1 5

<210> 142
<211l> 9
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<Z12» PRT
<213> Artificial

<220>
<223>» An artificially synthesized peptide sequence

<400> 142

Asn Leu Phe Val Val Gln Ala Ser Leu

1 5
<2L0> 143

<2il> &

<212» PRT

213> Artificial

<220
<2Z3> An artificially synthesized peptide seguence

<400> 143

Asn Met Val Glu Lwys Arg Val Asp Leu

1 5
<2L0>» 144

<211l> 9

<212>» PRT

<213> Artificial

<Z20>
<223> An artificially synthesiged peptide segquence

<400> 144

Phe Val Val Gin Ala Ser Leu Trp Leu

1 5
<210> 145
<Zli» 9

<z212>» PRT
<213> Artificial

<220>
<223>» An artificially synthesized peptide sequence

<400> 145

Gln Gln Phe Phe Ile Asp Phe Arg Leu
1 5

<210> 146

<21l>»

<212» PRI

<213>» Artificisl

<220>
<223> An artificialiy synthesized peptide sequence
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<400>

Arg Leu
1

<210»
<Z211>
212>
<213>

<220>
<223>

<400>

Val Gin
1

<210>
<211l>
<212
<213>

<220
<223>

<400>

Glu Leu
]

<210
<Z21l>
<212>
<2L3>

<220>
<Z23>

<400>
Aryg Leu

i

<2105
<21li>
<212>
<213>

<220>
<223>

<400

146

Gly Asp Ser Arg His ARrg Ile

5

147

9

PRT

Artificial

An artificially synthesized peptide sequence

147

Ala Ser Leu Trp Leu Tyr Leu
5

148

S

PRT

Artificial

An artificially synthesized veptide sequence

148

Ala Val Val Prc Val Phe Val
5

149

g

PRT

Artificial

An artificially synthesized peptide seguence

149

Ile Gly Trp Asn Asp Trp Ile

5
150
S
PRT
Artificial

An artificially synthesized peptide sequence

150

Arg val Ser Glu Ile Ile Ser Phe Ala

1

5
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<Z210» 151

<211> §

<212> PRT

<213> prtificial

<220
<223> An artificially synthesized peptide sequence

<400> 151

Gly Leu Ala Ser Ser Arg Val Arg Leu

1 5
<210> 152

<Zii» 0§

<212> PRT

<213> Artificial

<220
<223» An artificially synthesized peptide sequence

<400> 152

vla Leuw $ly Ala Ala Cys Leu Leu Leu

s

1 5
<210>» 153

<213i» 9

<z12> PRT

<213> Artificial

<220>
<223» Bn artificially synthesized peptide sequence

<400> 153

Val Gln Cvs Asp Ser Cys Gln Glu Leu
1 5

<210> 154

<Z1ll> 10

<212> PRT

<213> Artificial

<Z20>
<223> Ap artificially synthesized peptide sequence

<400> 154

Trp Leu Tyr Leu Lys Leu Leu Pro Tyr Val
i 5 : 10

irn

<210>
<211=
<212

Moo R

3

e
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<Z13> Artificial

<220>
<223» BAn artificially synthesized peptide sequence

<400> 135
Asn Leu Cys Cys Arg Gln Gln Phe Phe Tle
1 5 At

<210> 156
<Zzll> 10
<212» PRT

<Z213»> Artificial

<220>
<223» An artificially syntheslized peptide seguence

<400> 156

Ala Leu Phe Glu Arg Gly Glu Arg Arg Leu

1 5 10
<210=» 157
<21l» 10
«212> PRT

<213> Artificial

220>
<223> An artificially synthesized peptide sequence

<400> 137

Met Leu Tyr Phe Asp Asp Glu Tyr Asn Ile

1 5 10
<210> 158
<211> 10

<212> PRT
<213>» Artificial

220>
<223>» An artificially synthesized peptide seguence

<4d0> 158

Cys Leu Leu Leu Leu Ala Alas Gly Trp Leu

1 5 10
<2i0> 159
<211> 10

<g12> PRT
<213» Artificial

<220>
<223» An artificially synthesized peptide sequence
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<400> 158

Ala Leu Gly Ala Ala Cys Leu Leu Leu Leu

1 5 10
<210> 160

<211> 10

<212> PRT

<213> Artificial

<Z20>
<223>» BAn artificially synthesired peptide sequence

<400> 1lal

Val Val Gln &la Ser Leu Trp Leu Tvr Leu

1 O 10
<210> 161

<211> 10

<212>» PRT

<213> Artificial

<220>
<223> An artificially synthesized peontide seguence

<400> 16l

Arg Leu lile Gly Trp Asn Asp Trp Ile Ile

1 5 ) 190
<2i0> 182

<211>= 10

<212> PRT

<213> Artificial

<220
<223» An artificially synthesized peptide sequence

<400> 162

Gln Glu Leu Ala Val Val Pro Val Phe val
{ 5 10

5

Fe

<210> 163
<211> 10
<212> PRT

<213» Artificial

<220>
<223> An artificially synthesized peptide segquence

<400> 163

Phe Ile Ser Asn Glu Gly Asn Gln Asn Leu
i 5 10
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<210> 164 -

<Z21l>» 10

<z12» PRT

<213>» Artificial

<220>
<223» BAn artificially synthesized peptide sequence

<400> 164

Arg Gln Gln Phe Phe Ile Asp Phe Arg Leu

1 5 10
<2i0> 165

<211> 10

<212>» PRT

<213> Artificial

<220>
<223» An artificially synthesized peptide seguence

<400> 165

Gly Leu Asn Pro Gly Thr Val Asn Ser {ys

i 5 10
<210> 166

<211> 140

<212> PRT

<213» Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 166

Arg Leu Gln Met Arg Gly Arg Pre Asn Ile

1 5 10
<210> 167
<211> 10
<212> PRT

<213> Artificial

<220>
<223> An artificially synthesized peptide segquance

<400> 167

Arg Val Asp Gly Asp Phe Leu Glu Ala Val

1 5 10
<210> 168

<211> 9

<212»> PRT

<213> Artificial
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<220>
<223> An artificially synthesized peptide sequence

<400> 168

Ile Tyr Asn Glu Leu Leu Tyr Asp Leu

1 5
<210> 169
<211i» 9

<212> PRT
<213» Artificial

<220% )
<223> MYEREKLNIL

<400> 169

Met Tyvr Glu Glu Lys Leu Asn Ile Leu

1 5
<z210> 170
<Z211l> 9

<2i2» PRT
<213» Artificial

<2202
<223> An artificially synthesized peptide sequence

g
i
ot
—

yr Leu Arg Val Arg Pro Leu Leu
=3

o]

<z2i0» 171
<211l> 9
<212» PRT

<213> Artificial

<Z220>
<223> An artificially synthesized peptide sequence

<400> 171

Lys Phe Ser Ala Ile ARla Ser Gln Leu

1 5
<210> 172

<211> 9

<212> PRT

<213> Arcifiicial

<220>
<223>» An artificially synthesized peptide seguence

<4Q0> 172
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Ser Phe Phe Glu Ile Tyr Asn Glu Leu
1 5

<210> 173

<21l> 9

<212> PRT

<213> Artificial

<220>
«223> An artificially synthesized peptide seguence

<q400> 173

Ile Phe Asn Ser Leu Cln Gly Gln Leu

1 5
<210> 174
<211= 9

<212> PRT
<213> Arcvificial

<220>
<223» An artificially synthesized peptide sesgquence

<400> 174
Phe Phe Giu Ile

1 5

<210» 175

<21i>» 9

<212> PRT

<213> Artificial

<220>
<223> An artificially svnthesized peptide seguence

<400> 175

Met Phe Glu Ser Thr Ala Ala Asp Leu
E =4

<210> 176
<z211l» 9
<212 PRT

<213> Artificial

<220>
<223» An artificially synthesized peptide sequence

<400> 176

Ser Phe Asp Ser CGly Ile Ala Gly Leu
1 5
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<210> 177

<2%i» 9

<2312» PRT

<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400 17T

Arg Phe Ser Ile Trp Ile Ser Phe Phe

1 5
<210> 178
<21ll> %

<ZLe> PRT
<213> Artificial

<220
<223»> An artificlally synthesized peptide seqguence

<400> 178

Ile Phe Ser Ile Arg Ile Leu His Leu

1 5
<Zi0> 179

<211l> @

<212> PRT

<213 Artificial

<220>
<223» An artificially synthesized peptide seguence

<400= 178%

Lys Ile Glu Giu Leu Glu Ala Leu Leu

1 5
<210> 180
<21li> 9

<212» FPRT
<213> RArtificial

<220
<223 An artificially synthesized peptide sequence

<400> 180

Lys Leu Asn Ile Leu Lys Glu Ser Leu

1 5
<210> 181
<zli> 9

<2i2>» PRT
<213> Artificial
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<220
<223>» An artificlally synthesized peptide seguence

<400> 181

Lys Leu Gln Gln Cys Lys Ala Glu Leu

1 5
<Z210> 182

<211> 9

<212> PRT

<213> Artificial

<220
<223> An artificially synthesized peptide sequence

<400> 182

Phe Thr Ile Asp Val Asp Lys Lys Leu

1 5
<z10>» 183
<211l> 9

<212» PRT
<213> BArtificial

<220>
<223> An artificially synthesized peptide sequence

<400> 183

Gln Leu Gln Glu Val Lys Ala Lys Leu

1 5
<210> 184

<211i> 10

<Zzld>» PRT

<2313> Artificial

<220>
<223> An artificially synthesized peptide seguence

<400> 184

Ile Tyr Asn Glu Leu Leu Tyr Asp Leu Leu

1 S ig
<210> 185
<21li» 10

<21éx  PRT
<213> Artificial

<2720
<223> An artificially synthesized peptide sequence

<400> 185
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Aryg Ser Leu Ala Leu Ile Phe Asn Ser Leu

i 5 10
<210> 186
<211> 10

<212> PRT
<213>» Artificial

<220>
<223» An artificially synthesized peptide sequence

<400> 186

Ser Phe Phe Glu Ile Tyr Asn Glu Leu Leu

1 5 10
<210»> 187

<21li> 10

<212> PRY

<213>» Artificial

<220
<223> Bn artificially synthesized veptide seguence

<400> 187

Arg Leu Leu Arg Thr Glu Leu Gln Lys Leu
1 5 10

<210> 188
<211» 10
<21lZ> PRT

<213> Artificial

220>
<223> An artificially synthesized peptide segquence

<400> 188

vs Asn Ile Arg Leu Leu Arg Thr Glu Leu
5 10

P

<z210> 189
<2il» 10
<212» PRT

<213>» Artificial

<220
«223> An artificlally synthesized peptide sequence

<400> 189

Arg Gln Glu Glu Met Lys Lys Leu Ser Lsu
1 S| 10

<210> 190

Page 85



<211> 10
<z12» PRI
<213» Artificial

<220>
<223> An artificially synthesized peptide segusnce

<400» 130

Arg Val Arg Pro Leu Leu Proc Ser Glu Leu

i 5 10
<210> 191
<211i> 190
<212> PRT

<213> RArtificial

<220>
<223» An artificially svynthesized peptide sequence

<400> 191

Arg Ile Leu Arg Ser Arg Arg Ser Pro Leu

1 3 16
<210> 192

<21li> 10

<212> PRT

<213> BRrtificial

<220>
<223» An artificially synthesized peptide seguence

<400> 192

Bk Bj

r Ile Glu Asn Val Gl Thr Leu Val Leu
g

<210> 193

<Z11» 10

<212> PRT

<213>» Artificial

<220
<223> An artificilally synthesized peptide sequence

Lys Asn Gln Ser Phe Ala Ser Thr His Leu

1 5 10
<210> 194
<211l> 10
<212>» PRT

<213> Artificial

<2205

Page 96



<223>» An artificially synthesized peptide sequence
<400> 194

Lys Val Tyr Leu Arg Val Arg Pro Leu Leu

1 5 10
<210> 195

<211i» 10

<212> PRT

<213> Artificiasl

<220
<223>» An artificially synthesized peptide sequence

<400> 185

Asp Ser Met Glu Lys Val Lys Val Tyr Leu
i 5 10

<210> 196
<Z1l1i> 9
<Z21i2» PRT

<213> Artificial

<220>
<223» An artificially synthesized peptide seguence

<400> 196

Lys Tyr Gln Ala-Tyr Met Ser Asn Leu
1 5

<210> 197
<21l> 9
<212» PRT

<213> Artificial

<220>
<223> An artificially synthesized pepitide sequence
<400= 137

Val Tyr Val Pro Leu Lys Glu Leu Leu
1 5

<210> 128

<Z1ll» S

<212» PRT

<213> Artificial

<220>
<223> An artificially syntheslzed peptide seguence

<400> 198

Glu Tyr His Lys Leu Ala Arg Lys Leu
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<210> 199
<211>» &

<21l2> PRT

<213> Artificial

<220>
<223>» An artificially synthesized peptide segquence

<400> 1988

Ser Tyr Glu Leu Pro Asp Thr Lys Phe

1 5
<210> 200
<211l> 3

<2i2Z> PRT
<Z13> Artificial

<220 )
<223> An artificially synthesized peptide seguence

<400> 200

Lys Tyr Glu Lys Lys Ala Thr Leu Iie
1 5

<21G> 201

<21l> &

<Z212» PRT
<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 2C1

Lys Tyr Ala Arg Gly Lys Glu Ala Ile

1 5
«<210> 202

<z2ll» 9

<212>  PRT

<213> Artificial

<Z20>
<223> An artificially synthesized peptide seguence

<400> 202

Bsp Phe Leu Lys Ile Phe Thr Phe Leu

1 5
<210> 203
<211» 9
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<212> PRT
<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 203

Giy Phe Leu Cys Pro Ser Tyr Giu Leu

1 5
<210> 204
<Z1l» 9

<Z2iz>» PRT
<213> Arxtificial

<220>
<Z23» An artificially synthesized peptide sequence

<400> 204

Leu Phe Asn Val Asp Ala Phe Lys Leu

1 5
<210> 205

<Z2il> 9§

<212> PRT

<213> Artificial

<220
<223> BAn artificially synthesized peptide seguence

<400> 245

Ser Phe Asp Glu Met Asn Ala Glu Leu
1 8

<210> 206

<2il> ¢

<212> PRT

<213> Artificial

220>
223> An artificially synthesized peptide sequence

<400> 206

Ile Phe Thr Phe Leu Tyr Gly Phe Leu
1 5

<210> 207
<211l> 9
<21 2»  PRT

<Z213> Artificial

<220>
<223> An artificially synthesized veptide seguence
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<400> 207

Lys Phe Glu Glu Glu Val Pro Arg Ile

1 5
<Z10» 208

<211> 3

<Z212» PRT

<213» Artificial

<220
<223> An artificially synthesized peptide sequence

<400> 208

Arg Ile Asn His Giu Arg Asn Glu Leun

1 5
<210> 209
<211l> 9

<z2lz» PRI
<213> Artificial

<220>
<223> BAn artificially synthesized peptide seguence

<400> 209

Ser Phe Met Ser Gly Ala Asp Ser Phe

i 5
<210> 210

<21i> 9

<212» PRT

<213> Artificial

<220>
<223> BAn artificially synthesized peptide sequence

<400> 210

Ile Phe Lys Asp Leu Gly Tyr Pro Phe

1 5
<210> 211

<21i» 9

<212> PRT

<213» Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 211

Glu Tyr Gln Leu Val Val Gln Thr Thr
1 5
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<210>» 212

<21i> 9

<212>» PRT

<Z213> Artificgial

<Z223> An artificially synthesirzed peptide sequence

<400> 212

Lys Ala Lew Asn Lys Lys Met Gly Leu

1 5
<2i0> 213

<2il» @

<21z» FRT

<213> Artificial

<220>
<223> An artificially synthesized peptide seguence

<400> 213

Glu Vzl Pro Arg Ile Phe Lys Asp Leu

1 5
<216> 214

<21l> 10

<z212>» PRT

<Z13» Artificial

<220
<223» An artificially synthesized peptide seguence

<400> 214

Lys Tyr Arg Ala Gln Val Tyr Val Pro Leu

1 9 10
210> 215

<211> 10

<z12> PRT

<213> Artificial

<220>
<223» An artificlally synthesirzed peptide sequence

<400> 215

Glu Tyr Glu Glu Cys Met Ser Glu Asp Leu

s 5 10
<210> 216
<211l> 10

<21Z» PRT
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<Z13>

<220>
<223>

<400>

Artificial

An artificially synthesized peptide sequence

216

Lys Tyr Ser Val Ala Asp Ile Glu Arg Ile

1 3 10

«210> 217

<Z1li> 10

<212> PRI

<213» Artificial

<220>

<223> An artificially synthesized peptide seguence
<400> 217

Asp Tyr Thr Tle Lys Cys Tyr Giu Ser Phe

<210
<211i>
<212>
<213=>

<220>
<223>

<400>

5 id

218

10

FRT
Artificial

An artificisily synthesized peptide secusnce

218

Lys Phe Glu Glu Glu Val Pro Arg Ile Phe

i

<210>
<211>
<212>
<213>

<Z220>
<223>

<400>

5 10

21%

10

PRT
artificial

an artificlally synthesized peptide seguence

218

Eia Phe Ile Gin Gin Cys Tle Arg Gln Leu

1
L

<Z10>
<21ll>
<212
<213>

<Z20>
<223>

5 10

220

10

PRT
artificial

an artificially synthesized peptiide sequence
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<400> 220

Arg Ser Gin Asp Val Asn Lys Gln Gly Leu

1 5 10
<210> 221

<213» 10

<212> PRT

<213> Artificiail

<220
<223» An artificially synthesized peptide sequence

<400> 221

Arg Thr Leu Lys Glu Giu Val Gin Lys Leun

1 5 10
<210» 222
<21i> 10
<212> PRT

<213> Artificial

<220
<223> An artificially synthesized peptide seguence

<A00> 222

Arg Gly Lys Glu Ala Ile Glu Thr Gin Leu

1 5 10
<210> 223
<21i> 10

<212> PRT
<213» Artificial

<220> .
<223» BAn artificially syntheslzed peptide seqguence

<400> 223

Arg Ala Leu Asn Glu Gln Tle Ala Arg Leu

1 3 10
<210> 224
<21i> 10
<212> PRT

<213» Artificial

<220>
<223> An artificially synthesized peptide segquence

<400> 224

Glu Iyr &in Leun Val Val Gln Thr Thr Thr
1 5 1
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<210> 225
<211> 10
<212> PRI
<213> Artificial

<Z220>
<223> An artificially synthesized peptide seguence

<400> 225

Glu Thr Glu Glu Glu Ile Asn Lys Ala Leu
i 5 10

<210> 226
<211> 14
<Zil2> PRT

<213> Artificial

<Z220>
<223» An artificially synthesized peptide sequence

<400> 226

Leu Leu Glu Ser Thiy Val Asn Cln Gly Leu

1 5 i0
<210> 227
<21li>» 9

<212> PRT
<213> Artificial

<220
<223> An artificilally synthesized peptide sequence

400> 227

Tyr Met Ser Cys Phe Arg Thr Pro Val

1 5
<210> 228

<21i> 8

<212> PRT

<Z213> Artificial

<220>
<Z223> An artificially synthesized peptide seguence

<400> 228
Lys Gin Ile Tyr Ala Tle Lys Tyr Val

i 5

<210> Z2%

<21li>» 9

<212> PRT

<213» Artificial
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<220>
<223> An artificially synthesized peptide sedquence

<400> 229

Bsn Met Leu Glu Ala Val His Thr Ile

1 5
<210> 236

<211i> 8

<212 PRT

<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 230

Leu Leu Asn 3er Pro Bsp Cys Asp Val

1 5
<210> 231

<Zil> 9

<212> PRT

<213» Artificial

<220
<223> An artificially synthesized peoptide seguence

400> 231

Ile Leu Aila Thr Pro Leu Gln Asn Leu

1 5
<Z210» 232

<21l> 9

<212> PRT

<213> Artificial

<220
<223>» An artificially synthesized peptide sequence

<400> 232

Tyr Val Leu Gly Gln lLeu Val Gly Leu

1 5
<210> 233

<Z1l» 9

<212» PRT

<213> Artificial

<Z20>
<223> An artificially synthesized peptide seguence

<a00> 233
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Ser Leu Gly Cys Ile Leu Tyr Tyvr Met

1 5
210> 234

<211> 9

<212> PRT

<213> Artificial

<220>
<223> Bhn artificially synthesized peptide sequence

<400> 234

Gin Met Gln Pro Asp Thr Thr Ser Val

1 5
<210> 235

<21l» ©

<212> PRT

<Z213> Artificial

<220>
«223> An artificially synthesized peptide sequence

<400> 235

Gly Thr Thr Glu Glu Met Lys Tyr Val

1 5
<210> 236

<21li> &

<212» PRT

<213> Artificial

<220>
<223» BRAn artificlally synthesized peptide sequence

<400> 236

Leu Tle Val Asp Gly Met Leu Lys Leu

1 5
<210> 237

<21i» 9

<212Z> PRT

©213> Artificial

<220>
<223> An artificially synthesized peptide seguencs

<400> 237

Ser Leu Leu Ala Lys Leu Glu Glu Thr
1

=
o}
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<210> 238

<«21i>» 9

<212» PRT

<Z13> Artificial

<220
<223> An artificially synthesized peptide seguence

<400> 238

Leu Phe Glu Arg Gly Giu Arg Arg Leu

1 5
<Zi0» 239

<21li> 9

<21Z» PRT

<213> Artificial

<220
<223> An artificially synthesized peptide segquence

<400> 2389

Leu Leu Ala His Pro Tyr Val Gin Ile

1 5
<21C> 240

<211i> 9

<212> PRT

<213> Artificial

<220
<223» BAn artificially synthesized peptide segquence

<400> 240

Lys Leu Ile Gly Arg Tyr Ser Giln Ala

il L3
<230> 241

<Z1ll> 8

<212> PRT

<213> Artificlal

<220
<223> An artificially synthesized peptide sequence

<400> 241

Asn Leu Asn Leu Gln Lys Lys Gln Leu

1 5
<210> 242

<21i= 8

<212> PRT

<213» Artificial
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<220>
<223> An artificially synthesized peptide sesguence

<400> 242

Met Gln Pro Asp Thr Thr Ser Val Val

1 5
<210> 243

<2il> 9

<21i2>» PRT

<213> Artificial

<220>
<223 An artificially synthesized peptide sequence

<400> 243

Lys Leu Gln Gln His Ser Asp Lys Ile

1 5
<210> 244

<211> 9

<212> PRT

<213> Artificial
<220>

<2Z23> An artificially synthesized peptide sequence
<400> 244

Phe Ala Phe Val Eis Ile Ser Phe Ala

1 5
<210> 245

<2il> 9

<212» PRT

<213> Artificial

<220>
<223> An artificlally synthesized peptide sequence

<400= 245

Cys Glu Leu Arg Asn Leu Lys Ser Val

1 5
<210 24%

<21i> 9

<212> PRT

<213> Artificial

<220>
<223> An artificially synthesized peptide sagquence

<400> 246
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Ser Ile Leu Lys Ala Ala Lys Thr Leu

1 5
<210> 247
<211i» 10

<212» PRT
<213> Artificial

<220>
<223> An artificially synthesized peptide seguence

<400> 247

Lew Leu Leu Lys Leu Glu Lys Asn Ser Val

1 5 10
<210> 248
<21l> 18

<212> PRT
<Z213» Artificial

220>
<Z23> BAn artificilally synthesirzed peptide sequence

<400> 248

Asn Leu Leu Asn Ser Pro Asp Cys Asp Val
1 5 10

<Z10> 24%

<z2li= 10

<ZlZ» PRT

<213> Artificial

<220>
<223» An artificially synthesized peptide seguence

<400> 249

Phe Leu Ile Val Asp Gly Met Leu Lys Leu
1 5 10

<210> 250
<211> 10
<212> PRT

<213> Artificial

<Z220>
<223>» Ap artificially synthesized peptide segquence

<400> 250

Thr Thr Phe Glu Gln Pro Val Phe Ser Val
1 5 10

<210> 251
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<21l>» 10
<212> PRT
<213> Artificial

<220>
<223> An artificially synthesized peptide sesgquence

<400> 251

Val Leu Asn Giu Lys Lys Gln Ile Tyr Ala

1 S] 10
210> 252
<Z21l> 10
<212> PRT

<213> Artificial

<220>
<223» An artificially synthesized peptide segquence

<400> 252

Gly Met Leu Lys Leu Ile Asp Phe Gly Ile

1 5 10
<Z21i0> 253
<21i> 10

212> PRT
<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 253

Leu Leu Ser Giu Glu Gilu Lys Lys Asn Leu

i 5 10
<210> 254

<211» 2

<212> PRT

<213> Artificial

<220>
<223> An artificially synthesized peptide ssguence

<440 254

Tyr Met Ser Cys Phe Arg Thr Pro Val Val

1 5 14
<210> 255
<2it> 10

<212Z2> PRT
<213» Artificial

<220>
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<223> An artificially synthesized peptide sequence
<400> 255

Met Met Ala Asn Asn Pro Glu Asp Trp Leu

1 5 10
<210> 2586
<211l> 10

<212> PRT
<213> Artificial

<220
<223> An artificially synthesized peptide seguence

<400> 256

Met Val Met Glu Cys Gly Asn Ile Asp Leu

1 5 i0
<210> 257
<211l> 10
<212> PRT

<213> Artificial

<2202
<223>» An artificilally synthesized peptide sequence

<400> 257

Tyr Met Pro Pro Glu Ala Tie Lys Asp Met

1 5 10
<210» 258

<21i» 10

<212> PRT

<213> Artificial

<220>
<Z223> An artificially synthesized peptide segquence

<4£00> 258
Lys Leu Ile Gly Arg Tyr Ser Gin Ala Illie

1 5 10

<21G>» 259
213> 10
<212> PRT
<213> Artificial

<220
<Z223> An artificially syhthesized peptide sequencs

<400> 259

Asn Gin Met Gln Pro Asp Thr Thr Ser Val
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<210> 260

<21l> G

<212> PRT

<213> Argificial
<220>

<223>» An artificially synthesized peptide sequence

<400> 260

Gin Ile Leu Ala Thr Pro Leu Gin Asn Leu
1 5 10
<210> 261

<2l1l> 10

<212> PRT

<213> Artificial

<220>
<223>» An artificially synthesized peptide sejquence

<40G> 261

Leu Ile Val Asp Gly Met Leu Lys Leu Ile

i a 140
<210> 262
<211l> 10

<212» PRT
<213>» Artificial

<220>
«223» An artificially synthesized pepiide sequence

<A400> 262

Rsn Leu Asn Leu Gln Lys Lys Gin Leu Leu
1 5 10

<210> 263

<z11l> 10

<212> PRT

<213>» Artificial

<220>
<223> An artificially synthesirzed peptide sequence

<400> 263

Gln Met Gln Pro Asp Thr Thr Ser Val Val

1 5 10
<2310> 264
<21i» 10
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<212>
<213>

<Z220>
<2Z23>

<400

DRT
Artificial

An artificially synihesized peptide sequence

264

Lys Gly Thr Thr Glu Glu Met Lys Tyr Val

4

<210>
<211>
<212>
<Z213>

<220>
<2Z23>

<400

5 10
265
10
PRT
Artificial

An artificially synthesized peptide sequenc

265

Leu Thr Ile Asp Ser Iie Met Asn Lys Val

1

<210>
<211>
<212>
<213>

<220z
<223>

<400>

5 i0
266
ig
FRT
Artificial

An artificially synthesirzed peptide sequence

260

Lys Leu Gin Gln His Ser Asp Lys Ile Ile

1

<210>
<211>
<212>
<213>

<220>
<223

<400>

5 ERY;

267

9

PRT
Artificial

An artificially synthesized peptide sequence

267

Lys Ile Phe Pro Arg Phe Phe Met Val

i

<210>
<2il>
<212>
<21i3>

<220»
<223>

5

268

E

PRT
Artificial

An artificially synthesized peptide sequence
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<400> 288

Giy Leu Trp Leu Ala Ile Leu Leu Leu

1 5
<210> 2§69

<211> 9

<212> PRT

<213> Artificial

<220>
<223> An artificially synthesized peptide seguence

<AD0> 269

Leu Leu val Val ARla Leu Pro Arg Val

1 5
<210> 270
<211» &

<21Z> PRT
<Z13> Artificial

<220>
<223>» An artificially synthesized peptide sequence

400> 270

Ala Leu Leu Ala Leu Leu Leu Val Val

i 5
<210> 27

<211> 9

<212> PRT

<213> Artificilal

<220>
<223> An artificially synthesized peptide sequence

<400> 271

Trp Lewy aAla Tle Leu Leu Leu Leu Ala

1 5
<210> 2792

<21ll> g

<21i2> PRT

<213>» Brtificial

<220>
<223> An artificially svnthesized pephide seguencs

<400> %72

Leu Leuy Ala Ser Iile Ala Ala Gly Leu
1 5
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<210» 273

<Z1ll> 9

<212>» PRT

<213> Artificial

220>
«Z223>» An artificially synthesized peptide sequence

<400 273

Leu Le2u Leu Leu Ala Ser 1le Ala Alaz

1 5
<210> 274

<211> 9

«212» PRT

<213> Artificial

<220>
«223> An artificially synthesized peptide sequence

<400> 274

Phe Met Val Ala Lys Gln Cys Ser Ala

1 5
<2i0> 275

<211> 9

<212> PRT

<213» nArtificial
<220

<223> An artificially synthesized peptide sequence
<400> 275

Thr Met Ala Leu Leu Ala Leu Leu Leu

1 5
<210>» 276

<21l» 9

<212» PRT

<213>» Artificial

<220>
<223» An artificially synthesized peptide sequence

<400> 276

Met Ala Leu Leu Ala Leu Leu Leu Val

1 5
<210> 277

<211> &

<2iZ> PRT
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<213» Artificial

<220
<223» An artificially synthesized peptide seguence

<400> 277

Ala Ile Leu Leu Leu Leu Rla Ser Ile

1 5
<210> 278

<Z11> 9

<212»> PBRT

<2i3>» Artificial

<220>
<223» An artificially synthesized peptide sequence

<400> 278

Ala Leu Pro Arg Val Trp Thr Asp Als

1 5
<2180> 279
<211l» 9

<212>» PRT
<213> Artificial

<220>
<223» An artificially synthesized peptide sedquence

<4G0> 279

Ser Met Gly Glu Ser Cys Gly Gly Lau

1 5
<23i0> 280
<ail» 8

<zlZ» PRT
<213> Artificial

<220
«<223> An artificially synthesized peptide segquence

<400> 280

Leu Ley Ala Leu Leu Leu Val Val Ala

1 5
<210> 281

<211»> 9

<21lZ2» PRI

<213>» Artificial

<220>
<223> An artificially synthesized peptide sequence
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<400> 281

Val Val Ala Leu Pro Arg VvVal Trp Thr

1 S
<210> 282
<Z1i» 8

<212> PRT
<Z13> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 282

Arg Val Trp Thr Asp Ala Rsn Leu Thr

i 5
<210» 283

<Zil> 9

<212>» PRT

<213> Artificial

<220>
<223» An artificially synthesized peptide sequence

<400> 283

Phe Leu Leu Glu Slu Pro Met Pro Phe

1 5
<210> 28B4

<21l> 9

«<212» PRT

<213> Artificial

<Z20»
<223> An artificially synthesized peptide seguence

<40Q> 284

Leu Ala Leu Leu Leu Val Val Ala Leu

1 5
<210> 285

<21i» 9

<212> PRT

<213> Artificial

<2Z0»
<223> An artificially synthesized pepctide sequence

<4(0> 285

Gly Thrx Met Ala Leu Leu Rla Leu Leu

1 5
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<210> 286

<211> 10

<212> PRT

<213> Artificial

<220
<Z23> An artificially synthesized peptide sequence

<400> 286

Leu Leu Leu Val Val Ala Leu Pro Arg Val

1 5 10
<210> 287

<211> 10

<212> PRT

<213» Artificial

<220>
«223> An artificially synthesized peptide seguence

<400> 287

Gly Leu Trp Leu Ala Tle Leu Leu Leu Leu

1 5 10
<210> 288

<2il= 1¢

<212» PRT

<213> Artgificial

<220>
<223> BAn artificially synthesized peptide sequence

<400> 288

Ley Leu Leu Ala Ser Iie Ala Ala Gly Leu

1 5 10
<210> 289
<21l> 10

<212>» PRT
<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 289

Thr Met Ala Leu Leu Ala Leu Leu Leu Val

1 5 18
<210> 2990
<2il> 10

<2L2> PRT
<213> Artificial
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<220
<223>

<400

An artificially synthesized peptide sequence

250

Leu Leu Ala Leu Leu Leu Val Val Ala Leu

1

<210>
<21lix
<zl2>
<213>

<220>
<223>

<400>

3 10

291

10

PRT
Artificial

n artificially synthesized peptide seguence

29

[

Phe Leu Leu Glu Glu Pro Met Pro Phe Phe

1

<210
<211>
<2l2>
<213>

<220
<Z23>

<4(0>

5 10
282
10
PRT
Artificial

An artificially synthesized peptide sequence

292

ile Leu Leu Leu Leu Ala Ser Ile Ala Ala

7
i

<210>
<Z2Ll>
<2l2>
<213>

<2Z0>
<223>

<400

5 10

293

10

PRT
Artificial

An artificially synthesized peptide seguence

293

Lys lie Phe Pro Arg Phe Phe Met Val 2la

1

<210
<2r1»>
<212>
<213>

[
O
VW

NN
Ea% B

<400

5 10

294

10

PRT

Artificial

An artificialiy synthesized peptide sequence

294
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Bla Leu Leuw Ala Leu Leu Leu vVal Val Ala

i 5 10
<210> 295
<211l> 10

<212» PRT
<213» BRrtificial

<220>
<223» An artificially synthesized peptide sequencs

<400> 295
Leu Val Val Ala Leu Pro Arg Val Trp Thr

1 5 1¢

<230= 296

<211> 10

<Z212> PRT

<213» Artificial

<220
<223> An artificially synthesized peptide sequence

<400> 296

Met Ala Leu Leu Ala Leu Leu Leu Val Val

1 5 10
<210> 297

<211i> 10

<212> PRT

<213> Artificial

220>
<223» An artificilally synthesized peptide seguence

<400> 297

Arg Leu Gin Arg Pro Arg Gln Ala Pro Als

1 5 10
<210> 298

<Z21i> 10

<212» FPRT

<213> Artificial

220>
<223>» An artificilally synthesized peptide segquence

<400> 298

Cys Gln Asn Pro Arg Arg Cys Lys Tron Thr
1 5 10
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<2i0> 299

<211l> 10

<212» PRT

<213»> Artificial

220>
«223>» An artificially synthesized peptide sequence

<400> 299

rg Val Trp Thr Asp Ala Asn Leu Thr Ala

1 5 10
<210> 300
<21i> 10

<Z212» PRT
<213>» Artificial

<220
<223> An artificially synthesized peotide szquence

<400> 300

]

irp Ala Pro Leu Gly Thr Met Ala Leu Leu
5 10

[Regy

<210> 301
<z21i» 10
<212> PRT

<213> Artificial

<Z20>
<223» An artificialiy synthesized peptide sequence

<400> 301

Thr Giu Pro Tyr Cys Val Ile Ala Ala Val

i 5 14
<210> 302

<z21l1l> 10

<Z12> PRT

<213> Artificial

<220>
<223>» An artificially synthesized peptide sequence

<400> 302

Leu Glu Glu Pro Met Pro Phe Phe Tyr Leu

1 5 10
<210> 303

<21l» 10

<212> PRT

<213> Artificial
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<220>
<223> An artificially synthesized peptide sequence

<400> 303

Lew Glu Gly Pro Pro Ile Asn Ser Ser Val

1 5 10
<210> 304
<21i> 10
<212» PRT

<213» Arvificial

220>
<?223> An artificlally synthesized peptide seguence

<400> 304
Tyr Leu Lys Cys Cys Lys Ile Arg Tyr Cys

1 5 i0

210> 305
<2il>» 10
<212» PRT
<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 305

Val Lys Ile Phe Pro Arg FPhe Phe Met Val

1 5 10
<210> 306

<211> 9

<212> PRT

<213»> Artificial

<220>
<223> pmn artificially synthesized peptide sequence

<404> 306

Lys Ile Phe Pro Ser Lys Arg Ile Leu

i 5
<Z210> 307

<211i» 9

<212 PR

T
<213> Artificial

<223> An artificially synthesized peptide seguence

<400> 307
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Erg Gly Ser Val Leu Glu Gly Val Leu

1 )
<210> 308
<21i> 9

<212» PRT
<213>» Artificial

<220
<223» An artificially synthesized peptide seguence

<400> 308

Phe Leu Leu Leu Val Leu Leu Leu Leu

1 5
<210> 309

<211> 8

<212> PRT

<213> rtificial

<220>
<223>»> An artificially synthesized peptide ssguence

<400> 308

Ile Gly &sn Phe Ile Ile Glu Asn Leu
1 5

<210> 310

<Z1l> 9

<212> PRT

<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 310

Thr Ala Val Ala Val Val Glu Ile Leu
1 5

<Z210>
<21l>
<212» PRT

<Z13>» Artificial

WO L)

<220
<223>» An artificially synthesized peptide seguence

<400> 311

Asn Gln Ser Pro Val Arg Gin Val Leu
1 5

<210> 312
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<211>
<z21lz>
<Z213>

<Z20>
<223

<400>

Lys Gln Asp Thr Iyr Asp Val His Leu

1

<210>
<211>
<Z12>
<213>

<220>
<223>

<400>

Asp Tyr Glu Gly Ser Gly Ser Asp Ala

1

<zZ1i0>
<21i>»
<212>
<213>

<2720>
<223>

<400>

Gly Trp Leu Lleu Leu Asn Lys Pro Leu

¥

<210>
<21i>
<212>
C<213>

<Z220>
<223>

<400>

Ile Leu Pro Val Leu Gly Ala Val Leu

3

<210
<Z2LL>»
<2L2>
<213

<220>

9
PRT
Rrtificial

An artificially synthesized peptide sequence

312
5

313

9

PRT
Artificial

an artificially synthesized peptide sequence

313

5
314
9
PRT
Artificial

an artificially synthesized peptide sequence

314

5
315
g
PRT
Artificial

An artificially synthesized peptide segquence

315

5
316
9
PRT
ArTificial
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<223>» An artificially synthesized peptide seguence
<400> 316

Thr Ala Pro Pro Tyr Asp Thr Leu Leu
5

<210= 317
<Zil> 9
<212» PRT

<Z13>» Artificial

<220>
<223> BAn artificially synthesized peptide seguence

<400> 317

Val Val Leu Ser Leu Lys Lys Phe Lau
1 5

<210>
<211>
<212= FRT

<213> Artificial

(e BNV
[
o

<220
<223% BAn artificially synthesized peptide seguence

<400 318

la Leu Leu Phe Leu Leu Leu Val Leu

o)

= :)3

<211>
<212 PRT
<213» Rritificial

<210» 319
g

<220
<223» An artifiecially synthesized peptide seguence

<400> 319
Val Thr Asn Glu Ala Pro Phe Val Leu

1 5

<Z30> 320

<211 9

<212  PRT

<213> Artificial

<220
<223» An artificially syntheslzed peptide seguence

<400% 320

Ala Val Leu Ala Leu Leu Phe Leu Leu
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o)
{5

<210> 321
<211» 8
<212> PRT

<213> Artificial

<220>
<223» An artificially synthesirzed peptide seguence

<400> 321

hsp Thr Tyr Asp Val His Leu Ser Leu

1 5
<210> 322

<21i> 9

<212> PRT

<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 322

Gly Pro Leu Ala Ser Leu Leu Leu Leu

5
<210> 323
<2il>» 9
<212>» PRT
<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 323

Val Leu Asn Ile Thr Asp Lys Asp Leu

1 5
<210> 324

<21i> 8

<212> PRT

<213> Artificial

<Z220>
<Z223> An artificially synthesized peptide seguence

<400> 324

Ala Val Glu Lys Glu Thr Gly Trp Leu

1 5
<210> 325
<21l» 9
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<212>
<213>

[EVR SN

}
i

<220
<223>

400>

PRT
Artificial

An artificially syntheslzed peptide sequence

325

Asn Bsn Ils Tyr Glu Val Met Val Leu

1

<210>
<211>
<212>
<213>

<220>
<223>

<400

5

324

9

PRT
Artificial

An artificially synthesized peptide seguence

326

Leu Leu Leu Leu Gln Val Cys Trp Leu

i

210>
<211>
<z212>
<Z13>

<220%
<223>

<400

5

327
9
PRT

Errvificial

An artificially synthesized peptide seguence

327

Gly Cys Pro Gly Gln Glu Pro Ala Leu

)
i

A
A

A
RS IR S N

M

Sl i i
Lal ) 4 €3
AR

<220>
<223>

<400

Rn artificially synthesized peptide seguence

328

Giu Tyr Thr Leu Thr Tle Gln Ala Thr

1

<210>
<211>
<212>
213>

<220>
<R2E>

5
329
9
PRT
Artificial

Bn artificially synthesized peptide seguence
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<4d00> 329

Glu Thr val Gln Glu Arg Arg Ser Leu

1 5
<2i0= 330

<21i> 9

<212> PRT

<213> RArtificial

<220>
<223>» An artificially synthesized peptide segquence

<400> 330

Ser Tyr Arg lle Leu Arg Asp Pro Ala

il 5
<210> 331

<Z2il> &

<212 PRT

<213>» Artificial

<220
<223» An artificially synthesized peptide seguence

<400> 331

Gly Gln Val Thr Ala Val Gly Thr Leu
5

[y

<210> 332
<21i> 9
«<212» PRT

<213> Artificial

<22C>
<223> An artificlelly synthesized peptide seguence

<400> 332

Giy Ala Val Leu Ala Leu Leu Phe Leu

1 5
<210> 3233

<211» 9

<212> PRT

<213» Artificial

<220>
<223>» An artificially synthesized peptide segquence

<400> 333

ly ile Leu Thr Thr Arg Lys Gly Leu
5

= 0
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<2i0» 334

<2il> 9

<212> PRT

<213> Artificial

<Z220>
<223» An artificlally synthesized peptide sequence

<400> 334

His Pro Glu Ser Asn Gln Gly Ile Leu
5

e

<210> 335

<2il> @

<Z12>» PRT

<Z13> Artificial

<220>
<223>» An artificially synthesized peptide seguence

<400> 335

Val Leu Bla Leu Leu Phe Leu Leu Leu
1 5

<210> 336

211> 9

<212 PRT

<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 336

Glu Gly Asp Thr Val Val Leu Ser Leu
i 5

<210> 337
<Z21l>» 9
<212> PRT

<213» Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 337
Thr Tle Ser Val Ile Ser Ser Gly Leu
1

5

<210> 338
<Z1l» 9
<212> PRT
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<213> BArtificial

<Z220>
<223> An artificially synthesized peptide seguence

<400> 338

Val Leu Gly Ala Val Leu Ala Leu Leu

1 5
<210> 339
<21i>» 9

<212Z2> PRI
<213> Artificial

<2Z20>
<223> An artificially synthesized peptide sequence

<400> 339

Glu Trp Gly Ser Brg Phe Lys Lys Leu

1 5
<210> 340
<21il> 9

<212» PRT
<213> Artificial

<Z220>

«223> BAn artificially synthesized peptide segquence

=

<400> 340

Lys Val Val Glu Val Gln Glu Gly Ile

1 5
<210> 341

«21l>» 8

<21l2> PRT

<213> Artificial

<220>
<223>» An artificially synthesized peptide sequence

<400> 341

Thr Tyr Asp Val His Leu Ser Leu Ser

1 5
<210>» 342

<2il> &

<212> PRT

<213> Artificial

<220>
<223» BAn artificially synthesized peptide sequence
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<400> 342

Phe Tyr Ser Ile Thr Gly Pro Gly Ala

4

e

<210>» 343
<21i» 9
<Z212> PRY

<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 343

Ile Tyr Thr Iyr Asn Gly Val Val Ala

1 )
<210> 344
<21l>» 10

<Z212» PRT
<213> Artificial

<220>
<223> An artificially synthesized peptide seqguence

<400> 344

Phe Ile Leu Pro Val Leu Gly Ala Val Leu

L 5 10
<210> 345

«211> 10

<212> PRT

<213> Artificial

220>
<223> An artificially synthesized peotide seguence

<400> 345

Ala Val Leu Ala Leu Leu Phe Leu Leu Leu

1 5 10
<210>»> 346

<211> 10

<212> PRT

<213> Artificial

<220
<223> BAn artificially synthesired peptide sequence

<400> 346

Gly Thr Ile Ser Val Ile Ser Ser Gly Leun
T 5 10
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<Z10> 347

<Z1Il> 10

<212> PRT

<213> Artificial

<220>
<223> An artificially synthesized peptide seguence

<400> 347

Asp Tyr Glu Gly Ser Gly Ser Asp 2la Als

1 5 10
<210> 348
<211l= 10

<212> PRT
<213» Artificial

<220>
«223> An artificially synthesized peptide sequence

<400> 348

Thr Val Val Leu Ser Leu Lys Lys Phe Leu

1 5 10
<210> 349

<2il> 10

<21 2> PRT

<213» Artificial

<220>

<Z223> An artificially synthesized peptide sequence
<4Q0> 348

Phe Ala Val Glu Lys Glu Thr Gly Trp Leu

1 5 10
<210> 350

<Z2il> 10

<212> PRT

<Z213> Artificial

<220>
<223» An artificially synthesized peptide seguence

<400> 350

Ala Leu Leu Phe Leu Leu Leu Val Leu Leu

1 5 10
<210> 351
<211> 10

<212>» PRT
<213> Artificial
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<220
<223> An artificially synthesized veptide sequence

<400> 351

Ser Gln Glu Pro Lys Asp Pro His Asp Leu

1 5 10
<210> 352

<21i» L0

<212> PRT

<213> artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 352

Leu Ala Leu Leu Phe Leu Leu Leu Val Leu

1 5 10
<210> 353

<Z1il>» 10

<212> PRT

<213>» Artificial

<223> An artificially synthesized peptide sequence

Gly Ala Giu Gin Glu Pro Gly Gin Ala Leu
1 5 10

<210> 354

<211>» 10

<212> PRT

<213>» Arcificial

<220>
<223> An artificially synthesized peptide sequence

<400> 354

Giy Ala Val Leu Ala Leu Leu Phe Leu Leu

i1 5 10
<210> 355
<21i> 10

<Z212> PRT
<213> Artificilal

<220>
<223> An artificially synthesized peptide sequence

<440> 355
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Val Asn Glu Glu Gly Asp Thr Val Val Leu

1 S 10
<210> 356

<2il> 10

<212» PRT

<213» BArtificial

<220>
<223> An artificially synthesized peptide sequence

<400> 356
Asn ARla Val Gly His Glu Val Gln Arg Leu

1 5 i0

<2i0> 387

<211> 10

<21Z2» PRI

<213>» Artificial

<220>
<223>» An artificilally svnthesized peptide seguence

<400> 357

Thr Asn Glu Ala Pre Phe Val Leu Lys Lau

i1 5 10
<210> 358

<21i> 10

<212> PRT

<213> Artificial

<220>
<223>» An artificially synthesized peptide seguence

<400> 358

[

slu Asn Gln Lys Tle Ser Tyr Arg Ile Leu

1 5 10
<210> 359

<211> 190

<Z212> PRT

<213> Artificial

<ZZ0>
<2Z23» An artificially synthesized peptide sequence

<400> 359

Ser Leu Leu Leu Leu Gln Val Cys Trp Leu
1 S 10
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<210» 360

<211» 10

<212> PRT

<213» Artificial

<ZZ0>
<223> An artificially synthesized peptide ssquence

<430> 360
Gly Leu Glu Ala Arg Pro Glu Val val Leu

3 5 10

<210> 281

1 5 10
<210> 382
<Z211> 10

<212> PRT

<213> Artificial

<223> An artificially synthesized peptide sequence
<400> 362

Giy Leu Pro Rrg Gly Pro Leu Ala Ser Leu

1 g 10
<210» 363
<Z211> 10
<212» PRT

<233>» Artificial

<220>
<223» An artificially synthesized peptide sequence

<4G0> 363

Leu Pro Val Leu Gily Ala Val Leu Rla Leu
1 5 10

210> 364
<2il» 10
<212> PRT

<213> Artificial
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<220>
<223> An artificially synthesized peptide seguence

<400> 364

Gln Val Leu Asn Ile Thr Asp Lys Asp Leu

1 5 10
<210» 365
<211» 10
<212> PRT

<213» Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 365

Aia Val Glu Lys Gilu Thr Gly Tru Leu Leu

1 5 10
<210> 360
<211» 10
<212> PRT

<213> Artificial

<220
<223> BAn artificially synthesized peptide sequence

<400> 366

Ser Gily Gin Val Thr Ala Val Gly Thr Leu

1 5 10
<210> 367
<21li» 10
<212> PRT

<213» Artificial '

<220>
<223> An artificially synthesized pepiide segquence

<400> 387

Gln Gly Tle Leu Thr Thr Arg Lvs Gly Leu

1 5 10
<210> 368
<Z1l»> 10

<212> PRT
<213» Artificieal

<220
<2232>» An artificially synthesized peptide seguence

<400> 368
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Ser Pro Pro Thr Thr Gly Thr Gily Thr Leu

1 5 10
<210> 369
<211 10

<Z21l2» PRT
<213» Artificial

<220>
<223> An artificially synthesized peptide sequence

<4040> 3269

Rsn Ser Pro Ala Trp Arg Ala Thr Tyr Leu

1 5 10
<210> 370

<211l> 10

<212» PRT

<213> Artificial

< 220>
<223> BAn artificially synthesized peptide sequence

<400> 370

Gly Pro Phe Proc Gln Arg Leu Asn Gln Leu

1 5 10
<210> 371

<211l> 10

<212> ©PRT

<213> Artificial

<220
<223> An artificially synthesized peptide sequence

<400> 371

Glu Ile Gly Asn Phe Ile Ile Glu Asn Leu

1 5 i0
<210> 372

<2ll> 10

<212> PRT

<213» Aartificial

<220>
<223> An artificially synthesized peptide seqguence

<400> 372

Thr Thr Zla Val Ala Val Val Glu Ile Leu
1 5 10

<210» 373
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<211>
<212>
<213>

<220>
<223>

<400>

10
PRT
ABrtificial

An artificially synthesized peptide sequence

373

Tie Tyr Thr Tvr Asn Gly Val val Ala Tvr

4
}

<210>
<21ll>
<Z212>
<213>

<220>
<223>

<400>

Asp Tyvr Asp Tyr

s

<210>
<211>
<Z12>
<213>

<220
<223>

<400>

Zla Leu Phe Ser Cys Leu Phe Gly Ile

L

<Z210>
<21li>
C2iZ>
<213>

<220
<223>

<400>

Gly Leu Ahsn Pro Leu Thr Ser Tyr Val

1

<Z210>
<211>
<212>
<213>

<220>

5
374
16
PRT
Artificial

10

An artificially synthesized peptide seguence

374

5
375
9
PRT
Artificial

ieu Asn Glu Trp Gly Ser
10

An artificially synthesized peptide segquencs

375

5
376
g
PRT
Artificial

An artificially synthesized peptide sequence

376

)

377

9

PRT
Artificial
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<223> An artificially synthesized peptide seguence

Cys Leu Phe Gly Ile Cys Asp Ala Val

1 3
<210> 378
<Z2il» 9

<Z1izZ» PRT
<213> Artificial

<220
<223> An artificially synthesized pesptide seguence

<400> 378

Gln Met His Gly Arg Met Val Preo Val
1 5

<210> 379
<21l> @
<212> PRT
<213» Artificial

<220>

<223> An artificially synthesized peptide sequence

<400> 379

<210> 380

<211i> 9

<212» PRT

<213» Artificial

<220>
<223> An artificially synthesized peptide seguence

<400> 380

Trp Leu Val Pro Ile Gly Asn Cys Leu
i 5

<210> 381
<211> 9
<21Z> PRT

<213> Arvificial

<220>
«223> An arcificially synthesized peptide sequence

<400> 381

Lys Leu Ile Arg Asn Pro Asn Ser Leu
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joms
(2]

<210> 382
<21ll> 9
<z12» PRT

<213> Artificial

<Z220>
<223» An artificially synthesized pepitide sequence

<400> 382

Val Val Ile Leu Iie Ala Ala Phe Val
i S

<210> 383
<Z2ll> 9
<z2l2> PRT

<213> Artificial

220>
<223> An artificially synthesized veptide seqguence

<400> 383

Val Met Trp Glu Val Met Ser Tyr Glvy

i 5
<Zi0» 384

<2il> 9

<21i2> PRT

<213> Artificial
<220>

<223> An artificially synthesized peptide seguence
<400> 384

Giy Ile Giy Ser Gly Met Lys Tyr Leu

1 5
<210> 385
<Zil> 9

<212> PRT
<213>» Artificial

<220>
<Z223>» An artificially synthesized peptide sequence

<400> 385

Asn Iile Leu Vel Asn Ser Asn Leu Val

1 5
<210> 386
<Z2il» 9
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<212» PRY
«2i3» Artificial

<220
<223> An artificially synthesized peptide seguence

<400C> 386

Tnr Thr Lewy Glu Ala Val Val His Val
1 s}

<Zz10> 387

<211> 9

<212> PRT

<213» Artificial

<220
<223> An artificlially synthesized peptide sequence

<400> 387

Tyr Leu Leu Gly Val Val Leu Thr Leu

1 5
<210> 388

<2ilx 9

<212>» PRT

<Z213> Artificial

<220> ‘
<223» An artificially synthesized peptide sequence

<400> 388

Leu Tyr Leu Leu Gly Val Vai Leu Thr

1 5
<210> 389

<21l> 9

«<212> PRT

<213>» BArtificial

<220>
<223> An artificially synthesized peptide seguence

<400> 389

Val Met Glu Ser Leu Glu Gly Leu Leu
1 5

«210» 380

<211> 9

<212> PRT

<213» Artificial

<220>
<223> An artificially synthesized peptide sequence
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<400> 390

Leu Leu Gly Val Val Leu Thr Leu Leu

1 5
«210> 391

<211l> 10

<212» PRT

<213» Artificial

<220
<223> An artificially synthesized peptide seguence

<400> 381

Tyr Leu Leu Gly Val Val Leu Thr Leu Leu

1 5 10
<210> 392
<211» 10
<212>» PRT

<213> Artificial

‘

<220>
<223>» An artificially synthesized peptide sequence

<400> 392

Leu Zsn Leu Tyr Leu Leu Gly Val Val Leu

1 5 10
<210> 383
<21l> 10

<Z212» PRT
<213> Artificial

<220>
<223> An artificially syntheslized peptide seguence

<400> 3983

Len Ala Asn Thr Giu Pro Thr Lys Gly Leu

i 5 10
<210> 394

<21l> 10

<2)2» PRT

<213> Artificial

220>
<223> An artificially synthesized peptide sequence

<400> 394

Ser Ile Phe Val Arg Val Met Glu Ser Leu
1 S 10
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<210> 395

<211> ¢

<Z12> PRT

<213> Artificial

<220
<223> An artificially synthesized peptide sequence

<400> 385

Leu Tyr Leu Lys Leu Leu Pro Tyr Val

1 5
<210> 396

<21ll> 8

<212> PRT

<213> Artificial

<220
<223> An artificially synthesized peptide sequence

<400> 396

Iile Ser RAsn Glu Gly Asn Gin Asn Leun

1 5
<210> 397

<Zii» 9

<212> PRT

<213> Artificial
<220

<223> An artificially synthesized peptide seguence
<400> 387

Arg Ser Gly Trp His Thr Phe Pro Leu

i 5
<210> 3%8
<2li» 8

<Z12» PRT
<213> Artificial

<220>
<223> An artificially synthesized peptide seguencs

<400 398

Ala Ser Leu Trp Leu Tyr Leu Lys Leu
1 5

<2i0> 399
<2il» 8
<Z2iZ>» PRT

Page 143



<213>

<220
<223>

<400>

Arrificial

Zn artificially synthesized peptide segquence

399

Ala Tyr Leu Ala Gly Val Pro Gly Ser

4

<210>
<Z2il>
<212
<Z213>

<220
<223>

<400>

5
400
]
FRT
Ertificial

An artificially synthesized peptide sequence

400

Asn Met Val Glu Lys Arg Val Asp Leu

]
i

<210>
<211>
<212>
<213>

<220>
<223>

<440

5

401

9

FRT
Artificial

An artificially synthesized peptide seguence

401

Ala Met Val Thr Ala Leu Arg Lys Leu

&

<210>
<211>
<21Z>
<213>

<220>
<223>

<400>

5
402
g
PRT
Artificial

An artificially synthesized peptide sequence

402

Val Gln Cys Asp Ser Cys Gln Glu Leu

1

<210>
<21il>
<2id>
<213>

<2Z20>
<223>

=1

3

403

2

PRT i
Rrtificial

An artificially synthesized peptide seguence
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<400> 403

Bsn Ser Cys Cys Ile Pro Thr Lys Leu

1 5
<210> 404

<211>» 9

<212> PRT

<213> Artificial

<220>
<223» An artificially synthesized peptide sequence

<430> 404

Asn Tyr Cys Glu Gly Ser Cys Pro Ala
1 5

<2i0> 405
<2il> 9
<212> PRT

<213> Artificilal

<220>
<223> An artificially synthesized peptide sequence

<A00> 405

Phe Val Val Gln Ala Ser Leu Trp Leu

1 5
<210> 406
<211>» 9

<212> PRT
<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 406

Val Asn Gin Tyr Arg Met Arg Gly Leu

1 5
<2i0> 407

<211> 9

<212» PRT

<213> Artificial

<220>
<223>» An artificially synthesized peptide sequence

<400> 407

Gln Phe Phe Ile Asp Phe Arg Leu Ile
1 5
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<210> 408

<211> 9

<21l2» PRT

<213> Artificial

<Z220>
<223> An artificially synthesized peptide sequence

<400> 408

Leu Leu Leu Leu Ala Ala Gly Trp Leu

1 5
<210> 409

<211l> 8

<212> PRT

<213> Artificial

<220>
<223» An artificially synthesized peptide seguence

<400> 409

Gln Gln Phe Phe Ile Asp Phe Arg Leu

1 5
<210> 410
<211> 9

<Z212> PRT
<Z213> Artificial

<220
<Z23>» An artificially svnthesized peptide seguence

<400> 410

Asn Leu Phe Val Val Gln Ala Ser Leu

1 S
<210> 411
<2i1l> 9

<212> PRT
<213> Artificial

<220>
«223» An artificially synthesized peptide segquence

<400> 411

Tyr Tyr Gly Asn Tyr Cys Glu Gly Ser

1 5
<210> 412

<211> 10

<212> PRT

«213> artificial
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<220>
<223>» An artificially synthesized peptide segquence

<400> 412

Gin Asn Leu Phe Val Val Gln Ala Ser Leu

1 5 10
<210> 413

<211> 10

<212> PRT

<213> rtificial

<220

<223> An artificially synthesized peptide sequence
<400> 413

Asp Val Gln Cys Asp Ser Cys Gln Glu Leu
1 5 10

<212> PRT
<213> Artificial

<220
<223> An artificially synthesized peptide seguence

<A00> 414

Val Val Gln Rla Ser Leu Trp Leu Tyr Leu

1 5 10
<210> 415

<211l> 10

212> PRT

<2313> Artificial

<220
<223> An artificially synthesized peptide sequence

<400> 415

Leu Tyr Phe Asp Asp Glu Tyr Asn Ile Val

1 5 10
<21i0> 4lg
<2il> 10
<212» PRT

<213>» Artificial

<220>
<223>» An artificially synthesized peptide sequence

<4Q0> 416
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Phe Pro Leu Thr Glu Ala Ile Gin Ala Leu

1 5 10
<210> 417

<211»> 10

<212> PRT

<213» Artificial

<220>
<223> An artificlally synthesized peptide segquence

<400> 417

Erg Thr Asn Leu Cys Cys Arg $ln Gln Phe

1 5 10
<210> 418
<21li> 10
<212» PRT

<21i3> rtificial

<220>
<223» An artificially synthesized peptide sequence

<400> 418
Ala Bla Met Val Thr &la Leu Arg Lys Leu

i 5 10

<210> 419
<2il> 10
<212> PRI
<213> Artificial

<220>
<223> An artificially synthesized peptide seguence

<400> 419

Val Asn BSer Cys Cys Ilie Pro Thr Lys Leu

1 5 10
<210> 420
<211> 10
<212>» PRT

<213> Artificial

<223> An artificlally synthesized peptide secuence
<400> 420

Cys Leu Leu Leu Leu Ala Ala Gly Trp Leu
i [ 1o
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<210
<211
<21i>
<213>

<220
<223

<405

Artificial

An artificially synthesired peptide seguence

421

Val Val Asn Gln Tyry Arg Met Arg Gly Leu

1

<210>
<Z21lt>
<212>
<2L3>

<Z20>
<223»

<400

5 10

422

g

PRT
Artificial

An artificlally synthesized peptide sequence

422

Asp Gly Leu Ala Ser Ser Arg Val Arg Leu

<400>

5 10
423
10
PRT
Artificial

mn artificially synthesized peptide seguence

423

Gly Leu Glu Cys Asp Gly Arg Thr Asn Leu

1

<210
<211>
<2125
<213>

<220>
<223>

<400>

5 10

424

10

DRT
Artificial

An artificially synthesized peptide sequence

424

ksn Tyr Cys Glu Gly Ser Cys Pro Ala Tyr
. -

<210>
<21il>
<Z2iZ>
<213>

5 10

Page 149



<220>
<223> Rn artificially synthesized peptide sequence

<400> 425

Bla Ser Leu Trp Leu Tyr Leu Lys Leu Leu

i 3 10
<210> 426
<2ix> 10
<212 PRT

<213> Artificial

220>
«223> An artificially synthesized peptide sequence

<400> 426

Trp Asn Met Val Glu Lys Arg Val Asp Leu

i 5 10
210> 427
<211l> L0

<Z12> PRT
<213» Artificial

<220> A
<223> BAn artificially synthesized peptide seguence

<400> 427

Phe Leu Glu Ala Val Lys Arg His Ile Leu

1 5 i
<2310> 428
<211i>» 10

<212> PRT
<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 428

Tyr Cys Glu Gly Ser Cys Pro Ala Tyr Leu
1 5 10

<210> 429
<21i> 10
<212>» PRT
<213> Artificial

220>
<223> Bn artificially synthesized peptide seguence

<400> 428
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Ala Val Lys Arg His Ile Leu Ser Arg Leu

1 5 10
<210> 7 430
<z21l1l>» 10

<212> PRT
<213» Artificial

<z220>
<223> An artificially synthesized peptide seguence

<400> 430
Gln Ala Ser Leu Trp Leu Tyr Leu Lys Leu

1 5 i¢

<210> 431
<211= 106
<21Z> PRT
<213> Artificial

<220
<223> An artificially synthesized peptide seguence

<400> 431

Gly Tyr Tyr Gly Asn Tyr Cys Glu Gly Ser

1 5 10
<210> 432
211> 10

<212» PRT
<213>» Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 432

IL.eu Tyr Phe Phe Ile Ser Asn Glu Gly ARsn

1 5 10
<210> 433
<21i> 10

<212> PRT
<213> Artificial

<ZZ0>
<Z223> An artificially syntheslzed peptide seguence

<400> 433

Tyr Tyr Gly Asn Tyr Cys Glu Gly 3Ser Cys
1 5 10

<Z210> 434
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<Zil> &
<212> PRT
<213> Artificial

<220>
<223> An artificially synthesized peptide sequence

<400> 434

Ile Leu Leu Leu Leu Ala Ser Ile Ala
1 5
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