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Cowpox virus strain Germany _1980_EP4, complete genome
Cowpox virus strain France_2001_Nancy, complete genome
Vaccinia virus GLV-1h68, complete genome

Vaccinia virus Ankara strain chorioallantois vaccinia virus Ankara
(CVA), complete coding genome

Vaccinia virus strain MVATGN33.1 Modified Virus Ankara, complete
genome

Vaccinia virus strain Lister clone VACV 107, complete genome
Vaccinia virus strain DUKE, complete genome

Vaccinia virus strain AGR-MVA-572pre genomic sequence
Vaccinia virus strain MV A-BN genomic sequence

Vaccinia virus strain MV A-572 genomic sequence

Vaccinia virus strain MV A-1721 genomic sequence

Horsepox virus isolate MNR-76, complete genome

Variola virus strain Syria 1972 V72-199, complete genome
Variola virus strain Sumatra 1970 V70-222, complete genome
Variola virus strain Somalia 1977, complete genome

Variola virus strain Pakistan 1969 (Rafig Lahore), complete sequence
Variola virus strain Nepal 1973, complete genome

Variola virus strain Iran 1972 2602 Tabriz, complete genome

Variola virus strain India 1964 7125 Vellore, complete genome
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Variola virus strain India 1964 7124 Vellore, complete genome
Variola virus strain Germany 1958 Heidelberg, complete genome
Variola virus strain Congo 1970, complete genome

Variola virus strain China Horn 1948, complete genome

Variola virus strain Bangladesh 1975 v75-550 Banu, complete genome
Variola virus strain Afghanistan 1970 Variolator 4, complete genome
Variola virus strain Yugoslavia 1972 V72-164, complete genome
Variola virus strain United Kingdom 1952 Butler, complete genome

Variola virus strain United Kingdom 1947 Higgins (Staffordshire),
complete genome

Variola virus strain United Kingdom 1946 Hinden (Middlesex), complete
genome :

Variola virus strain United Kingdom 1946 Harvey, complete genome
Variola virus strain Tanzania 1965 kembula, complete genome
Variola virus strain Sumatra 1970 V70-228, complete genome
Variola virus strain Sudan 1947 (Rumbec), complete genome
Variola virus strain Sudan 1947 (Juba), complete genome

Variola virus strain Somalia 1977 (V77-1605), complete genome
Variola virus strain Somalia 1977 (V77-1252), complete genome
Variola virus strain Sierra Leone 1969 (V68-258), complete genome

Variola virus strain South Africa 1965 (103 T'vaal, Nelspruit), complete
genome

Variola virus strain South Africa 1965 (102 Natal, Ingwavuma), complete
genome

Variola virus strain Niger 1969 (001, importation from Nigeria), complete
genome

Variola virus strain Kuwait 1967 (K1629), complete genome

Variola virus strain Korea 1947 (Lee, Masterseed), complete genome
Variola virus strain Japan 1951 (Stillwell, Masterseed), complete genome
Variola virus strain Japan 1951 (Harper, Masterseed), complete genome
Variola virus strain Japan 1946 (Yamada MS-2(A) Tokyo), complete
genome

Variola virus strain India 1953 (New Delhi), complete genome

Variola virus strain India 1953 (Kali-Muthu-M50 Madras), complete
genome
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Variola virus strain Guinea 1969 (005), complete genome

Variola virus strain Ethiopia 1972 (Eth17 R14-1X-72 Addis), complete
genome

Variola virus strain Ethiopia 1972 (Eth16 R14-1X-72 Addis), complete
genome

Variola virus strain Congo 9 1970 (v74-227 Gispen), complete genome
Variola virus strain Bangladesh 1974 (Solaiman), complete genome
Variola virus strain Bangladesh 1974 (Shahzaman), complete genome
Variola virus strain Bangladesh 1974 (nur islam), complete genome
Variola virus strain Brazil 1966 (v66-39 Sao Paulo), complete genome
Variola virus strain Botswana 1973 (v73-225), complete genome
Variola virus strain Botswana 1972 (v72-143), complete genome
Variola virus strain Benin, Dahomey 1968 (v68-59), complete genome
Taterapox virus strain Dahomey 1968, complete genome

Cowpox virus strain Germany 91-3, complete genome

Vaccinia virus strain Acambis clone 2000, complete genome

Vaccinia virus strain Acambis clone 3, complete genome

Vaccinia virus strain 3737, complete genome

Rabbitpox virus, complete genome

Vaccinia virus strain Acambis 3000 Modified Virus Ankara (MVA),
complete genome

Vaccinia virus strain LC 16m8, complete genome

Vaccinia virus strain LC 16mO, complete genome
Vaccinia virus strain Lister, complete genome

Camelpox virus M-96 from Kazakhstan, complete genome
Ectromelia virus strain Moscow, complete genome
Camelpox virus CMS, complete genome

Vaccinia virus strain Ankara, complete genomic sequence
Vaccinia virus WR, complete genome

variola minor virus complete genome

Variola virus Somalia-1977 left variable region

Variola virus Garcia-1966 left near-terminal region
Variola virus Congo-1965 left near-terminal region
Variola virus DNA complete genome

Vaccinia virus (strain Tian Tan) complete genome

Variola major virus (strain Bangladesh-1975) complete genome
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£il335691{M22812.1 Vaccinia virus genome, left end

£i335317IM35027.1 Vaccinia virus Copenhagen, complete genome
gi|325559026/HQ420899.1 Cowpox virus strain Norway 1994 _MAN, complete genome
£i[325514012|HQ407377.1 Cowpox virus strain Austria 1999, complete genome
£i1325559238/HQ420900.1 Cowpox virus strain UK2000_K2984, complete genome
£i30795158|AF482758.2 Cowpox virus strain Brighton Red, complete genome
£il325557737HQ420893.1 Cowpox virus strain Finland_2000_MAN, complete genome
£i|68449479|DQ011157.1 Monkeypox virus strain USA_2003_039, complete genome
£i|68449280|DQ011156.1 Monkeypox virus strain Liberia_1970_184, complete genome
£il68448677|DQO011153.1 Monkeypox virus strain USA_2003_044, complete genome
£il59858806|AY753185.1 Monkeypox virus strain COP-58, complete genome
gi|58220470|AY741551.1 Monkeypox virus isolate Sierra Leone, complete genome
£il51342166|AY603973.1 Monkeypox virus strain MPXV-WRAIR7-61, complete genome
£i[30519405|X94355.2 Cowpox virus strain GRI-90, complete genome
2il323098609|HQ857563.1 Monkeypox virus strain D14L knockout, complete genome
gi323098410HQ857562.1 Monkeypox virus strain V79-1-005, complete genome
gi|300872625|HM172544.1 Monkeypox virus strain Zaire 1979-005, complete genome
gi[56236951]AY743598.1 Monkeypox virus strain Congo-8, partial
2il68449077|DQ011155.1 Monkeypox virus strain Zaire _1979-005, complete genome
2i|68448876/DQ011154.1 Monkeypox virus strain Congo_2003_358, complete genome
Monkeypox virus strain Zaire-96-1-16, complete genome

gil17529780|AF380138.1
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