
1 
SEQUENCE LISTING 

<110> EUROIMMUN Medizinische Labordiagnosti ka AG 

<120> Assay for the diagnosis of dermatophytosis 

<130> 14PP038EP 

<160> 30 

<170> Patentln version 3.5 

<210> 1 
<211> 220 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Consensus sequence of nucleic acid to be amplified 

<220> 
<221> misc_feature 
<222> (4)..(8) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<22 2> (14)..(14) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (20)..(23) 
<223> n is a, c, g, ort 

<220> 
<221> misc_feature 
<22 2> (27)..(28) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (30)..(31) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (33)..(35) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (38)..(43) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (45)..(45) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (47)..(49) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
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2 
<22 2> (60)..(61) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (63)..(64) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (73)..(73) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (76)..(76) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (80)..(83) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (85)..(86) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (92)..(92) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (95)..(97) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (106)..(107) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (109)..(109) 
<223> n is a, c, g, or t 

<220> 
<221> misc„feature 
<222> (113)..(116) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (119)..(119) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (121)..(121) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (124)..(125) 
<223> n is a, c, g, or t 
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<220> 
<221> misc_feature 
<222> (127)..(127) 
<223> n is a, c, g, 

<220> 
<221> misc_feature 
<222> (135)..(136) 
<223> n is a, c, g, 

<220> 
<221> misc_feature 
<222> (138)..(139) 
<223> n is a, c, g, 

<220> 
<221> misc_feature 
<222> (146)..(149) 
<223> n is a, c, g, 

<220> 
<221> misc_feature 
<222> (153)..(155) 
<223> n is a, c, g, 

<220> 
<221> misc_feature 
<222> (158)..(163) 
<223> n is a, c, g, 

<220> 
<221> misc_feature 
<222> (167)..(167) 
<223> n is a, c, g, 

<220> 
<221> misc_feature 
<222> (169)..(169) 
<223> n is a, c, g, 

<220> 
<221> misc_feature 
<222> (182)..(183) 
<223> n is a, c, g, 

<220> 
<221> misc_feature 
<222> (186)..(186) 
<223> n is a, c, g, 

<220> 
<221> misc_feature 
<222> (189)..(189) 
<223> n is a, c, g, 

<220> 
<221> misc_feature 
<222> (191)..(191) 
<223> n is a, c, g, 

<220> 
<221> misc_feature 
<222> (193)..(194) 
<223> n is a, c, g, 

<220> 
<221> misc_feature 
<222> (200)..(201) 

3 

or t 

or t 

or t 

or t 

or t 

or t 

or t 

or t 

or t 

or t 

or t 

or t 

or t 
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4 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (204)..(204) 
<22 3> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (206)..(208) 
<223> n is a, c, g, or t 

<220> 
<221> nrisc_feature 
<222> (213)..(214) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<22 2> (216)..(216) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (219)..(219) 
<223> n is a, c, g, or t 

<400> 1 
caennnnnta accntacccn nnntccnngn ngnnnggnnn nnnancnnnt ggattatggn 60 

ntnnttcgtg gantanggtn nnnanncgat cntgnnnatg gcactnntng gtnnnntgng 120 

ncanntncca aaagnngnng cagggnnnna ccnnnttnnn nnntggnang gtgtaggcaa 180 

tnnttntgng ncnncatcgn ngangnnnat cgnngnagna 220 

<210> 2 
<211> 304 
<212> DNA 
<213> Artificial sequence 

<220> 
<223> Target sequence from T. tonsurans 

<400> 2 
cacgcttata accgtacccg agatccttgg cgtacggatg cataacggct ggattatggg 60 

ctccttcgtg gattatggtc gagacgcgat cttgatgatg gcacttatcg gtgagatgag 120 

gcagttgcca aaagatgttg caggggaaga ccgaattcat ggctgggagg gtgtaggcaa 180 

tagttctggg acggcatcgt cgatgtttat cgtagcagaa ccactgaaca gggccaccct 240 

ctgaaacgga tgctttggaa atcgagtaga gatgcatgga aacctccttc ctggttgcag 300 

aatc 304 

<210> 3 
<211> 304 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Target sequence from T. equinum 

<400> 3 
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5 
cacgctcata accgtacccg agatccctgg cgtgcggacg cataacggct ggattatggg 60 

ctccttcgtg gattatggtc gagacgcgat cttgatgatg gcacttatcg gtgagatgag 120 

gcagttgcca aaagatgtag caggggaaga ccgaattcat ggctgggagg gtgtaggcaa 180 

tagttctggg acggcatcgt cgatgtttat cgtagcagaa ccactgaaca gggccaccct 240 

ctggaacgga tgctttggaa atcgagtaga gatgcatgga aacctccttc ctggttgcag BOO 

aatc 304 

<210> 4 
<211> 304 
<212> DNA 
<213> Artificial sequence 

<220> 
<223> Target sequence from T. interdigitale (anthrophilic + zoophilic), 

I, IX, II, III-*, IV, M 

<400> 4 
cacggtaata accgtacccg aggtccccgg cgtgcggact cataacggct ggattatggg 60 

ctccttcgtg gattatggtc gagacgcgat cttgaccatg gcacttcttg gtgagatggg 120 

gcagttgcca aaagatgtcg cagggaaaga ccgaattcat ggctgggagg gtgtaggcaa 180 

tagttctgcg acggcatcgt cgatgtttat cgtggcagaa ccacttaaca gggccaccct 240 

ctgaaacgga tgctttggaa atcgagttga gatgegegga aacctccttc ctggttgcag 300 

gate 304 

<210> 5 
<211> 243 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Target sequence from T. benhamiae (yellow) 

<400> 5 
ctccggtgag agagtgcaat tgcacgatcg taaccgtacc ccaagtcctt gcagaacggt 60 

gtaacaaccc ttggattatg gagtaattcg tggattatgg tgtcgacacg atcctggcca 120 

tggcacttat tggtttggtg gggcagttgc caaaagatgg agcaggggaa gaccgagttc 180 

tcgcctggaa gggtgtaggc aatgattttg ggcctacatc ggtgacgtgc atcggagcag 240 

tac 243 

<210> 6 
<211> 243 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Target sequence from T. benhamiae (white) 

<400> 6 
ctctggtgag agagtgcagt tgcacgattg taaccatacc catggtcctt gcagtgcggt 60 

gtgacagcat ttggattatg ggctccttcg tggattacgg tcccgacacg atcctgacga 120 
4046025_1 



6 

tggcactcat tggtgcggtg gggcagttgc caaaagaggg agcaggggtg aacctcattc 180 

ctagctggaa aggtgtaggc aatggttctg ggactgcatc ggcgaggacc atcggagcag 240 

<210> 7 
<211> 243 
<212> DNA 
<213> Artificial sequence 

<220> 
<223> T. benhamiae (African) 

<400> 7 
ctcttgtgag agagtgcagt tgcacgctga taaccgtacc catggtcctt gcagtgcggc 60 

ttgacaacac ttggattatg ggctccttcg tggactacgg tcccgatacg atcctgacga 120 

tggcacttat tggtgcggtg gggcagttgc caaaagatgt cgcaggggtg aacctcattc 180 

ctagatggaa aggtgtaggc aatggttctg ggaccgcatc ggcgaggacc atcggagcag 240 

<210> 8 
<211> 243 
<212> DNA 
<213> Artificial sequence 

<220> 
<223> Target sequence from T. concentricum 

<400> 8 
ctccggtgag agagtgcagt tgcacgattg taaccgtacc ccaagtcctt gcagaacggt 60 

gtaacaacac ttggattatg gagtaattcg tggattatgg tgtcgacacg atcctggcca 120 

tggcacttat tggtttggtg gggcagttgc caaaagttgg ggcaggggaa gaccgagttc 180 

tcgcctggaa gggtgtaggc aatggttctg ggcctacatc ggtgacgtgc atcggagtag 240 

<210> 9 
<211> 242 
<212> DNA 
<213> Artificial sequence 

<220> 
<223> Target sequence from T. erinacei 

<400> 9 
ctcccgtgag agagtgcagt tgcactactg taaccgtacc catggtcctt gcagtgtggg 60 

ttagcaacat ttggattatg gagtgcttcg tggattacgg tcccaacacg atcctgacca 120 

tggcacttct tggttttgtg cgccatattc caaaagatgg ggcaggggtg aacctcattg 180 

ttagatggaa gggtgtaggc aatggttctg ggaccgcatc ggcgaggacc atcggagcag 240 
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<210> 10 
<211> 17 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Universal forward primer (Trichophyton tonsurans, Trichophyten 

equinum, Trichophyton interdigitale (antrophilic + zoophilic) I, 
XX XXX xxx-if XW H/A II, III, III*, IV, M) 

<400> 10 
gggagggaga ctagttg 17 

<210> 11 
<211> 15 
<212> DNA 
<213> Artificial sequence 

<220> 
<223> Universal forward primer (Trichophyton benhamiae (yellow), 

Trichophyton benhamiae (white), Trichophyton benhamiae (African), 
Trichophyton concentricum, Trichophyton erinacei) 

<400> 11 
gcatttccca tggct 15 

<210> 12 
<211> 17 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Universal reverse primer (Trichophyton tonsurans, Trichophyten 

equinum, Trichophyton interdigitale (antrophilic + zoophilic) I, 
II, III, III*, IV, M) 

<400> 12 
aatttttcgc cgccaag 17 

<210> 13 
<211> 15 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> universal reverse primer (Trichophyton benhamiae (yellow), 

Trichophyton benhamiae (white), Trichophyton benhamiae (African), 
Trichophyton bullosum, Trichophyton concentricum, Trichophyton 
erinacei; 

<400> 13 
tggctctgtt acgtg 15 

<210> 14 
<211> 23 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Trichophyton tonsurans probe 

<400> 14 
gatccttggc gtacggatgc ata 23 
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<210> 15 
<211> 16 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Trichophyten equinum probe 

<400> 15 
agatccctgg cgtgcg 16 

<210> 16 
<211> 18 
<212> DNA 
<213> Artificial sequence 

<220> 
<223> Trichophyton interdigitale (antrophilic + zoophilic) I, II, III, 

III*, IV, M probe 

<400> 16 
gagatgcgcg gaaacctc 18 

<210> 17 
<211> 27 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Trichophyton benhamiae (yellow) probe 

<400> 17 
gtgtaggcaa tgattttggg cctacat 27 

<210> 18 
<211> 25 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Trichophyton benhamiae (white) probe 

<400> 18 
tgcagtgcgg tgtgacagca tttgg 25 

<210> 19 
<211> 19 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Trichophyton benhamiae (african) probe 

<400> 19 
cagtgcggct tgacaacac 19 

<210> 20 
<211> 20 
<212> DNA 
<213> Artificial Sequence 

<220> 
404602 5__1 



<223> AAAGTT GGGGCAGGGGAAGA 
9 

<400> 20 
aaagttgggg caggggaaga 

<210> 21 
<211> 25 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Trichophyton erinacei probe 

<400> 21 
ttgcagtgtg ggttagcaac atttg 

<210> 22 
<211> 220 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Consensus sequence 

<220> 
<221> misc_feature 
<222> (4)..(8) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (14)..(14) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (20)..(23) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (27)..(28) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (30)..(31) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (33)..(35) 
<223> n is a, c, g, or t 

<220> 
<221> mi sc_featu re 
<222> (38)..(43) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (45)..(45) 
<223> n is a, c, g, or t 

<220> 
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10 
<221> misc_feature 
<222> (47)..(49) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (60)..(61) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (63)..(64) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (73)..(73) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (76)..(76) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (80)..(83) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (85)..(86) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (92)..(92) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<22 2> (95)..(97) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (106)..(107) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (109)..(109) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (113)..(116) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (119)..(121) 
<223> n is a, c, g, or t 

<220> 
< 2 21> mis c_featu re 
<222> (124)..(125) 
<223> n is a, c, g, or t 
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<220> 
<221> misc_feature 
<222> (127)..(127) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (135)..(136) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (138)..(139) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (146)..(149) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (153)..(155) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (158)..(163) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (167)..(167) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (169)..(169) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (182)..(183) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (186)..(186) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (189)..(191) 
<223> n is a, c, g, or t 

<220> 
<221> misc„feature 
<222> (193)..(194) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (200)..(201) 
<223> n is a, c, g, or t 

<220> 
<221> mi sc_feature 
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12 
<222> (204) .. (204) 
<223> n is a, c, g, or t 

<220> 
<221> rrrisc„feature 
<222> (206)..(208) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (213)..(214) 
<223> nisa, c, g, ort 

<220> 
<221> misc_feature 
<222> (216)..(216) 
<223> n is a, c, g, or t 

<220> 
<221> misc_feature 
<222> (219)..(219) 
<223> n is a, c, g, or t 

<400> 22 
cacnnnnnta accntacccn nnntccnngn ngnnnggnnn nnnancnnnt ggattatggn 60 

ntnnttcgtg gantanggtn nnnanncgat critgnnnatg gcactnntng gtnnnritgnn 120 

ricanntncca aaagnngnng cagggnnnna ccnnnttnnn rinntggriang gtgtaggcaa 180 

tnnttntgnn ncnncatcgn ngangnrinat cgnrignagna 220 

<210> 23 
<211> 20 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Primer 

<400> 23 
ctggccatgg cacttattgg 20 

<210> 24 
<211> 28 
<212> DNA 
<213> Artificial sequence 

<220> 
<223> Probe 

<400> 24 
gatgtaggcc caaaatcatt gcctacac 28 

<210> 25 
<211> 22 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Probe 

<400> 25 
ctgccccaac ttttggcaac tg 22 
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<210> 26 
<211> 21 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Probe 

<400> 26 
taggcaatga ttttgggcct a 21 

<210> 27 
<211> 20 
<212> DNA 
<213> Artificial sequence 

<220> 
<223> Probe 

<400> 27 
catcggcgag gaccatcgga 20 

<210> 28 
<211> 22 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Probe 

<400> 28 
gcaatggttc tgggcctaca tc 22 

<210> 29 
<211> 243 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Sequence from T, rubrum 

<400> 29 
cttttgtgag agagtccagt tgcacgcctg taaccgtacc cgaagtcctt gcagtacggt 60 

ttggccacat ttggattatg gagtgcttcg tggactatag tggtgacacg atcctgacca 120 

tggcacttat tggtccagtg gggtagttgc caaaaggggc cgcaggggaa gaccgcattc 180 

tgaattggaa gagtgtaggc aatggttctg ggcctacatc ggtgatgcat atcggagcag 240 

<210> 30 
<211> 243 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Sequence from T. verrucosum 

<400> 30 
ctattgggag ggagtccagt tgcactcctg taaccgtacc catggtcctt ggcgtgcggg 60 
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14 
gacataacat ttggattatg ggctcettcg tggattacgg teccaacacg atcctgacga 120 

tggcactcct tgttgacgtg gggcagttgc caaaaggggg ggcaggggaa gaccgaattc 180 

atagatggaa gggtgtaggc aatggttctg ggactgcatc ggcgatattt atcggagcag 240 
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