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Fig. 8

Wed Apx 23, 2020 20:13 CEST
BecNLuc-WT.ape from 1 to 638
nligmment to

SecNLuc-U-depleted.ape-—- Matches:554
SecNLuc-UC-depleti ien.ape~— Matche
SecNluc-UG-deplation. ap Matchs
Ssciluc-C-depletion.ape Matches: 616; Mismatches:22;

; Mismatches:44; Gaps:0; Unattempted:0

34; Mismatches:104; Gaps:0; Unattempted:0
:54€; Mismatches:$2; Gaps:0; Unattempted:

sape:i; Unatbemptsd:o

SscNLuc-C2-depletion.ape-— Matches:577; Mismatches:&l; nattempted: 0
* B 4 « + - * * B A

1> GOCAAA G GO CAC AT AR T OO T PO T CCACARGCCCCT TCCCCCACTT CCCTTCTCCCTOONEETONT
1>GGGAAM A TGAAC TP TCCACARGCGCCT TCGECCAGTRGC CTTCTCCoTEEE L TG ToCTEETE rs
1>GECARACG cx\’f‘cmx\%"ﬂu‘cﬁcm‘m«tcaaﬁ I, - 1“%@ e TEGTE

1>GGEGARAC CAC TCEERCCAGTHETCT
1> TTCTECATARG GETOCAGTTGS Fﬂ'ﬂ- ;
1>GEEARR oA CARGCGORITTCGETOCAGT :‘Gcgwu
“ { . N . . « « ® p

100> GG T oA LA OO T OO0G A TG A A A A LA A A TS AC ARG L0 TIGAACAGGGAGOTGIGTCCAGTTIONIIC 200
101>CCAGTCTTCACACTCGAAGA CTGGEGACAGATAGLOFG L TATARCCTSBACCARGTCCT] Gmu.«@s%eeﬁe*smcx EreEe200
101>CCAGTL CTTCACA sacrecBeacasacaccecBracancerseaconrBercorgealcacecaceiisToREacs@rs B> 200
101>cC BeacTeeceacAACAGCCEECTACAACCTEGACCARGTCOTEGART ﬁccpacﬁs ¥rcoacEErBroEc>2o0
1061>CCAGTUTTCACACT CEARGAT PEGCEACAGACACCRGORIIAC ARG CTGOACCARG T CTTGAACAGGEAGETGIGTCCAGTT TG TIPS 200
101>CC}\GTET’“CACAC"§GMGA-’J CECGACAGACAGNREATAC AR EEACCAAGTECTTGAACAGGGAGETCTCIIIAGTTTGTTTC>2 00

* x & + +* > > * x *
2061 >AGAAYCYCHGGOTGTCCOTARCTUCRATCOARAGEAT ICTCC TGACCCCRGAAAATGCOCTGARGAR CORCAYCOAR GYCAYCATCCCGTATAARGETET> 300

T TETCOCGTARCSTOC CTCCTCAGCGCRGAAAARGGGC IGAAGAT CGACAT CCARGTCAT CAT COCGT ARG AR kT/"}OO
201>asnagcTBeccerolB oA *‘gr a\ A“A GTCCTERGCHERGERARGGGUTGARGAT LGACATCCARGTCATCATCCCR P ARG A G uﬁm >300
a@crecelleriroceranciociaTocanach CGE‘; saRorBaafrceacarceaiiercarcazcociira m‘-‘aAG'“,;,CT)q
201 >AGRATCTCEEEETETCCETAA '_'*"L'.IL'.IF'AT".’L'.‘ARAGGA GTCCTGAGCGETGAABATGEEUTGAUGATCGACATCCATETC AT\.“A‘Z’L‘,’C
201>ACAATCTHECEETENRRET AR TCoEa TR AR AGEATTC T U TGAGCGETGAARATEEECTEAAGRTGACA TR A TE TR Tla Tl C"G’K‘ATL:AAGGI‘CT>3OO

B P s 5 s 4 N B . .

301>CAGCCEOCCACCARATGOCCGAGATCGARMARAT TT T PARGH Y GET N TACCC TG TGUATGATCATCAC T T TAACCECAT CCTCOACTATCOCACACTCGTA> 4 00

301 >GAGCEECEACCARATGGGCCAGATGAAAAAATETTRAAGETGGTGTACC ) r"r.-jg §§\ACTT GETGATCCTGCACTABGGCACACTGETA> 400
GGA

201> clcaccafarcecBoacarocafrrBarErlsncorceremacecie CACTTBAAGSTGATCCTECACTARscRACA Fﬁrgnoo
3015 CGACCARATGEGCCARATCSARAARATETT] L@GTEG”E cocierl CACTT A&JIE@\ cor§eacralgsscacactisTa>400
301>saseesficaccarareeeloacaTesnn PPPTARGET CCCTGTGEATGATCATCACT DT, TGCACTATGORACACTEETA> 400
301>GAGCGG‘GACCAAA”GGGRL‘A TRCAARAAATTTFTARGGTGETGTACCCTSTSGATSAT :Ar«:A»rrr}sAGGrGrsrﬁc'rGu.nu ATGGRACACTGGTA> 400

» « « < « - - X . «
401> ATCOACGOHGT EACGCCOARCATAATCOACTATTTCCGACTECCETA] GETAACAGGGACCCTAT> $00
$01>ATCEACGEE CECCGAACATS »csmm@mcseﬁpespwrﬂg ATCEUCGTS CGGCARDAAGATCACTETAACAGEGACCUTGT>S00
401> ATCGACGGGGTEAC n ATGATCGACTABTTCE AR u. caBecBarcscBers: GEnaBracarcacBerBacaceeacBorerssoo
401>APCGACGERGTHEA * ""“A’T‘GAE‘CGA‘,‘IA“TT.‘C Yol FAAGGC."“GCCGTE ceananaffarcacferancacefaccerfr-soo
401> ATCHACGEEETT ;u GAACATEATCGACTATTTCGEAOGE GTA"GZA}\GC‘ GERARRARGATCACTGIRRCAGEEARITGT> 500
101>arfcac GGGGTxACGCCGAACATGATEGACTATTT\.GGACGGCCG’I‘ATGAAG e \AARAGATHA ?TCTAAHA‘;GGACECT\)T‘/SOO
« * P " " . « « * R

501>G4 e AT ATCGACGAGCGCC TEATCARCCCCGADEEC T T3 T T T GAG TAACCATCAACGGAGTGACCCECTECCECCTCTECGA €00
501>GG;\}\CGGl.ML'\AAn" ATCGACGAGCGCCTEATTRAAS DT GRACEGECPOIIPEITSTTOISAGCPARCCATCAACGCAGTGACCGECTEGCGEITETGIGAS 600
solrsearcecaacanfar@arceaceacBeliorearcarcoconcecBBrorcorarrcionsrBrcBarcancesacreacleclrecBeBorerocear 600
501>GEAACGGLRACRRRRT .;.‘.L:B.'w.:rl\G':GC’:I’EAI’\.IXALCLLGAQGG&.”C\—&.TEC. "”CCGAGTAACCPT«..AA\,GGPCTEALL.L:G';TL:L:L.‘ T
501>6GaACGEIpACARARTTAT GACTASCEloTeATCARCCCiGACGETece TG CeGASTAACEATCARCGEAGTCACTEE T asoGEoTE:
501>66AACGERPACAAAATTATRCACCAGCHECTEATIRARCTT E 2;%cmc%mJM,A’>rAA..ﬁT}mCGGAGTGAC.«G E’E‘CCuCG TG

}

£01>ACGCATTCTGGUCTARGGAGARGAGAAGGARGAGAARA> 6 38
601>ACGCR! AA@A&AA&A&RA@AA&A@AAAA/&3S
601>§HcBargors AGABGAG >€38
GOL>ACGCH! T EanEak BaBanan>cas
prSTipec AGAGAAGGAAGAG 635
S01>A0E SGAGRAGAGARGGARGAGARAA> 638
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Fig. 9

Wed Apr 25, 2020 206:25 CRST
2GFP-WT.aps from 1 to 758
alignment to

&GFP-U-depleted.ape~— Matches:745; Mismatches:13; Gaps:0; Ussttempted: 0D
eGFP-UC-depleted. ape~~ $:682; Mismatches:76; Gaps:(; Unattempted:0
SGPE-US-depleted. ape €70; Mismatches:89; Gaps:O; Unattempted:D
sGRR-C-depleted.ape-- Matches:699; Mismatches:3%; Gaps:0; Unattenpted: 0
SGFP-C2-depleted.ape—— Matches:669; Mismatches:89%; Gape:0; Unattempted:0
N « » « « N n . . N
1> GGGATACGUL GUCANCAT G T GAGTARGGGCRAGRAGC TG T TCACT: TCCTGCCCATCC TEGTCGAGL TGCACGEOHAUGTAMACGEUCACAARGTTC> 100
1>EEGATACE! CAPGATERBCARSEECEABEAGUTETTCACCEEE! TEOCCATCCTEGTCGAGTTECATGECG
1>GGEGATAL ACCATGGETGAGCAMGES] @GAGGAGCTGTTCAC%E GLEETEUUEATCCTGETOGAG GGACEE SACGT}\I\ACGGE
carcerBrccanBiosceafcaficrBrroace wBsrBeccareotBerceaforBeacescenceranacescoacanir
) AGCARG TETPTC GEDEETE B G G T CGAGC GG ACCENCACG T AAACGEICACAAG
5 GGGRGAGGAG TGTTCACEGGGG":‘GGTG\,CE}RT&CTGGT@&A&CT\: rexw &vEGAC’GTAZ’.P.C RURCARG

“ s . . . B A « . .
101> 2600 LG TCCOCCCAGCOCGAGOCCGATGC AL TACGGOARGCTGACCCTGAAGT ZOAT CTGCACCACCGGRARGCTGECCOTCCCCTOOCCCACCTCG 200
101>AGCETGTCCEECCAGEECEAGEGCGABGICACC TACEGEARGCTEAC D TTGARSTToATITSCACCACCEECARGCTECCCETGOCCTGECCCATCITOE 200
101saccerafdceciorcosisacecisaBerirclivacssfhncoreacoreragy 5>200

101>accerroccereassosassosaiscoaccracescanBoraccergan SOTCE>200
101 AGCETE e ~G%AGGGEGATGQ noffracesfaacereacc ofncBorcs>200
101>Ar;r:r,m;@ss§s:xsss§” Nelele v Xiel ACETAC“"‘;‘ r":“’macg‘: aciiore>2

X % * « - - » % i &

S CCTGANITACGEIGTECAGTGCTTCABCCGCTACCCS
cBreBorsacBracecersoneracrroncifafracecBeac

Brceaccer@aceraceecetfoalirsorToascoscTacooe BTG cacsa
201516 CAGCCE

CATGAAGCAGCACGACTTCTTCARG s
ACHTGAAGTAGTACGAIT LTS @cssﬁm‘e cBenncegrac
PPCARETCCGCCATGCCCGARGEUTAL

b

B
aciiaciicr 'Acﬂmcccigmovm GUTTCAGETS CCACATGAAGUAGCACGATTT
201>TGACRR R TEA TR CGBRE TG UG TG CT TCAGC CO/TACCCGACCACATGAAGCAGTACGAC T TO T TC AAGIGAG

“ . f " . B R B B .

301> GOAGCEOACCATCTOC T CARCCACCACCOCAR TACARGALCC LA CaAN T ARG T TUGACCGCGACACCC TOETGAACCCOATCCACCTCARCCTE > 100

301>GEAGCECACCATCTCCTTCAAGGACGACGICARI TACRAGALCC G Gl CGAGGT ARG T T ISAGEGCCACACCCTGGTGAACCECATCEAGTTGARGEGT> 400

s01>eeaciciacBarciBorrcarcen ¢ acaacacieRccBencererncrrcencaageacacic Z GAGIIGAAGHEE> 400

so1>PeaficecaccarorocrroaaBenscsacsscancracaaBacceecceceaferBaalrrocaissoeacaccorBerBraceerarosaBorBaasc o> 400

301>GGA rﬁ‘:v‘ TOTROTTOARSEAGACGHRARCTACARG AT GreAAGTTCEAGseRcAcAc o Ter GAA!:!:@?MGAGMGAAG si-400
N ]

e
301>GGRGC Cin T (TTCRAGGACE, CGG%AAC TALC A'[—\L‘?ACEC G i< ‘:EGAL'. _EL‘T GGTGANCC 'k".‘ﬁG)&GCTG}R}‘«GGL}Eb 500

B . « B B . . P . «
401 A AT T AR A AT O CAACATOU TCOGCCACRAAGC TOGAG TACAAC TACAACACCCACAACGTS ATGOOOAACARCCATARGARTGOTA> 500
BDCCTGEGGCACARGCTCCACTACARCTACARCAGCCACAACGTCTA CGACARGUAGRAGRACGSIA> 500
COTGEEEE CAACAGCCACRACE CARGCAGRAGRACGEEA> 00
cr@caBracazcTacaacase k ACGGCA>500
CAAGUTGGEAGTACAACTACARCA COAT A'::L;L;cﬂ@ACAAGu:AGAAGAA:;sc,ﬁm500

GCRAC,

o ] Q s
401 >ATRGACTTCARGEAGEAIGS ‘f‘AACATHCTr"GGGCACAAGCTGGZ\GTACAACT}‘\CAACAGC CACMCGTETATAT%ATGGCEGAC’AAGIZAGAAGAAC SERE> 500

T CGCCGACCACTACCAGCAGRACACCCOCATOGRLEACGE O
sol>reasssefaacrrcancarclcBoacancarcsassacedaccerecacercecicaceacraceascasascacBocfhroccfeacsafod
501>TCAMIGCCARCTTCR "!‘CCGCCF-\C)‘«AC.RTCGAEGACGGC&GCL' 3 AECTCGL'_‘C_‘GAC A':TAL'.‘CAEC ! CACCCCCATCGGCGACGGOCC:
501>TCAAGGC§}GLCTTCAAGATCC CACARCATCEAGGACGERRGIETGrAGCTo G B saccACTACCAGCAGARCACHCCEarcacsacaaticd
S01> Tﬂ?&m& CTTL?AAGAT%C—‘(‘ EACAAL'JATEGAGGACGQ"‘ \GCGTGC}XGC'!@GCEGAC CACTACCAGCAGARCATEHRCT 'X‘EGC‘&GRCGG&CC

« . P . s « w « « *
€01>GCTGCCCGACAACCACTACCTGACCACCCAGT CCGCCCT GAGOARAGATCCCAADAAGARGCECAATCACATOCECC TGO TGGACTTCOTGACCHCOUCC > 700
601>GCTPGCCCEACAACCACTACCTGAGCACCCAGTCCGCCUTCAGCARAGACCCCARIGAGAASCSCCHECACATEETCCTECTGEAGTTCETGACCGCCETC>700
so1rsoreeclcacarceacracereascacBoasBiosclorsascanncaccchacencracicfenBoncarsercerecreeasrrcereaciscBec> 700
eo1>BorgocceacaacacracerfascacooaffroceccerfaccanacaceccaaceafarficesceagoncaresTor 8 sTRcosIoees>700
GOL>GUTGEET <

%GACAACCACTAQGTGAECAC?SCAGTccscgcreAGcmeAccxz-aAACGAGma

corcacBecBeclToo
601>GCTECCE GAC;\ACCAC’E‘Z\CCC"GAGCALTEQJ«G@ S RARAGACCCERRACGRGAD

reacis
csfmzac%&c Gei¥>700

i

» % * ~ «

7 01>GEEATCAS Al CATGGACGASCTSTACAAGT. MAMAL 2 & 3

701> 6GGATCACTCPCGCEATGEACGAGC TG TACAAG TAAG CAGARGAGRAGGRAGAGRARA> 758
roireelfarcacorceecarcoacealictiracanfran BB BanEnBr nBn o BaBrnnn> s
701> cmmcmcwcei%ymesc&n COGTACAAGTARGGAGARGAGAAGGARGAGARAR>T S8
701>666ATHACTC T BCHRTGGACGAGCTSTACAASTANGGAGANGAGAAGGARGAGAAAAS 758

T
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Fig. 10

Wed Apx 2%, 2020 20:31 CEsT

wERC-WT.ape frxom 1 to &iS

aligrment to

MEPO-U-depleted.ape—— Matches:566; Mismatches:4%; Gaps:C; Unattempted:D

PEPO-UC-depleted.ape—— Matches:542; Mismatches:73; Gaps:0; Unattempted:0
WEPO-UG-deplated.apa-- Matches:S21; Mismatches:$4; Gaps:0; Unattempted: O
mEPC-C-depleted.ape~~ Matches:S$595; Mismatches:20; Gaps:U; Unattempted:
mEPO-C2-depleted.ape—— Matches:556; Mismatches:57; Gaps:4; Unattempted:0
X N + + - - 5 & N +
1>SOCAMCTCCOARGATECCCETEOCCRAACGICCCACCC TR TECREE e RCCT TGO RACTCATICCTCYCCCUCTCCOAGTOCTCTGTGOTCOCEE > 100

cr..ﬁx: serereceacTeereraiecleecca»100
ccficTeeeHcTCCCAGTCCTeTERGCRCC o> 100
oo TBEGCCTCCCAGTCCTCTG G@gc"’;'cc>100

1>GEEARACTECCAAGATGEEEETGCCCEAACERCCCACCCTGU TGO TTACTC‘FJC(J@E ACTGA
1>GGGARACTGCCAAGATGGEGETGTCE MCG&CCER‘:&ETGETGCT TR
1>GEEAAACTGCCAAGE B CG&CCC COCTRCTRCTRTTACTOTC! ‘CTEA

1>GGEERARCTECCAAGRTEEEEETEITRGAACETCONACECTGCTGCT TTTACTCTCCTTGCTACTGAT TCC TC TEEEAC TCCCABTICTCTETECTooHoC> 100
1>GEGARRCTGCAAGATBAEGETEISPEARSETC C%CTGCTGCTTTTACT o GCTA‘:TGATTCCTCT’GGG!EC'rati?AG'fg‘:TETGT-’SCTCCECC> 100
* * * * * * * * * +

101, K £ T>200
101>ACGCCTCATCTGUGRCAS L.Gneig:" GAGGTACATCTTAGAGGCCARGGAGGCAGIIAABGTCACE A CCCAGRAGHRNCCAGANT >200
101> A T A T T GG ATA S GRS DR TG SRS AG S TACATC R AGACGCAAGEAGETAG Borcacoarcain ceacaasEiocacacrencE> 200
101>ACGCCTCATCPGOGACAG CGAG?ECTE&AE,&': 'mcm.vcmmAepﬂk;(?CAA@GAEGCAGAAAAEGT-:ACEM‘GGQET GCAGAAGGECCCAGACTEAGE 200
101>ACGCTCATCTGCGACAGTCGAGTTCTGGAGAGET: B GEAGGORS! PETCACGATGGGT TGTGCAGAAGETCCRAGACTGAGT > 200
101>a06E0 TEA TR GCGACAGTCGAGTI TG GAGAG AGGAGGORAS PGTBACEATGCETIGIGCAGAAGG TCCRAGALTGAGT > 200

% * . - » f « « B *

201 >GAARATATTACACTCCCACATACCARACTCARC TTCTATGC T TRGAAAARMATIRABETEIHACABACACECCATACGAAGT TTCCCARCCCCTCTCCCTISC 300
rfacacroccacaBaccaracTCAAcTrorABGcBrcraaAAGRATE A-s-3rGszamcmsccmmme'rgmscm@sccz'c;

AT A AGR) l".g‘l\AAf:"l'L’.'AAC'JJT\'JT:‘ (GO GG, GAATGGAGGTGEANGAR ".IaGG‘\.‘,EATAGAAG': TL?GCAAGG%C
TR 1]

CABTOICAGAEACTARAGTCAACTTCTARGCATGGAAAAGAATCCARGTRGARGRACABGCCATAGRR G TETGECRRGE
201>GARRATAT TACAGTCCCAGATACRARAG PCAAC T IO TATGC T TECAAARGAATGEA GARCAGGCERPAGAAGTTDG
201> GARRATATTACAGTECCAGATACHARAGTERACTTCTATGU T TEEARRAGRRTEE BGAACAGGCEPTAGAAGTTT
. « . - « . * x .

301> TCTCAGRAGCCATCOTGCARGCOOABGECCTGC TAGCCAAY - ~TCC TCCCAGCCACCAGAGACCCT T CAGL T T CAT ATAGACANAGCCATCAGTAATCTA> 398
301> TCTCAGRAGUUATCUTHUAGGOCCABGCCCTISCIAGCCAn- ~TecreceacecaccasacaccorBoasoroaBaracacaancocarcacsclora> 398
so1>rofElsanccParcorecacecBicaceclicTecTacc 5 acoasasacloriicascrioniiracacanaccBarcaceaiicTa» 398
3oLrrercacaacccarcerficalfccccalfcecotoracecan cocaffocacoasaBaccoroaffcrBoafiaracacanacecarca sﬁ:m,\aas
301>rorcacaGCRRTCeTEAGEURAsGrRT T CTAGC AT CTCCCAGCCACCAGAGACRCT T CAGC T TCATATAGACARRGC AT CAGTGETITA> 358
301> 2ACCRATR T EoAGET CAGGCECTGCTAGC TR E oA cc:,ccz;sgsgcg:'mﬁ_scm'mm \TAGACARAGIEATEAGTETCTA> 358

* - - - x * « * « -

9> GO AGCCTCAC T CACTGC T GGG TACTOGGAGC TCAGARGGART TGATGTCOCCTCCAGATACCACCCCACCTGC TCOACTCCEARCACTCALRGTOG> 45

cacfireacrecrBocseTacressascBioncanceangrBarerceccBocaca gccmccmc‘:% ] : 4

L‘L‘TLA‘:S@-:TGI:T 3EETACTSGEAGCRCAGARGGAATTGATGTCGCCRccAGABACEAliccacclicclicracrorsaacacropnsTGS
cacfreacrBorgocgsraceh sGAGCECAaAAaGAA@TEATGTF Er.. p

CTCACTICACTGC TPCGGGTACTGEGAGC TCAGAAGEAAT TGATE OO TGO CCACTOCGAACACTCACAGTGE>

55> CETAGCC TEACTRERC TGO T PCGGGTACTGEGAGC TCAGAAGE AAT TGRAT SRR T C§C\:ACCTGCchz;cvﬁcsmcmfr@mmmGG:>

W W W W
WY e 0

e o

B B . - N R B B « .
R ACT TG T OCAACC O T ECCOCC T T ACCC O AR T IO T S oG ta AR TGO TO TACACCOGAGAGG ICIGOAGE TCACGAGR>558
>afacRrrereoancere > SGGARRCTGAAS ACA: PG caceria BB EA>598
SABACT TTCTGCARGETC PTG CEAACTI oo TG GGG GARACTGAAGC TG TACATGEGAGAGE TOTGUAGGAGAGGEGACAGETGRAGEAGA> 598
sracsccancTrecTeceiecasAcTEANECTBTACACceacafeToTeracacaceeacac e Rn BRnBn > 590
GHCTACGURARCTICCTCCEEEECARACTGAAGC TG TACACGSEAGAGG T TG AGGAGAGHGGACAGITCABGAGA> 558
T CCGGET T ACGI AR C T T CC T EEEEARANTGAMG LTS TACALGS THTGCA AGGTGAGGAGA>$9Y

555>A8n8a 0S80
555>ACGAGAAGCARGAG:
SS9 AGAGRAGGAAGAGARRARS> G

SOYPACAGRRGGRAGAZAARR>GLE

SUBSTITUTE SHEET (RULE 26)
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Fig. 11
Secreted Nano Luciferase (secNLuc)
Nucleotide C2- C-depleted WT U- UC- UG-
depleted depleted | depleted depleted
C 115 / 18.0% 148 / 23.2% 170 / 210 / 32.9% 154 / 24.1% 232 /36.4%
(67.6%) (87.1%) 26.6% (123.5%) (81%) (136%)
(100%)
U 138 / 21.6% 138 / 21.6% 138 / 105 / 16.5% 97/ 15.2% 103 / 16.1%
21.6%
G 191 / 29.9% 178 / 27.9% 176 / 167 / 26.2% 197 / 30.8% 119 / 18.7%
27.6%
A 194 / 30.4% 174 / 27.3% 154 / 159 /24.9% | 190/29.7% | 184 /28.8%
24.1%
Enhanced Green Fluorescent Protein (eGFP)
Nucleotide C2- C- WT U- UC- UG-
depleted depleted depleted depleted depleted
C 165 / 21.8% 191 / 25.2% 250/ 262 / 34.6% 184 / 24.3% 202 / 38.5%
(64.6%) (75.2%) 33.0% (119%) (83.6%) (133%)
(100%)
U 102 / 13.5% 102 /13.5% | 102 /13.5% 98 /12.9% 95 /12.5% 08 / 12.0%
G 233 /30.7% 222 /20.3% | 216 / 28.5% | 207 / 26.9% 239 / 31.5% 132 / 17.4%
A 258 / 34.0% 243 /32.1% | 190 /25.1% | 191/ 25.2% 240 /31.7% 236 / 31.1%
Murine Erythropoietin (mEPO)
Nucleotide C2- C- WT U- UC- UG-
depleted depleted depleted | depleted depleted
C 122 / 19.8% 153 / 24.9% 173/ 28.1% 210 / 34.1% 166 / 27.0% 227 /36.9%
(70.5%) (88.4%) (100%) (121%) (06.0%) (131%)
U 126 / 20.5% 126 / 20.5% | 126 /20.5% 89 /14.5% 85/ 13.8% 89/ 14.5%
G 183/ 29.8% 161/ 26.2% | 160/ 26.0% | 148 / 24.1% 168 / 27.3% 103/ 16.7%
A 184 / 29.9% 175/ 28.5% | 156 /25.4% 168 / 27.3% 196 / 31.9% 196 / 31.9%




