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Text décuments

Extract and normalize protein names and instances of

. mutations from.text documents ' 302

A

Extract protein-mutation relations from the protein names
and instances of mutations

304

y

Instantiate ontology with the protein names, instances of
mutations and protein-mutation relations
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v
Retrieve protein sequences from sequence banks using the
protein names and populate ontology with the retrieved
protein sequences
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Map instances of mutations of each protein onto the
retrieved protein sequences of the protein 310

/
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Rank the retrieved protein sequences based on the ;
. mapping 312

v
Refine ontology to retain only the highest ranked protein \
sequence and the instances of mutations grounded to at
least one protein sequence

'

/ Ontology comprising correspondences
300 between a plurality of proteins and the
instances of mutations of the proteins

314

Fig. 3
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