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VLA [eYErLIDCLCKAGRLEEAL I (SEQ ID NO: 13)
VI_C MCYHTLIOCLOKAGEL N (SEQ ID NO: 14)
vi_g & / (SEQ D NO: 15)
vi_U IV (SEQ ID NO: 16)
V2_A v (SEQ ID NO: 9)
v2.C R ' (SEQ ID NO: 10)
2_G KBV (SEQ ID NO: 11)
v2_U <PEV (SEQ ID NO: 12)
VAA XA EALELEKEMESEGVEERY (SEQ ID NO: 401)
1st_A EALELFXKEMRSKGVEH{V (SEQ ID NO: 402)
v3.2 1st.C THEALKLIKEMEREGT THEY (SEQ ID NO: 403)
1st_G S ALELFCEMKERGIKEEY (SEQ ID NO: 404)
1st U I fiEATELLIEMEEKGTREEY (SEQ ID NO: 405)

v1 PPR v2 PPR

PPR1 PPR2 PPR3 PPR1 PPR2 PPR3

(57) Abstract: Provided is a high-performance PPR protein. This PPR protein has more motifs that are linked together than
the conventional 7 to 14 motifs and binds to a long base sequence. The PPR motifs are represented by: (A-1) PPR motif
comprising a sequence of SEQ ID NO: 9 or 401; (C-1) PPR motif comprising a sequence of SEQ ID NO: 10; (G-1) PPR
motif comprising a sequence of SEQ ID NO: 11; and (U-1) PPR motif comprising a sequence of SEQ ID NO:12. These
motifs are useful as PPR motifs for, in the order given, adenine, cytosine, guanine, and uracil within a target base sequence.
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B EEE(RFDRWVWERY, £TORBHADERNR
ENTEE): AE, AG, AL, AM, AO, AT, AU, AZ,
BA, BB, BG, BH, BN, BR, BW, BY, BZ, CA, CH,
CL, CN, CO, CR, CU, CZ, DE, DJ, DK, DM, DO,
DZ, EC, EE, EG, ES, FI, GB, GD, GE, GH, GM, GT,
HN, HR, HU, ID, IL, IN, IR, IS, JO, JP, KE, KG, KH,
KN, KP,KR,KW,KZ LA, LC,LK,LR,LS, LU, LY,
MA, MD, ME, MG, MK, MN, MW, MX, MY, MZ,
NA, NG, NI, NO, NZ, OM, PA, PE, PG, PH, PL, PT,
QA, RO, RS, RU, RW, SA, SC, SD, SE, SG, SK, SL,
ST, SV, SY, TH, TJ, TM, TN, TR, TT, TZ, UA, UG,
US, UZ, VC, VN, WS, ZA, ZM, ZW.

84) IBEE(RTDBRWRY, £ TOREEDLER
EHTEHE): ARIPO (BW, GH, GM, KE, LR, LS,
MW, MZ, NA, RW, SD, SL, ST, SZ, TZ, UG, ZM,
ZW). 1—5 < 7 (AM, AZ, BY, KG, KZ, RU, TJ,
T™), 3—0Ow /% (AL, AT, BE, BG, CH, CY, CZ,
DE, DK, EE, ES, FI, FR, GB, GR, HR, HU, IE, IS, IT,
LT, LU, LV, MC, MK, MT, NL, NO, PL, PT, RO, RS,
SE, SI, SK, SM, TR), OAPI (BF, BJ, CF, CG, CI, CM,
GA, GN, GQ, GW,KM, ML, MR, NE, SN, TD, TG).
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GNEHN : SVWREAET B PPRY VANV BERRMT 5, REDT~4LYEZLDEF—T75EHKE L, RWE
HEFIHEE T DPPRY YNV EAIRMT 5, TRRICRRINSPPREF— 75T 5, (A-DEHES : 9
NIF401DEFIM SR BPPREF— 7, (C-DEHES : 100EIH SR BPPREF— 7, (G-DEHES : 110D
BEID 5 BPPREF— 7, (U-DECHIES : 120D HLBPPREF—7, INHDEF—7IRENETNIE
IC, BHEHEESNRO 7Ty, YRy, TPV, 95 VT BPPREF—J7E LTCERTH 3,



