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Figure 1 continued
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Figure 1 continued
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Figure 2
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Figure 2 continued
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Figure 3
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Figure 3 continued
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Figure 4
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Figure 5
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Figure 5 continued
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Figure 5 continued
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Figure 6
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Figure 7

Andibody expression

&
o 2
e B e
3 g
&2 &
N pooos
& 2
<&

cAMP Signaling

Log [IgG] (M)



14/41

Figure 7 continued

HPF BrdU Incorporation (10uM LPA)

% Inhibition
=
T

20-
c || || || || || 1
-10 9 -8 -7 6 -5
-20- Log [lgG] (M)
hul.,PAR1-HA Cell Binding
L
p 10 .
£
R
=
E =
]
=
2’& §}- ¥ H ) 1
9 8 7 B 5

Log [lgG] (M)



[CAMP] (M)

15/41
Figure 8
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Figure 8 continued
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Figure 9
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Figure 9 continued
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Figure 10
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Figure 10 continued
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Figure 11
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Figure 11 continued
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Figure 11 continued
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Figure 11 continued
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Figure 12
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Figure 12 continued
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Figure 12 continued
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Figure 12 continued
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Figure 13
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Figure 14
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Figure 14 continued
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Figure 15

hLPAR1
hLPAR?2
hLPAR3
Irrelevant GPCR

¢ > H o

Log [IgG] (M)

LPAR1
LPARZ2

LPAR3
Irrelevant GPCR

¢ > H o

Log [lgG] (M)



% Maximal Binding

% Maximal Binding

100+

50-

35/41
Figure 15 continued
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Figure 16
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Figure 16 continued
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Figure 17
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Figure 17 continued
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Figure 17 continued

80

0.3~
: |
£
o {}.2“
2
o
- 0.1~
=
0.0 ; ‘J k 1
G 20 40
Time {min)
0.3+
0.2~ ﬂ
3.1~
4.0 ¥ A‘J {L H t
20 40
, Time {min)
-




41/41
Figure 18
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