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Sequence Listing Information:

General

DTD Version: Vi_3

Fite Name: PD20-0023W0_230328. xm|

Software Name: WIPO Sequence

Software Version: 2.2.0

Production Date: 2023-03-23

Information:

Current application / 1P Office: JP

Qurrent application / Applicant file reference: PD20-9023W0
Earliest priority application / IP Office: JP
Earliest priority application / Application number: 2022-072103
Earliest pr:ority application / Filing date: 2022-04-26
Applicant name: Daiichi Sankyo Company, Limited

Applicant name / Language

Invention title: ENO1 GENE PRGMOTOR {en)

Sequence Total Quantity:

Sequences:

60

120
180
240
300
360
420
480
540
600
660
120
780
840
900
960

Seaquence Number (ID): 1
Length: 3003

Molecule Type: DNA
Features Location/Qualifiers:

- source, 1.

Residues:
gECacgeage

gtgaggetoo
ECEEEECCEE
aagccgagtg
cgtagegacg
aacgeeagec
CEGGOCOREE
cttetggagt
aaacgccaag
agaccagctc
taggaaccte
ctggggaacg
ctocageetg
cgtggpetet
cttgcagegc
gccogesges
gagaatgatt

18

. 3003

> mol_type, genomic DNA
> organism, Cricetulus griseus

gegeaggege
cacgctegegg
BCCECEaagg
cgtgtesgac
cccegeccte
tecgcccagta
ccategtoct
EacagCeceg
2atggecess
EELAACCEEG
tgttetttte
gttegeteac
ggogegtece
tepaggegec
aactgggcte
gttagetaac
teacciaatg

ggtgteccae
cttaacgttt
tcaccaccaa
teggagtacg
acccagacte
ggccgaaaat
cagactgtoe
ggggccaaty
cecteccgag
tegtgogeac
ctgetegece
gagctecgog
cggggacteg
tggggagety
ccaagectac
tggaggaage

ctcaggaaas

accoccctee
ccacgccget
ggtegagage
tgcegeggec
cgeagaccet
gCoacaggoe
gagccaggag
cecggacgea
ctgeteacaa
gtecctgeta
accggagtge
tggagggcce
ggaagegtio
cagatccace
aaccgcaagt
cttttttttt

accttcacaa

CCECECCECE
gggetetece
cgegacgtegct
CEggageccge
cagetcagec
cageccaacoea
gacaccteag
gaggacagag
agteggagty
aacgctoteo
caggtaggga
ceggteestst
geggoagect
tgttagcate
gcagaacage
tttttttttt
aatggaageg

ttccacgega
acacctogeg
cgoccgecico
atgtoggetg
cocgectage
agtctaccee
tcacgetott
EECEBECGCE
ggaggegett
agggtgtgta
tegegegeee
gtgtgogeee
cgtggaggga
cagacacagg
gtggatogee
tttteaggee

cctgaaagaa
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1020

ggatgeoccaa
1080

ctcgeagatc
1140

tggtocagee
1200

cagaacceot
1260

cgggeticet
1320

ttcotgtoge
1380

gectgggepse
1440

cacttaaaag
1500

agggateoega
1560

ttectagtoe
1620

aagggccatt
1680

gacaggagga
1740

agacaaagaa
1800

acatagtaaa
1860

tagatacttit
1920

aagaagctac
1980

acgtggagaa
2040

tcecaatttat
2100

aaagtaagge
2160

gocotttttg
2220

gatggaacce
2280

aaagtgtagc
2340

tttotcaaac
2400

gettttttet
2460

agcatcatce
2520

gteggagaac
2580

aacaggtttt
2640

cgctetggea
2700

acottagect

gaggeggtee
ctgotaggec
catctctgce
ggatagetgg
gagtggetge
cectggegta
atacttigac
acctagagge
gtcagatgea
gegetggecac
gtgeccagaca
tcacttgagt
gtaaatggta
toattgetet
tottgattag
tcagttgaaa
cocagttaga
tgetaagagt
attttaaace
aaagaaatat
attgetgece
getgatgate
taactgaaca
tttgttttgt
tacttecttt
tgatggtitt
ttottotect
tttgtatgea

cccacetget
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ctegteateg
tgtggeteat
acggaatata
ggagggetta
tagcaggecg
ageagogteg
ctotaggtce
tgagattttt
tgotggaage
gtgggcgcte
aggtgatgeg
tegggteaac
tttaggcoca
tttaagatgg
getgtaaaga
caaaaagatg
taaagatagt
ttttttggta
tetttagtgt
gattcagaag
acgtgctagg
acagacgaag
tgottetgtt
tttttgocta
gecattaggee
agttteggest
tagcactaca
agccagggte
tttegtacaasn

tecgectece
ggaccgeaat
ctecggtget
ggcgaceteg
agaaccgact
tecttttect
actattctge
ateotgggoa
ggagaaccaa
CCOGEECCea
cacatataaa
ccggtataca
gactgttata
aggtttitte
teottitetct
cctttgeage
ttatgaacaa
aaattotgte
tegtggccatt
ccatcagagg
caagctagea
gacttacgtg
gooatgggta
attttacatg
ttgagtgtaa
ttittatges
tgctaagaac
ttgagcatge
agogtagttt

PCT/JP2023/016191

GGCOCCECOe
ctagegtceac
tattctageg
ccceagitag
taggatgtet
ttegteggag
cooggotocg
aagacagtge
ctectacacg
aatagatgaa
cceggeacag
taggacgtag
caaaagtgta
taacatagag
cacacaagac
ttoggecott
taatitagtt
ttggaagges
tcttaaaaat
atcttaaata
gacacgtgce
gtectgccat
taatataaca
gtttatcetg
ccagcecatt
ttttgcccta
acatttetta
cacttgagca

ttactgattt

ceceggecte
tgggcggeag
gaaattgeag
geaagagttg
ttcaggaaat
goocagagecg
gocticagtc
ageocaactt
ttagectgac
aagaaaacta
geggogotge
gagteggaga
tttgaagtet
gegtaaaaag
aaagcaacag
gecgtacgag
tetoacctea
tactggggaa
gagctaaaat
tgecgetgag
agcagaccag
¢caagoceaa
taggeteeet
tgacctteac
gotctaceca
gtggttacaa
ccateecgce
ctaagccatg

gagatgcace



WO 2023/210607
[B16-3]

2760

acagigcact
2820

tcaggoctga
2880

agcageecac
2940

tetettgaaa
3000

aca
3003

60
120
180
240
300
360
420
480
540
600
660
120
780
840
900
960
1020
1080
1140

Sequence Number (ID): 2

tgeggtttege
tttggatgec
accatcctegc

gtgttaaget

Length: 3000
Molecule Type: DNA
Features Lacation/Qualifiers:

- source,

Residues:
gagetgeaca

ggaaaggtica
acggggtcac
cgrcaggeeca
gggagteagg
cceggtaggg
gocggacgty
ggcteaagee
gtagaccote
£CCCaagcag
gtotegeoag
agocaatggg
ttaacgagea
gogotogogt
geagegatce
ttegettegee
ggagcacteg
ccaccagtga

caaatgcaga

6/45

aacacatitg
gectgegetty
ccactgette

ttgtegaaaa

1..3000

taggagtggt
aattttater
accgataagt

tgtgaattet

> mol_type, genomic DNA
> organism, Mus musculus

gtaggattcg
ctitecottg
ctteggeagat
gtatccatge
ccetetggee
gettggcege
tegegecgea
ctoatgocee
geocgegece
gotaggocea
gecgagcege
gaggeggege
ggaaageaag
ctgtecttaa
tactgccagg
gacceoggtgg
ggtcagecte
tcaccgagtt

cocacggatga

gtacccteea
getacctegg
ggcaccagag
atttececct
gegeatcaac
ctggagggee
gecacgecga
CCEOgCages
caggttccca
gagaggcagy
cgocteggte
gEagggages
acagagtgeg
gectotocte
tatggtectt
goacgtgeac
gtggaaggac
tcagggttee
togeggoogt

cacagtaaca
cetgagacte
agccaggacc
catecccecce
gttteocacac
gageogegaa
gtgogtetea
CagoCooEee
geoggagget
acaacccoeg
acgototict
cgggeccgaa
aggegetiag
ggtetccacg
gtetocaceg
ccactagoct
geaggetett
aatgtaaccg

geagaataga
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tttgttigeac
gatagttcta
ccagaattece

tttttttttt

aatgattagg
actacageaa
ABCELECEAEE
acccCraccs
CECCREEELLC
getecatcage
gactcggagt
ccgooccEca
cgecaggeat
ccceegtgee
attggagtea
aggggagaac
tgctgetecg
goaccoctiott
gggteagete
gggogegage
ggaggetgga
gegttcccaag

aaagtacttt

caagtgatca
gaggocctge
tcagaagtega

toocctacag

taatattaag
ggacaaaagg
gegetcagtg
aattocacge
tecagaacet
aaggtogteg
acgtgogecg
teocgeectce
tecagetate
ctegecccta
tggcacgotg
tgggoggege
gtacagggtc
toettgettt
tectactage
cgetateogg
ggtetgagee
cagacaacag

ctgtgtagtt
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1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
25620
2580
2640
2700
2760
2820
2880

aagtggaage
tctocagaatg
gatcotgote
agcceatcte
aggaaattec
aggcaagage
atttaagaaa
ttcgggatag
cttggtotee
aatacgttte
aactcctaca
ccecataaag
gectggagga
gaagacaaaa
gatactttat
aagtaacttc
ggaacctagt
ttagetacag
gggacttgea
totactttga
agtcctaget
agcatggcca
tetggectes
gotottgtea
ctttgaaatg
ctgttgctte
ttaatttgee
tetgccatet
gtagtcotog

tttcagageg
gaaggecoag
ggectgtage
tgctgtegaa
agcagtcoccg
tacaggtttic
acttcotgtt
accacagcta
cgitcaatce
ctgoctagee
agttgtaagg
gaaccageoa
tcactgagtt
gagtatggtt
tcttggteas
tgtggaaaaa
tagataataa
aatctatttg
gtttgttgce
atacctttta
cttgectaaa
ccaggecaag
tgecteacac
tgggtgcaat
tcacatttce
ccacttcett
cacagtacag
teacctcaag

ctoccccaaac

7/45

agggagagea
aaataaggat
toctggacog
tattcotgac
ttggataatt
cteggetaget
cgticteggee
gtetgetpat
agataaagac
taaagatocca
totttgcaga
tggagatgca
ctggteagte
gaggaatagt
tgtacaaaga
aaagetgect
tagectetga
gtttetttet
aaatatccte
aaagegagac
tatggcggag
aatggcagga
tttcttactg
ttgatgaatt
ctetggtote
ctctgtggag
gtagettectg
ctiggcegea

cotoactgat

acitaaacce
geccaagage
caatcgageg
ctgtgagtgt
gggaagecct
actageegsce
taggeagtet
tagcctgace
agagtgsete
agctagataa
goaaagtetg
cacatgaaag
tggcatteat
aaggttttgt
tectttgtet
ttgetteagt
atgetgtatt
tggaaagect
ttcctoteag
aaggtgccot
attgaaccca
tcattgacca
gttatcaaat
agggtttete
capgtcagtt
ccagaacact
agggetttet
agtccaagce

gagtgacttt
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ccgatgetea
cagagogoeca
teactggacy
cggttaggta
caggagacct
cgtgaactga
ggttootisg
gataggtcca
agattttett
aaagggtega
geacgtggst
tgtagegeta
agaatcggec
aacatggtag
tagagaagac
gettgocaca
gtetteatgt
getggggaag
gatgttitte
tttgaaatgt
geacctccca
caggecaagg
ctgtgteage
ttttteccac
taacctctga
gttetatgea
gtaggagtag
accgacctge

cotgtatgtt

ttaaatectt
caccctagta
ggagtggtoc
ctaagagtag
cgacgeaatt
cttaagatge
ctgactegot
cttttetgee
cotttgetta
gggagggate
goteotecge
gggatgetga
gagtaagaga
gtaaaaagta
aaaaccacag
aaagatgtga
cteatccagt
aagtaagaaa
taattaaaca
actaaccaga
cgtgetagec
agtttggest
tgaatattet
aattaaactig
ccttocttea
gtcagaggat
tttatttoat
tgtgtaagga

acclaacgca
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2940
3000

Length: 2807

Residues:

gtgegactcg
60

cgeocteoace
120

cccagtagge
180

tcgtecteag
240

agcgccgeesg
300

SEBCERECCC
360

aaccggeteg
420

tettttects
480

cgcteacgag
540

gegtececeg
500

aggeegctes
660

tggectoceca
720

agctaactee
780

taatgctoag
840

ggtecotegt
200

ggeotetese
960

tgecacggaa
1020

ctggeeageg
1080

ctgetageag
1140

cgtaageage
1200

tgacctetag
1260

aggegtzagat
1320

8/45

tageceattt ggtacetgic aagtccagga ccocctcagag

taacctetgt gteactgttt attggtgata tgaatgtttt

Sequence Number (ID}: 3

Moiecule Type: DNA
Features lLocation/Qualifiers:

— Source,

tecatgotege

1..2807

> mol_type, genomic DNA
> organism, Cricetulus griseus

gagtacgteo
cagactccge
cgaaaatgec
actgtccgag
gecaatgece
toocgagety
tgcgcacgtic
ctegoooace
ctocgogteg
ggactoggga
geaggtgoag
agcotacaac
aggaaggett
gaaaaacctt
categtecge
teatggaceg
tatactccgg
cttaggegac
gecgagaace
gtegtecttt
gtecactatt
tittatecty
aaggggagaa

EECEELCCEE
agaccctcag
acaggecccag
ccaggaggac
ggacCgEagag
ctcacaaagt
ccigctaaac
ggagtgooag
E8BBCCCCEE
agogtteges
atccacctgt
cgcaagtgca
trtttttttt
cacaaaatgg
ctoeococee
caatctageg
tegcttattct
ctegecceag
gacttaggat
tgoetttegte
ctgeccogge
ggcaaagaca

ccaactocta

agecogeatg
cteagecoee
ccaaccaagt
acctcagtca
gacagagggc
cggagtesga
gotctocage
gtagggateg
teegtetste
goagectegt
tageatccag
gaacagggtg
tttttittte
aagggootga
CCGCCCCCEE
tecactgggeg
aggggaaatt
ttaggcaaga
gtetttcagg
ggaggccaga
teeggecttc
gtgcagesca

cacgttagce
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gtgategoct

tectoctaca

teggetgogt
ggetageaac
ctacecocege
cegctottott
geggeccgaaa
geegettaga
gtgtgtatag
gegggcceotyg
tgecgecocto
gragegacgt
acacaggett
gatcgeogee
agggegagaa
aagaaggatg
getgotegea
ggagtggteo
gecagcagaac
gttgcgeget
aaattteoty
geeggeetgg
agtocactia
acttagggat
tgacttecta

teggaatgaat

gaaattegoe

agceacecess
gggaggetog
ceocgegeca
ctggagtgac
¢cgecaagaat
ccageteoggy
gaacctetet
gggaacggtt
cagectggge
ggegetottgg
goagggeaac
cggegeggtt
tgatttigace
cceaagages
gatcetgeta
ageccatcte
cccteggatag
tectgagtgg
tegeceetgg
gcggatactt
aaagacciag
ccgagtcaga

gtgegegotg
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1380

geacgtggsc
1440

gacaaggtga
1500

gagttcgggt
1560

ggtatitagg
1620

giegttttaag
1680

ttagggtata
1740

gaaacaaaaa
1800 :

tagataaaga
1860

gagtttttit
1920

aacctcttta
1980

atatgattca
2040

goccacgtge
2100

gatcacagac
2160

aacatgetic
2220

ttgtitttte
2280

ctttgeatta
2340

ttttagttte
2400

tccttageac
2460

tggaagcoag
2520

tgetttteta
2580

tgggaacaca
2640

tggcgectes
2700

ctgeccactg
2760

agpttigteg
2807

Sequence Number (ID): 4
Length: 4000

geteccoegg
tgcgeacata
caaccoggta
cccagactgt
atggaggttt
aagatcottt
gatgeotttg
tagtttatga
ggtaaaatte
gtgttgteec
gaagccatca
taggcaaget
gaaggactta
tgttgecatg
cctaatttta
ggcottgagt
gggtttitta
tacatpgctaa
ggtgtigage
caaaagegta
tttgtaggag
cttgaatttt
ctteaccgat

aaaatgtgaa

Molecule Type: DNA
Features Location/Qualifiers:

— sourge,

Residues:

9/45

cccaaataga
taaaccoggs
tacataggac
tatacaaaag
tttgtaacat
gtctcacaca
cagcttegge
acaataattt
tgtctiggaa
catttcttaa
gaggatctta
agcagacacg
cgtggtgcty
ggtataatat
catggtttat
gtaaccagec
tgggttttge
gaacacattt
atgccacttg
gtttttactg
tggtttigit
atgggatagt
aagtccagaa

ttgttttttt

1.. 4000

tgaaaagaaa
aGagggeeEcy
gtgegegtsg
tgtatttgaa
agaggggtaa
agacaaagea
cctigoceta
agtttetecac
ggcctactgg
aaatgagcta
aatatggcgg
tgccageaga
ccatccaage
aacatagget
cctgteacet
cattgctetia
cctagtgett
gttaccatcc
agcactaage
atttgagatg
geaccaagtg
totagaggee
ttectcagaa

ttttteccot

> mol_type, genomic DNA
> organism, Cricetulus griseus

PCT/JP2023/016191

actaaaggge
ctgcgacagg
gagaagacaa
gtetacatag
aaagtagata
acagaagaag
cgagacgtgg
ctecatccaat
ggaaaaagta
aaatgocott
tgaggategga
ccagaaagtg
ccaatttete
gggtggtttt
teacageate
ccocagtegga
acaaaacagg
cgecegetet
catgacctta
caccacagtg
atcatcagge
ctzcageage
gtgatctett

acagaca

cattgtgeca
aggatcactt
agaagtaaat
taaatcattg
ctittottyga
ctacteagtt
agaacecagt
ttatigctaa
aggeatttta
tttgaaagaa
acccatiget
tagegotgat
aaactaactg
ttgttttegtt
atcoctactto
gaactgategp
ttttttotte
gggatttgta
gectoccace
cacttggett
ctpatttgga
ccacaccate

gaaagigtta
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atatagtage
60

geaggtcaga
120

agggtatecag
180

gotgpttttt
240

tgcctggett
300

cttocgteta
360

gttaaatgac
420

actictggce
480

cagcactigg
540

tacgagttce
600

tctaaacaca
660

ggaaaagata
720 ‘

cgctecgete
780

aaagggteca
840

aaccaaatga
900

ggotetecge
960

geaccaggat
1020

ggtgteccac
1080

cttaacgttt
1140

tcaccaccaa
1200

tcggagtacg
1260

acccagactc
1320

ggccgaaaat
1380

cagactgteo
1440

gggeccaate
1500

coctecegag
1560

tocgtgogeac
1620

ctgctogeceo
1680

gagotoogeg

1740

cagttgettt
ggacagttga
goatpatgge
aatggectate
ggagctoatt
ccoagecaga
ttcaccegee
tacataaaac
gagpcagage
aggacagect
aatacaggcc
tattaaatet
gagctegges
gectttactt
ttaggtaatg
agcaaggaca
ccgeggeest
acccecctee
ccacgeeget
ggtegagage
tgcgecegec
cgeagaccot
gCCacaggce
gagccaggag
cccggacgga
ctgeotoacaa
gteectgeta
acoggagtge
tgggeggcce

10/45

ctttettttt
cagttctece
aggtgoottt
agtaccittic
atgtagacaa
gecgtgatta
ccettcegete
cctaaactca
caggegatet
ctaraacaat
tcaaaaatge
ttcaagaaag
agaaaggags
agcacaagtg

ttacggegaa

‘aaaggacagg

geegggeeet
CCECECOECE
ggzgtotece
cegacgtget
cggagecege
cagetcagece
cagccaacca
gacacctcag
gaggacagag
agteggagtyg
aacgotctee
caggtaggga
cgetegetet

ttattagtat
tttecageegct
geccagagte
tttctttgag
gectageott
aaccocagat
atttgcetea
cegtgotttg
cagtgagtte
acaaagaaac
aggtaggttt
gcaccttaac
gttctaaagg
ggaccetggg
gttoacttte
gtocacottge
ggeggtenes
ttecacgoga
acaccteggg
cgoogootoe
atgteggete
ccegectage
agtctacece
tcacgetett
BBCEEECCCE
ggaggegett
ageggtgigta
toggeegcee
gtpteegece
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tatatttgpp
gegtectagg
atctcactgg
atatggtote
getetcaaga
ttactttett
tegoteteea
gtggeteaca
£ageccagcs
accaaaacaa
gatgtagttec
geggaaaagt
gtagggtgga
ttcgatgece
cttiggctac
cggetggcac
gEcacesage
gtgaggctoe
gcggeseceg
aagccgagtg
cgiagcgacg
aacgggagec
CECCGCCERE
ctictggagt
aaacgecaag
agaccagete
taggaaccte
ctggggaacg

ctecageciz

ggttggagat
actcgaactc
ctotaagaca
atcatttict
gatctgoctg
gatggaaaag
atattactag
cctttaatec
ggetetacag
aaccctaaac
actaccagag
agtaaattca
geagctaagt
tgcacacaac
ctctgegtga
ccgacageea
BCECARECEC
cacgetgegs
gCCECLaage
cetgtgggac
coccgocote
tecgeecagta
coategtect
£acagegocy
aatgegezes
gEgaaccgec
tgttetttte
gttegeteac

gecgegtece
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cggegactog
1800

tggegagete
1860

ccaagectac
1920

tggaggaagg
1980

caggaaaaac
2040

cgtcategtc
2100

ggcteatgga
2160

gaatatactc
2220

ggegcttagec
2280

caggcceaga
2340

agegtgetcos
2400

taggtecact
2460

gatttitate
2520

tggaaggega
2580

ggcgetecce
2640

tgatgcgecac
2700

ggtcaacceg
2760

aggoceccagac
2820

aagatggage
2880

gtaaagatce
2940

aaagatgoeot
3000

agatagttta
3060

ttteggtaaaa
3120

ttagtettsgt
3180

tcagaageea
3240

tgctagecaa
3300

gacgaaggac
3360

ttetgttgoe
3420

ttgectaatt

3480

ggaagegtte
cagatecace
aaccgcaagt
cttttttttt
ctteacaaaa
cgeeticcoce
ccgeaateta
cggtgettat
gaccticgeee
accgacttag
tittgetttic
attctgecce
ctgggcaaag
gaaccaacte
cggcccaaat
atataaacce
gtatacatag
tgttatacaa
tttttigtaa
tttgtetcac
ttgeagette
tgaacaataa
Ttctgtetty
ggecatttet
tcagaggate
getageagac
ttacgteste
atgggtataa
ttacatggtt

11/45

ggggcagect
tgttagecate
gcagaacagg
tttttttitt
tggaagggcc
CCCCCCCCCo
gegteactgg
tetagggeaa
cagitaggca
gatgtgtttc
gteggaggec
gectecggee
acagtgcage
ctacacgtta
agatgaaaag
ggcacaggeg
gacgtzggeg
aagtgtatit
catagageeg
acaagacaaa
ggeoottgee
tttagtttet
gaaggectac
taaaaatgag
ttaaatatgg
acgtgecage
ctgccateea
tataacatag

tatcetgtga

cgtggagsga
cagacacagg
gtggategoc
tigagggaga
tgaaagaage
cgggctecte
geggeagteg
attgcagcag
agagttgcgs
aggaaatttc
agagCcCEese
tteoagtccac
ccaacttagg
gectgactte
aaaactaaag
goegotgegac
tgggagaaga
gaagtetaca
taaaaagtag
gcaacagaag
gtacgagacg
caccteatee
tggegaaaaa
ctaaaatgec
cggtgaggat
agaccagaaa
agcccaattt
gotggetget

cctteoacage
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cgtgggetet
cttgcagegc
BGCGEEZREL
gaatgatttg
atgcecaaga
gcagatectg
tceageccat
aacccctegga
getteotgag
ctgtogecce
tggecegata
ttaaaagacc
gatcogagte
ctagtecgcg
ggccattgty
agegaggatca
caaagaagta
tagtaaatca
atacttttet
aagctactca
tggagaacce
aatttattec
gtaagpgatt
ctttitgaaa
ggaacccatt
gtgtageget
ctcaaactaa
tttttgtttt

atcatcctac

tggaggegee
aactggecte
gttagetaac
acctaatget
ggogeteoct
ctagggctet
ctectgccacg
tagetgegga
tggetgctag
tggegtaage
ctttgaccte
tagagegtga
agatgcatgb
ctggcacgte
ccagacaagg
cttgagticg
aatggtattt
ttggtatttt
tgattagest
gttgaaacaa
agttagataa
taagagttit
ttaaacctot
gaaatatgat
getgoccacg
gatgatcaca
ctgaacatgc
gtittegtitt
ttectttgea
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ttaggecttg
3540

ttgegetttt
3600

cactacatgc
3660

cagggtette
3720

gtacaaaage
3780

acattigtag
3840

tggettgaat
3900

ctgcticace
3960

tggaaaatsgt
4000

60

120
180
240
300
360
420
480
540
600
660
720
780
840
900

Sequence Number (ID): B

agtgtaacca
ttatgegttt
taagaacaca
agcatgccac
gtagttttta
gagtggttitt
tttatggeat
gataagtoca

gaatigtttt

Length: 8450
Molecule Type: DNA
Features Location/Qualifiers:

= source,

Residues:
attttgette

tttttgcaaa
aattcaataa
agatacggaa
gaaatgcaat
agaaagtcag
tggtaggaat
ttaaacacag
gaaaacatat
aagtggaaac
cagtocattgg
gagtgaatet
geatgatttt
tttatatata
tcatatacat

atatatcatg

12/45

goccatteet
tgocctagts
tttgttacca
ttgagcacta
ctgattteag
gttegcaccaa
agtictagag
gaattcctca

ttttttttce

1..8450

ctacccagte
gttacaaaac
tocegeecge
agccatgace
atgcaccaca
gtgatcatca
geeetgoage
gaagtgatct

cctacagaca

> mol_type, genomic DNA
> organism, Homo sapiens

aaaggatagc
toatgtatct
gacaacccaa
aaacggocaa
£aaaaccaca
ataacatglg
gtaaaatget
ttatcataca
gtottcacea
aactcaactg
actgteoatte
tgaaaacact
atatatacat
taaatttcta
catatatatt

atatatatza

atcaaggaag
gataagggac
tttaaaaaca
taagcacata
atgaggtatc
ttggcaagea
goagcoactg
cccaageaat
gaacttgetg
ccecatcaact
attaataaaa
atgctaaatt
gaacttitat
tatatazata
tacaaaaatt

tatatgatat

tgaaatgaca
ctgtagtcag
ggcaaaggat
aaaagatget
acttcacgec
catggaaaca
tggaaaacag
tctactctta
ttcacagcag
getgaatgga
agaacaaggt
aaagaagccea
atatatataa
tataaaatca
atatatcata

atatcatate
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ggagaactga
aggttttite
totgggattt
ttagectece
gtgcacttgg
ggectgattt
ageccacace

ctigaaagtyg

acccacagaa
agatatgcaaa
gtgaataggc
caaaatcatt
cattagggte
ctgaagtoct
ttttecaatt
ggtatatace
cattatgeat
taagtaaaat
actgattcat
gtcacaaaag
ttatatatat
tatatatgat
tatcatatga
agatatatga

tggitttagt
ttetccttag
gtatggaage
acctgetttt
gtttgggaac
ggatggcgee
atocctgecea

ttaaggttiy

tgagagataa
gaacccttac
atttctecaa
tgccattteg
gotatagate
tacacactge
totoaaaatg
caagagaaat
aatagaccaa
gtgatgtaac
gttectaacat
geegtgtatt
tatatataat
atatattttt
tatatgagat
tatcatgaga
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960

tatatgatat
1020

atgatagata
1080

atagatatca
1140

gatatcatat
1200

gatatcatat
1260

gatatcatat
1320

gatatecatat
1380

gatatecatat
1440

gatatcatat
1500

acatcatata
1560

gaagtataca
1620

geatatgeca
1680

aaactgiata
1740

goatggtegge
1800

geocaggact
1860

cagtgcgaga
1920

cccagttoac
1980

aatgageaca
2040

cgtaaaaatc
2100

ttattaatac
2160

ageatcotta
2220

acctttgict
2280

acctgacaca
2340

acactatgtt
2400

ggacgttitg
2460

aatatatitt
2520

tctaaccate
2580

ttcaattaat
2640

cttgattcaa

catatgatat
tattatatat
tattatatat
tatatatgat
tatatatgat
tatatatgat
tatatatgat
tatatatgat
tatatatgat
tatcatacat
agtggttgee
cttttttigg
cacacgaaaa
atgopootet
tcaaggotec
coogttttet
atgcaaaacc
taagacgtct
agctatgcag
agaatggtta
aaataaacac
tceticacaa
aacttggete
gactgcctce
tccaaataaa
cteoaccotet
cacaacceta
tecactettac

teatttatea
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atatgatata
gatagatatg
gatagatata
agatatgata
agatatgata
agatatgata
agatatgata
agatatgata
atcatatata
atatatgaac
acagcoctgag
ggegtgatga
accaaagaat
acteccagtt
agogagetat
aaataataat
actggtaaac
tctaaaaaca
aagttacatg
agtacattta
catcaatgge
ttgagettta
ggccagagtt
cattecctgac
tgatccatat
ccagagcata
agotggotte
aataatgaag
attttatctt

gatatcatat
atagatatca
gatatcatat
gatatcatat
gatatcatat
gatatcatat
gatatcatat
gatatcatat
taccacatac
tttecagaat
aggagcagge
aaatgttete
cacacacttt
actcgggage
gatcgctooa
aataataata
ataaattatc
cacatatatt
aacattttat
tgtttttatg
tectogeteg
tecacctttt
tceactgace
catttgectt
tettgaagge
geaacceage
tcatcaaacg
aatagtcgee

caaagtoccct
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gatatatata
tattatatat
tatatatgat
tatatatgat
tatatatgat
tatatatgat
tatatatgat
tatatatgat
atcatatata
aggtatatea
aatggtgast
gtcagacaat
aaaaggpage
ctgaagcagg
c¢tegcacteca
ataataaata
tecaagtaat
tetttacats
gttggaaags
tacaaacgca
tcacaaaaca
caggctiate
atcececgac
ttgtettcaa
tggaatcaag
atctactgge
getactttte
tacagectac

cacttcageg

taatatatat
gatagatatg
agatatgata
agatatgata
agatatgala
agatatgata
agatatgata
agatatgata
catcatatat
ataaagacag
gactgetaat
gecaattaca
atttagoteg
actgettaga
acaaggatga
acccaaggta
ctagaaagaa
ttacatttaa
taaatgacta
taaaaggaaa
aaatccteac
teocattatt
tattcatcca
ctaattotgg
toctattaca
ctetcacage
accacccaaa
cttttccage

agatgatata
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[Eg6-11]
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380

tcagotttca
agtggcaaca
aatgcactge
tacgtgcata
tcagttccat
gtettacace
gagagtgteg
gtatgattta
tgzaaacagaa
catctaaaga
catatgecca
gaccccagac
aaaaaaggot
aaagcaaaac
ctgtttacte
goaagggacs
ttgcctotot
tagatatttt
agggttigaat
gaccaggact
gagtttgtat
tcactataat
aaccagecaat
cccaaactet
aatgtttgga
accatctcga
ccaaaaagea
atcatctota

gaaageteac

ccecagagtce
taaggtaaat
aggtaaaaaa
ctatcgeect
geacagatta
aatatattca
cttattataa
ctcgeatata
atggaataaa
cctaggtgte
getgtatect
tecatetttt
teaccgtoac
cattgtatgt
agggacttct
actagaacce
aaccactaaa
cactaaatgs
tcctgaacat
tcatctagge
ataaagtgat
ttgatctgag
ataaacaaca
gtgttctaac
ctgaaaagca
tgttaaaate
gtgagoacac
cacgagttegc
aageaggteg

14/45

tasagaaaac
cacagtggca
taagaagcta
gactaaatta
gocatttagt
tgeacatatg
caagtaaaca
agggagettg
tgagaataaa
aagcatagot
atacactaag
caagteggga
agaagttica
tcacttacat
toeggtotta
tettecteaa
aggoatgace
attctcataa
taagaacage
tatgaatgct
cteatectot
gaagtttett
atatcaagte
aaatcgcaaa
atgeotteggt
cteacagate
acttaagagg
aggccccaag

cottoccaca

agecactottg
gtagaaggat
cagtactgtt
actcgcaagt
acttactaaa
gttaaaattt
gaacaaataa
ttgtggatta
attaaaagtt
ctatgagtac
agatttagga
agaaagatct
acaaccaaca
ttttacatag
ctagggagee
ttoccottet
ctocteaaag
aactcteact
atgtttttta
cagaatggta
taagagtoag
actcacaata
teatteacac
aacctcacta
agcctageca
aagotgigta
gaaaaaatot
cttecaacgtyg

ctgactgaac
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ccaatgacat
ctccacacta
tggeaggaca
citacageta
tcaaactcaa
tectigagga
atacaaaatg
agtttecatga
gtcatcaaaa
aatcocgtege
aggaagcges
tcogattgaa
geatatttaa
tcoctcaaac
tggasagtea
ctgagaagge
ttaatagecg
aagatttaga
aaagtitaac
ggtootttac
agaaacagaa
getaaatgaa
atgcaaaaaa
acaataaatt
tgectaactc
tetcteogeset
acctcagect
ttotgotgga

cacctecatg

agtgecacct
cttttacagg
atttgtttca
ttatttgttt
tttctgaagt
totatcatgt
aaaagaaato
cceaggacac
atatagaage
ctgagattac
gtoagggatt
aaataaaggce
aacagttate
tcacaaaatg
cgggaggatt
aggetacage
gattocctga
gaaggettco
tteggtgattg
caaacagett
ccaagegact
gegcacatact
cagacaaaat
gaaatgacca
aaataacaga
caagacticg
cctaaatgea
caacgcagta

ceccatgteea
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4440

tteattttct
4500

ttectgactg
4560

tccacactiga
4620

aaggtcaata
4680

aaggetteag
4740

tgcteactgs
4800

atgaaagaac
4860

catcaagcag
4920

aaacttaaag
4980

gtoettegogee
5040

tgcaaaaaag
5100

CCCagEccge
5160

agceattete
5220

cagetaattt
5280

aaactoctga
5340

gtgagecace
5400

tcaaagectt
5460

gaaatctaca
5520

aacttaggat
5580

cactggaatg
5640

aactglitege
5700

ttoctgataca
5760

gacaggteat
5820

atcaaagtaa
5880

acttccacaa
5940

ttgatattac
6000

ttgatettic
6060

gattcaaacce
6120

aacctcaaat

tgoccacece
cottcactts
aaaccaagct
tcaageccat
tgeottotta
cettitaate
ctatacattt
aggaaacatc
gagoggrate
acacataaaa
gaaaatctca
agtgcagteg
ctgecteage
togtattttt
cctoaggtea
gtgececggee
cacaggetge
gagacaaact
gactatgtet
aggaagetga
aattataaac
cggattaaaa
tegttatgetg
tgaccccaga
tgctggeaca
atttaatcce
aaaggttaaa
cagictgaca

ctaaaaactg
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atgtgctata
atgactttigt
tgagaaagge
cagattceaaa
atgtattaaa
agctticcag
atggaccaat
agtgaaactg
caatctictg
tacacgaaca
taattttttg
caccatcttig
ctecocgagta
agtagagacg
tecaccoace
aatgttttaa
atgoageoctg
agtgacttag
aaagaccaca
gcaaactcag
tcctotaaac
gagggatgac
gcaatgeagg
aggetocaga
caaggggaaa
cattaaaaag
ttatttaaca
ttagaacate

acttgeocta

acagacctce
acttttaget
agoaataacc
tagcaagoat
tatccattta
gteotgetea
ctacocttaac
atacaggaat
gettoocteg
ctaataatag
tttgtiptga
gotcactgca
gotggeatga
gegtttcace
teggectooe
gaacgtttac
CaggccgcLs
tagcecctete
aacatcaatt
aggactctaa
atgtttcaaa
aaagtgtotg
ctgetgaaaa
aacagacteg
gacaaaacta
atactattte
ccaaggtcaa
tgttttcoce

cacctteage
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tggcteages
gcaaaaatta
aacattttta
geatpaaaat
atttacaatt
gactigecta
taacttgtca
taacccettg
goccacgetgg
ctgctaaget
gatggagect
acctotgect
taggcgtety
atgttegcca
aaagtgotge
gaatttgtat
ttggacaage
atagcteatg
taactgaate
gaaagegete
gecagaactt
tececoacac
gaatgtatot
taaattoagg
acatttacag
cogttteact
aggptaagtt
ccacategte

cocatoctac

cactetttee
tctgcagaaa
caagaagaac
gasagattga
aagetoactg
ggacatggga
agtgttectg
ttaatccata
aagaagaatt
ttaaaaaaat
cactctgtoa
cctgggttea
ccaccatgee
gegctggtete
gattacaggt
tgegccacat
ttggattaga
atttgeaaga
gttccegoca
atgtecatete
gtaggagttg
tgetcaaagg
gtcaaaagta
ttgetticag
agcattatat
agtgaaaaag
ggagagacca
teotgetaat

aaactcteee
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6180

tgacgttatit
6240

acactctgtia
6300

geetaacaca
6360

caaaataaaa
6420

agggaagece
6480

aaaaacaggt
6540

gatgoaaaac
6600

ctctacttaa
6660

agagtagaca
6720

cttigtoaga
6780

ttcaccaagg
6840

tgactgagea
6900

gacagacaca
6960

atgtoaaaat
1020

cagtagtaas
7080

gaageacaga
7140

gagaaaaaac
7200

cagtaagagt
7260

ctgcccacac
7320

acaatictct
7380

tgtggeecact
7440

agagcaaaag
7500

actcaccata
7560

tteegagaag
7620

acctcagaag
7680

ccagceaaaat
7140

totetgtitaa
7800

taaaaagagg
1860

acactaacea

aattcagetg
ggcacagaag
ggtaaataaa
cagaagaage
tcectgagaa
aaaaggtgtt
ctegetgecat
gaactgtgtt
cacttaaaaa
tttttgacca
aattttaaga
aattcacaag
gtggaaccct
tcaaagtott
gccagotaca
agttaaggat
aaatttaata
cactcaattt
atagtaagte
toctgeattt
atcatcagaa
tgttgagatt
gaggaccaca
gaacggaaag
ctacaaaaaa
gectgogaag
acaatatgta
cagcatggta

aatacctott

16/45

tcactgtgca
gaacagataa
acattaaaat
aatagcaaat
agatatoeatt
ctagacactt
agaatgeatt
ctaaaggaag
ctaaacctat
aaaggaanat
gagaaaatce
ttcactgese
acaggttgce
aaatgatsgta
gttgaaagea
ttgtattctt
gttttetect
taatacaact
tettatgatg
taatataaac
tgtaccagea
tttzaaatte
cagaaactca
cactteoace
gtttatctae
cgoaaagtes
aatgaatges
catccaglcea

aataagccaa

cctacaacgt
aaatcectac
agttitcaca
gagggagate
taccecaaaa
aaacctgeca
aacttatttt
gageatatta
tgaaagacca
taaagaaaca
tactteottee
ctgettteat
tagtatttga
gttttaagta
atcagaaatt
cccacatttt
gtataagaga
atctcaatgt
ttgetgatta
aatcatcagt
ctgggtetee
atgetgetge
ggcatgaagt
aacctatatg
ctaaattaaa
taaatatttt
tgtgectgte
goaagetata

agaaactgtg
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gocagacace
ctteatagat
tagtagcaaa
cectettaaa
ataaaaaagc
cattgagaac
tatacattta
caggaaggca
agaacaactg
caccgtegcee
tcacccagta
gtaacacagg
aagactgtga
tgttcageaa
tgaggestet
coactttatt
gacacatteca
ataaattaac
gagaagcaaa
cttttettea
aaagtttaca
aaagaagtat
tatatggetg
cotgagcaaa
attggtgtee
agggtetgta
ttccaataaa
atgtaccaac

toctettagg

atactcctea
attattctag
ttccatatag
categgtgete
aagtaataga
teagggttet
aacaaacaaa
atttttgete
aaagtettte
atccaatgat
gccagtgaaa
gacaacacat
agagegaggag
ttteaccact
gaaataagca
ttatactget
ctttatgtca
attetecece
agttgecget
tagagtgcag
aagattagca
gtaaaaactc
tgtgagtget
ttaatgcaaa
acagcagtag
ggtcatatgs
acttcattta
ccecggtcta

Ceggangcgs
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7920

tggcteacac
1980

aggagtttga
8040

attagccagg
8100

gaatcgottlg
8160

agcctgggca
8220

aaglgaaaac
8280

aaaticcaaa
8340

aatccaaggt
8400

aaattgagaa
8450

60

120
180
240
300
360
420
480
540
600
660
120
180
840
900

Sequence Number (ID): 6

ctataatcce
gacocatcotg
cgtgetggeg
aacccaggag
acaagagaga
daagaaatta
aatctacaaa
cagcatataa

gtatcattea

Length: 8420

Molecule Type: DNA

Features Location/Qualifiers;
~ source, 1..8420

> mol_type, genomic DNA

> organism, Homo sapiens

Residues:
teottagtatg

gagaageaac
gttegatagtt
acatgttige
agtctaattg
ggagoatgta
atggectegt
cccagtgaaa
aagticagpa
gatacattte
cttecagetac
agggoctgga
tgttteteeg
gtataaagga

cactagagge

gtaaaccttt
ataagaaatc
ggaaattatt
actattgtgg
cigaagigaa
cagctcaagt
cgatgtegty
taggaagcca
aaagtaatag
caattaagga
atcageteca
ttttacaaaa
agagatteta
atgaggaaaa

aattagetga
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agocattttgg
gecaacatgg
ggegoetgta
geagaggttg
aactecgtet
aactgecctt
aaagetteta
cataaaatca

caacagtace

tgaagtagat
tettttaagg
ttaaagaaaa
gaataatcaa
agagaatgaa
aagaacagga
gteaaaagac
gettcataaa
gtgtaaaaat
tgaagaattt
taggticagg
gtaacacaat
aaatattage
gtgtaaatac
aaatgtaggt

gaggeogagg
tgaaacccta
atgecaacta
cagegagect
caaaaaaaaa
atttgccagt
gtactaaaaa
cottectata

acaaacatga

toaaatgaga
aattttatat
tgggttattt
gttgagacag
tgagaccctg
agaaagagac
atgegagtta
ccaaaatgaa
atgtaaagta
aaagtgaggc
cacagaatac
gaagaagaga
taagtaagaa
agtgggetea
gattattept
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cggggagate
tttctactaa
ctggggagge
agatcacgcee
aaaggaaata
gacattactg
tgagtttagc
tactagcaat

aataaatgtg

atgggaagag
agagagaaac
taaagaaaaa
aaaattattt
tgecataagte
aataaacatg
ttactgatta
gaggagegag
gaattaccag
cagccaatac
atggaacatt
gatgcaagge
ggggactgea
aagaatgttt
gagtgacatg

acctgaggte
aaatacaaaa
tgaageacga
attgeactce
aaagtataca
tctatgecaca
aaggttgtag

caccaactgg

agaaaaggga
agaggaatca
aggtattaca
tttaaggaag
tgatcagata
tacagatagg
cttctatttc
geagtattgg
ggagtatgaa
cectgettty
gtatttaaat
tatttgageg
aattttagiz
g8agccaagy
gttlaaatga
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aaagtataga
960

gtagcigaag
1020

gaaggttagg
1080

tatttttett
1140

gottottaaa
1200

cetgetgcte
1260

ccetatgtee
1320

caactattic
1380

atggtacctg
1440

acectetott
1500

ccacccagga
1560

gagticattt
1620

totticcecag
1680

tcttaatgat
1740

catgettatt
1800

aatgtgatce
1860

ccctaatecee
1920

cotctggest
1980

gtecatactt
2040

aatgatcaaa
2100

tgcgaagaag
2160

tctgacgatg
2220

cttactttet
2280

cteceggett
2340

tgoaactagg
2400

cotgotggty
2460

ggeattacag
2520

tttagtaagt
2580

catgtatcat

2640

agggtacaat
tagaatgaaa
aaacaaatta
teagoatata
taagggotco
agatctatte
tagcaaattit
aatggaaaat
ccagttctag
caaagtgett
gttoagteat
tactcttete
acttacaaag
tottetttea
atgagcaagg
ctgcagteca
ttggctaggc
getgactgea
atagggtaca
ttgaggtaat
caggaatttt
gatttacata
cgactaggct
caaacgattc
cctggetaat
teaaattegt
gtgtgagaca
gctaaggaat
gttactactt
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tatccatcat
gtagaatgga
taaaccactt
tttgttggaa
agcactggat
goatctacag
ccaactcaga
acaatteotet
ggtgggegaa
tcaaagtetg
goattctaag
ttettegtea
catgttetet
caagagtctt
gtetggeact
agagetiget
cagaacagaa
agtagaattt
atctgatgtt
ttatccacea
tagcagacaa
acttgttgtt
gaagtgcagt
tectgcctea
tittatattt
ggecteaagt
ccaagocteg
cctacttece

tegcagacatt

gaaaagttet
cctttecata
gagagaacat
tgccaactat
aatcetgeca
gatgtetttt
aaaccacatt
gatttettee
ctcaatacaa
goagaaaaaa
tagcagatca
catgttaceg
tgaattogtt
teactcttac
taggggaaaa
gtgaaaaage
tattgtotaa
aaacaaaaat
tcgatatgty
cctigaagag
ctgagatget
tttttigtet
ggcacaatct
gectectgag
ttaatacaga
gatctaccag
tacatttaca
ccaatatttt
tgatttteco
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agggtacaac
tccagecagg
atcccctaag
gtteagttea
tttattttga
gagaagatgg
aggcttetet
tatgatattt
atcaccaacc
agtacccagt
ctggaateta
cocttegtace
ctetttttaa
aattcagtte
gggaataaaa
aagtttgget
aacctoctea
ataattgaca
tttaaatggg
agatitttca
tottetteac
gtegtgttttt
cggoteacty
tagctgggat
tgggatttea
ctgeggoctic
tttettatet
ttectatite
ctitgtttac

taagatetga
tteagtgaca
ttgtitttae
attaatatgg
tacattccat
gcattcacat
atatatette
atcaaagaga
tttagatgac
gectataaga
attggctagt
ctgcacgttc
attcacacag
aagtcatcca
agatgaatga
tacatigect
cgteageagt
cataataatt
tgcattgtgt
atatteteat
actaagtcat
gagacagagt
caacctocac
tacaggtgca
ccatgttgge
ccaaagtgea
ggatettice
aatgtittag
tgtaaagtat
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atttttatag
2700

tetgeoatttt
2760

tcagagatcet
2820

tagtataata
2880

tgggatgaca
2940

tacttagtaa
3000

tatttoteta
3060

ttcttcacaa
3120

agaagecttt
3180

cagatgtttt
3240

ttttaategto
3300

atcatctete
3360

catcaggecac
3420

cttacatage
3480

tatatgacag
3540

ccaaaaaaaa
3600

gtitcctagg
3660

tattgtotca
3720

cttctggege
3780

gagggatagg
3840

agaagaggeg
3900

agtaacatgt
3960

gtacgacaga
4020

tttecctaat
4080

aaactgitec
4140

tecattitctet
4200

ttagttagga
4260

aacactaaga
4320

gaagtacagg

4380

gotttgtaat
agggaataat
catttcaaat
ataagtataa
acagcctacg
gcaatttaaa
tgctecagge
geaaatattc
ccagatcate
totoctectt
GOCOECAacse
fgeteacest
tcaataaaaa
atatcatatc
ataaggtcat
acaaaactgg
actgecagaa
cagttataga
ctgtggaaga
acttcaactt
tatgttgaat
tteccagetet
atgaaaaata
atgttatteg
aattgaaaga
ccaatgggag
gagctgcatt
tagagagaga

tactcagata
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agaagtatte
tctetgtipt
tatagttate
agctatggtt
tcaaaaaaat
aacacccaaa
aaatgaacta
totototets
ccatggeoaa
gacaattatt
cacaatttte
tgtatgacea
tttegatgaat
ttacatttta
tteteotigat
agtaaacaag
caaatcacct
tgttagaagt
gaatotgtee
getotatete
ccataataag
agtaaaaaac
aatgaacaag
acactaaatg
atatattaag
aaacattttc
ttgagtests
cagagacaga

gagataagee

taaaatctge
ggaatgaaaa
cctaggaata
aaggaaaact
gtgaaggtaa
gaactattge
ctaatgacce
tgetgtttat
gaacgatcge
tttgtgcaat
cagactgttt
gtatcctgag
aaacactgga
tgtceetoac
aagtacatag
atgaattgtt
caaacttagt
ataaaattaa
caagecttica
agatagagag
cacataaaaa
aaattgaagt
aatacagaga
gtattagaat
tggtgttata
gtttgagace
caggcagaat
gacagagaca

atttettgac
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ctgcaaccta
aaaaaacaga
aatctgagty
caacaacctt
atgagataat
catgattact
agggeteott
taaaatctac
tgettectet
tattttoott
gctocacgag
gagtggotat
ttttaaggca
ataaatacca
tecagtetga
ttaatagagg
ggctgaaaac
getgteagty
cactgtaaag
gagecatttg
cttggetggt
ggectataaa
geatgtggta
tatttatcaa
tgagaagtgc
tocgtgaata
ggegatotet
gcagagagag

attaagaaat

fetttetgac
gectgtggag
acaggtagta
atctgtaaat
gtaaggotga
ctacttactc
ccccaticte
tgcocotttt
tctttacata
ttgattgtet
agaggagace
tacataatta
ggtateatat
cagagtgaag
aacagatatg
cactgtatta
aacaaaaatt
grattgette
tacagtacte
ttgtgaattg
tcataggaga
aaggtacaga
aattatcatg
taataattet
cagggeatte
atacagtett
cacccacaca
acagagasag

aaagtagaat
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ceattggage
4440

aacacacact
4500

gtegtgtacat
4560

aattaaaaac
4620

acaaataaaa
4680

taaatctaga
4740

ccactttaaa
4800

atataactat
4860

ttggagttce
4920

atatatatac
4980

attataccat
5040

catatatgte
5100

togegtateac
5160

agatgestat
5220

aatggaacig
5280

tattatttta
5340

acaaacattg
5400

ggaggtagac
5460

gtgagetoge
8520

atttaatage
5580

aaattaaata
5640

acattgatca
5700

catcatttat
5760

gegtacaaata
5820

aaacgtttitt
5880

cagagcteca
5940

cagaaaatge
6000

acctgttgaa
6060

ttticgeisgt

6120

gaaataaaac
gettgatact
toagocctos
atttggaaat
aatatagtgt
gattacttaa
ctgataagaa
gecattttac
tggaaacaat
acacatatat
accacttgte
tgtatgteta
agggaattgg
getaccagaa
gagatcatta
ggteaaagac
catgttetea
agcagaagga
gatggttatt
acaacaggtt
tatatacaag
ccatgettee
cactagcaat
ttttttaaaa
aaaaactttt
tatattggge
aaatacaaag
atatgaccta

goagttttga

20/45

teccteoagga
tactgtggac
atatcoatgg
aacaaacatt
aacaactgtt
tgtataccag
cagatactaa
ataagggact
tecttgtttt
atatatatat
actcagtage
tgtgtataty
agatatatat
cagaaggtaa
tttgaggaga
aaacatttta
tttatttete
tagttaccaa
gggtacaaaa
gactatagtc
actagaacac
cccaaggeaa
ctattgteca
aacaaataat
ttaaagtcct
tatgatagee
taagcaactg
gecgraaacac

ctgaatgagg

acagagttaa
tttgaaaatt
attttgeatt
aaaatataac
tacatageat
aggatgcata
acttcatott
tgagetgage
atatatatat
atatatgata
tgtatatgca
tgtgtgtets
attettttea
agacacatga
aataatccag
ttttagetga
geatgtaaaa
aggctgcaaa
aatagttaga
aaaataacat
caagttgaat
gctgtacaat
taatcatgtt
tatttaattc
gaggactatt
ttacctgatt
aaaaataaac
ctatgecact

gagtttacge
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tteacataca
atgaatgtgt
cacagattca
aatacaacaa
gtatgttgta
gectatatge
agccaaaagt
ateccteagat
atgtgtgtet
gotactgagt
tatgtatata
tgtgtgtatg
gtacaaaaaa
aaaaaatttg
geacagaaaa
aataatccag
gtcaaaacaa
gegtagtgta
aagaataaat
aattgtacaa
gactccaget
gtetegcteg
taaattaata
geottttaaa
ttctttaaag
cttegccaaga
aaataagttg
teettatgaa

tggaccacaa

catgcageta
gtetetgtet
accaaccatg
taaaaataat
ttaagtagta
aaatactatg
cagagaaaca
tteagtatct
atatatatat
gacaggtgat
tatacatata
ctgtetttce
aattgaacac
caacaacaty
acaageattt
goacagaaag
fagaacgtat
ggotttgagg
aatatctagt
tttaaatatg
tgcgaaacce
tccagaacee

gcattttaaa

_agctttttaa

tgetoagtta
atctagtgec
gaggtatget
atcatatagg

gggegecect
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ctgtcaataa
6180

catcgatgac
6240

aagtacteig
6300

tcteactgat
6360

gaaggacate
6420

taggctateg
6480

attaatagta
6540

cttgtagaaa
6600

atcccacata
6660

ttttatecata
6720

gcattaagea
6780

attatgtett
6840

ccacataate
6900

tccagataga
6960

tagecgatet
7020

atctgtegca
7080

ctoceotatet
7140

accttctgaa
7200

tatataatat
7260

ttaaattaat
1320

atttttaate
7380

aatcctttet
7440

agataagets
1500

gttcagetag
1560

tgaaaatttt
1620

aacttctcaa
7680

ccttgaaact
7740

ggegaagaaca
1800

caaattatca

7860

cgtactcecat
cccaagtete
cocttitaag
tececatttca
actcagetgt
gtattccttt
ataataatta
tagcaacatt
caccacagat
tagtctgttyg
cagttecaac
ttcagtgeat
cagttgaata
aacacagatg
aggcctaage
cgtgaaccct
agagactcag
aggactactt
atatttaaat
atatatttaa
aacagagagt
tgtttecaag
ttoccctact
gacaaagatg
taaaaattga
actatgttit
gttttettet
ggaagaggac
acaattggag
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ttegtgtatta
tttaattgaa
gatcttgeat
ctctattaca
gttaagtate
ttactgaage
ataatggcaa
catctgaaat
aactteattt
cteactgaac
acagageaaa
taaaccactg
atatatgata
gaatcagaca
actctaagea
tttcttetgp
tttgttecot
tttaaattta
atataatatt
ataaataaat
aaaggattat
tttttcaaat
tattcagate
gagettttty
aaaaaaaaca
gacoggctag
acacaacttc
agatcaaatt

aaagaaagct

agtcaaaaat
tggaggtaaa
teacattoct
tagcaccgtyg
tggaacaata
tatgacatat
atttttatte
gececectect
tacatgtttt
tottecagtaa
tgagcaataa
gtetgatace
atataataaa
getttecocaa
gaagcotaagt
agtctggaac
tgtgattate
tatatataat
taaattaata
ttatatttaa
tttgaagaga
ggagecctot
tgagatctga
ataaaatttg
tttatagaaa
cataatgttt
ctectttoct
actcaagagg

gatgteagta
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gaaatggaag
agggaaacaa
gatgaagtta
ttecccagea
aatatactag
agetgocoecag
tattaagtta
acacttatgt
attctgttac
ttecteaacat
ctgttagtta
tagcccaaca
atggecgataa
gaaatagaga
tatcacagga
tatgttgcaa
agcagttgag
atttaaaata
tatatttaas
atatataata
aactecctggt
ttaccagctt
aaacattect
gcaaacacat
gagacttcta
cagtetitet
ttgactttee
aaggacaaga

teatttcata

agaaaagaaa
cgagtgagaa
fttttectoo
getoectgaat
tttecaatgte
geetgactaa
cttggettiga
ctaaggacaa
caaactaaat
accatgtaaa
ttataacatt
ttctattaaa
gtgctaaata
aaatagtaga
tatcttegca
ctcteacttt
aaatccttag
catatcttta
tatataatat
attaaaatat
tcecactiaa
gcececteag
tttcctgtga
tttttazaga
atccaaattl
ggagaatgoo
tgctotggaa
aataaggaac

tatgattatg
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tcagagtcag
7920

gggtaaagag
71980

gottettite
8040

aagtactaca
8100

tggctecagee
8160

tttccaaaga
8220

attccattat
8280

ctttaacaaa
8340

tctaaccaaa
8400

gagaacaaaa
8420

60

120
180
240
300
360
420
480
540
600
660
120
780
840

Sequence Number (ID): 7

gtggataage
gtotttotot
atgttattte
gtcacagtec
cctggctetg
gtccattaaa
ctocaactat
aattttaagt
ggagcataga

taaaaacttg

Length: 8475
Molecule Type: DNA
Features lLocation/Qualifiers:

- Source,

Residues:
geataactig

agccaaagtc
gtcagaaaca
tagggaaaaa
accttagteg
cettotgtot
taatccteoct
ttcagagaag
gactgatcac
caagaacttc
ttttgtttet
gaaggtatet
tgagoetgeac
tttoetagaca
atgtttgcce

22/45

caatcotgtt
tacaaagoeg
ttagtaacte
tgagaaaagg
tgegttgataa
agatatagaa
ttatcetcota
tgcaatagat
agatttgate

1..8475

gaatagcata
toctagotag
aaaatacctc
agtaaataag
atattaagtt
gaagegagec
goccaaaata
gttcaacttt
ttatttteta

> mol_type, genomic DNA
> organism, Homo sapiens

taagaaatgg
agcaacttag
catgaaatga
agtcagacac
gtaagaagce
cctottgtag
attatcagea
atccttcaag
aatttaatgt
cteagattca
taacttegat
tatgatgggc
ttgttaggat
aattttetoa
ttgagtegga

agtgaggict
aaggoaaaaa
agctcaatag
taaaattgtt
aatcagcaga
taactgacca
atggtetgat
atgaacaaag
aaggcttgga
ttggatgtty
atgtgattag
ttettaaage
tetagatgtt
aattcctatt

agacacecag

cagtitcaaac
ttataattta
gaacacttac
taaataggta
cgaactgcaa
caattaagge
ccagtgccag
getcaaaata
aggaactgat
agtgtgtete
gatgttaata
attgatcaca
tgaaatitet
toactttttg
cattaggaat
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cttttectee
taatcttaca
tasagttata
acaatgtata
agtattcatt
agcaataaca
attgccatta
aaatccatce

agtagtatag

teggcttotgt
gttgegcaaat
agggtagecag
agttcaaggg
gcaagecactg
tgoctagges
goaccacaga
aaaaattcta
ctetacette
agtctagtag
attaagtotg
aagactgeat
tgtpttattt
acatatcatg

aggcacataa

tactectgaa
ggtegcaaaaa
catattatga
taaaaacact
attattataa
ctaagagaaa
gaaagagcaa
cagaaaaatt

acttaattet

atgacttcaa
acgagaaaag
getagtagee
acaggtaaag
tetetettte
aataatgaag
caacttggte
gaagagagaa
cttaacatst
aaaaatgaat
gegctaatatt
gtteataaac
tggtotcaga
agtgacicaa

acataatact
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900

teaagettoa
960

gagtagaatt
1020

ccttatttaa
1080

aagctaggac
1140

atcagecactt
1200

tttetttatt
1260

gcacccaatg
1320

atggtttict
1380

getgetgttt
1440

cocatateot
1500

ggeecaaaaa
1560

agagotgtga
1620

ccaaggetige
1680

cttcagaaat
1740

ttggtttect
1800

ctttgtagtt
1860

actctgagec
1920

cctttagtea
1980

ctttetttgg
2040

aaagtcaatc
2100

gtageceott
2160

agatcttatt
2220

gotaaaaage
2280

tttttaagea
2340

agtcactaac
2400

aaataacaca
2460

tcaaaacaac
2520

catptageac
2580

gggetcaaaa

gatttaaget
cotacaacta
aactcgaaat
cgattacatg
ccttacaaac
tactcagaat
atcacagtga
gagtttcecta
caggcaaaac
ataacacaga
gaaagtttta
cactcatata
catggtaata
tttataatct
tagaaacotyg
aaaaaaggaa
tggattaaat
tettocactt
ggcaaagtcg
agaaatggga
ttcaagatta
atccatgtea
taatgeteag
tataacaata
attacataaa
attggetacg
agaactgtgc
ctacatcatt

aaggactige

23/45

caattataaa
tggetttete
gtgtaagtag
ttoactigac
taacaacttg
agtctgtagg
acattatttt
tcacctttet
taacaaaatt
agtaggegaa
teacaggaat
aatgeagaat
ctaccaaaca
gatatcaaat
gaaaacttta
attttagtic
ctagcceoage
tatggetgct
fgactaactt
caaactcact
gtttoattea
gitaagitia
tottatcaga
atagtaatga
ttecteaaca
gaactccage
acattcattt
cttcagacaa

ttataactgg

gtegtttaaag
tataataaaa
taataaagaa
tgacagatac
agatgtagty
atctgecage
acattctaaa
gttteaggte
ageatctaat
gagtgagaaa
atctagatgt
tactetottt
tatatcaaag
aggtcaagaa
aattagaaac
cttocageat
tgagtggaaa
tcegectaag
tettteegee
tcotactgee
agatttgata
tgctteocact
tttatcttat
taggaccata
acacactctg
catctagett
acatgattag
acttattgce

ctaataaaga
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gotgtectpa
tgtteactet
aatatgtect
aatcacctat
ttoccatteg
tgcocctgat
taactgglzc
cteaaatgtt
caataaccat
getggeagte
cttetgggat
cttecttgtt
cttggcagga
atataataaa
ttagaaaget
tagaattoog
cttaagtaac
aagttcatca
aaagttggaa
tggtgaagee
apetptttty
aaatctatet
ttattaatag
aatgtggatg
aggccataac
catgggetee
ggcagagett
ttttacagac

ggaactetgg

tagttecttet
atattgaacg
cctgtaacca
attaggagca
ctatgaagat
tataccagct
aaggteagec
aatttgtaaa
actatgteca
gagaaataga
tgtctgttaa
gettagaage
aaaatggtac
actagtttet
ttaaatcaga
tgattetetg
tagotgetts
tegtgactta
agcagaggte
gecattttea
actttactat
gaattcaaaa
aatgtggatt
gototttaca
aaacttttag
cactttaatt
aactgtatcet
aagaaaactg

gttcaaagtg
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2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320

agteccaattc
agttctteea
taatttatta
tatgtectaat
gcaagetagt
tccacaaatc
agtactgaac
agatacacac
agagcatcaa
atgcctecct
igagaagage
cactagagtt
gatgtggest
tgtggittee
taaacatata
ttttcaatga
atacatcagt
attaaaagtt
taagaaaaas
taaaaaataa
ttcagetgtt
agctcaatac
gtetgteaat
cagtaacttt
agattttite
ttectettgt
tttteagacy
atcaacagte

tgeotggeatt

tttettecac
cgttattget
ctgatttaac
aaacaccact
aatatatgte
ctactgggta
aaaatgegta
taatcaacaa
agagacggty
aaagacatgg
agaaggaaga
tggtegtatgt
EgEEERcagy
atcagocaca
aaaatatcat
agatctgeat
ggatagatat
cttatcttege
gtgptattat
acaacaaaat
ttaacttage
atttttattt
attttacttt
cottetotta
ttittectta
tetgetagac
tattttggaa
ttttaacagt

taacctacce
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ccacagette
taggtttcta
tatttcacta
ganatagcaa
tgtggattte
tttettatet
caaatgagce
attaatagta
ttagoaggty
gaataaattg
acattcaaag
aaggagctga
ggtgagtece
acctgaataa
tacacccata
gaagtaaaat
agatatgtgt
aggettgaag
gegegattag
gaaaacgtitt
gagctaaaaa
gagtaagaat
tcagegataa
tttaagttta
catatataat
ctggactttt
gcaaaggaga
ttttaageaa

ctgectecoe

tectaaagte
aagagcagtg
aggatticact
cototttott
tgctaataaa
gecagatoct
tcacagaget
acacactacg
gaggggaget
agatcacaaa
gaaaagaaag
geaatggtca
acgcagetot
ctgtetegta
gtacctaage
tattatatat
ctetggtata
attgtesgeaa
catgtttete
ttettotate
catcaaatce
tggatacatt
aaagacacat
ttttatttet
tttagagaat
tectetaatat
gaattgetat
aagtcagett

tticccaagt
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attacagaaa
acctaataca
tttaactttt
catggectte
gttotataca
acgctaggta
tgttteatteg
atgtgtttte
cttttagatg
aaatgagaaa
tgcatacteg
cttgtgteat
taagtgtgte
atccaaaaat
caaggacaca
aattttaggt
gaaaaaagtt
cttteatttc
ggtatatgta
aaagcctaat
aagaatgtic
tecateccot
gtagataatc
atcgtagttt
aacaatgcac
atatctecat
atagctgact
tetttatota

ccacitcage

tgcatagage
acatgetcta
aacttgtaaa
tegttgtaaa
cctcattaat
ctggatacac
aaaagcagag
aaggaaaatt
gagaatgaga
tagecagect
aaagccigaa
aagatptete
cteagactce
gattacagat
gtattctate
attgatatag
ttaaagggat
tttttaattt
tatttttaat
aagaagaaat
tcteggaactg
tggegctcca
acagtgacot
teootgttaa
acacaaaaaa
tttttetett
tectottete
agatttittt

caacctctea
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4380

ttegacaggt
4440

agcaaagaat
4500

aggtgegett
4560

acactagtca
4620

cctactgate
4680

tgepactgge
4740

coactttgga
4800

gttticacagt
4860

taaagctagg
4920

cttectpete
4980

ceetgotety
5040

ttegtattttt
5100

caggctgaag
5160

ctacaagegt
5220

ttctaagecac
5280

caacagatac
5340

agtgacttca
5400

ttattattat
5460

taatattgts
5520

atacccaaga
5580

gotggegage
5640

gotggeecta
5700

tgtttttttt
5760

tcagctcace
5820

gtagctggga
5880

catggtttet
5940

cotiggcctc
6000

ggtatataza
6060

acaatgcacc

accaccctet
cteaaatttt
gtoctatcta
ttaagcacca
ctaccatgtg
tgacatgett
gataggoagg
aggtgaaaaa
ggaagootgt
cttacttect
ctaaaaaaga
gttatcatta
tgeagteete
catgecacea
ttcteoaattg
tcaaagtttt
atgactattt
atatataata
catattettt
ctgggeaatt
ccteacaate
aactatetet
gagatggagt
goaacctotg
ctacaggcat
ccatgtteget
ctaaagtget
agotgoctag

tgaaaaategc
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aacataactg
cocacttegt
atcceetece
toagggacee
gtgattatet
cleagsgttec
getagtactt
gttgggtotc
gracatggtt
agactttgtg
atggatgttg
ttattattat
caatcacage
tgcttetttt
taaccaagag
agcaaagtct
gttaattigea
ttaaggtect
tattactgta
tacaaaagaa
acggeagett
gtggtagttg
ttegttetts
ccteoogegt
gagecaceac
caggoteetc
gegattacag
gtaactctaa

aactgaaaca

aaataatgte
tgtaaattat
tzgcaggaca
atggotgtgt
atgactteee
cgotggcttt
ttctatataa
ttttetttita
tatttcigea
ctcagtgtea
acteteagge
tattttgaga
teactgtitt
taatttttta
ataatactit
aaatgatatt
accaaggete
caaataccta
ttagtocett
agaggtteac
acgggattet
ttetgattea
ttgoccagsc
teaagtgatt
acccagotaa
tcaaactcco
gcataageca
cctttggece
gtagttecot
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taccattact
tttetaatet
cottacagaa
cactggtetg
taatcectgg
acagtcottt
geecocaaac
cttttetitc
actgeaatga
gatccotage
cctagttett
tgggetotta
agccteetga
aaatggttitt
ttatgaattc
aagettgtee
attttttaaa
aaagtttage
ttcatgttge
teggactcaca
tgagaaatga
agtattgaat
tggagtecaa
ctectgetto
ttttgtattt
aacctoaggt
ccgtgecegg
catacatctg

gggaccacac

geatettget
ctagtgttta
cctacceett
tttggtatte
ctgeottage
actgeccatg
ttgactttet
cacaagatga
tteattgete
agtttetatce
tttaattaaa
ctetgtegce
gtagetgega
ctgocttcaa
ttaaagttat
ttattgecca
tgaatatata
aaaatctaaa
tgataaagac
gitccacgty
cacttcicaa
tggttttttt
tggeaceateo
agcctoccaa
ttagtagaga
gatccacctg
ctggageatt
aaggatacct

actcagaaag
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6120

geggetgtate
6180

gatggagaaa
6240

agaagtattt
6300

tgtatatata
6360

tigtattgta
6420

atactaatac
65480

attagtatat
6540

atatatacat
6600

tettetacet
6660

aggaactteca
6720

gacggagtet
6780

agctccacct
6840

caggtgceceg
6900

tocctgaccte
6960

€accgeacce
7020

cettacctat
7080

taaacattge
7140

atgtaatcag
7200

tgacttaatg
7260

ctggataate
7320

tgaacaggta
7380

tgagtatoct
1440

tectataaca
7500

agaagtiatt
7660

cooccatgca
7620

ccacagatce
7680

ctgtggeotg
7740

atcaaactce
7800

aacaaaccto

aggagatcta
aacccactgg
gatcctacag
tagtattagt
tttatatata
aatgtactaa
atatatatat
atatactcac
teagetetge
tecttgatat
cgetgtgtoa
cctggeatea
ccaccascace
atgatceate
ggocacceet
ttaacaggaa
agacaatcto
tctacteatt
gaataaccag
aaatggetec
aacaacataa
ttggoteega
taccaatect
aattatgcea
attecectot
ttaaatctac
gaacataata
tgattccage
atttgacett
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gggaccagga
ggaggegeea
cattaatatt
atatatattg
tagtattgta
tacaatacaa
atatactaat
caagacatat
tctaccaaat
cccaccectt
coccaggetgg
caccattcte
aggetaatgt
cgoecttggee
tactaatttt
tcaacagggt
atctatccect
tagtttgcct
gaagttgaag
ttectectte
ttactgactt
gttttetteg
tcaatataac
gtegctaaate
ccegtcooto
cagttagaag
catgtigact
atatgccaaa

getagtagte

gggtggaaga
tectaacctt
gtattgtatt
tattgtatta
ttagtatata
taccatatat
acaatacaat
tagtgetote
atcatttgtt
actaactttt
agtgeagteg
ctgcotoage
tttacogtat
tectaaagts
tagtaacgte
taatcteact
gtctaaactg
aaggaatitt
tetccaatag
aggtagatca

caacttctag

ctatgetece

teatotttaa
ttctaaaatg
agcacgtaag
ctaatagoct
tataatttct
gacacatcat

goatattica
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cctaaggcag
gagaatcact
gtattagtat
goatatatat
tatacagtat
atatacacta
actatatata
atgtetgect
totgggatot
ttittttttt
tgtgatctog
ctcecaagta
tagcaaggat
cigggattac
caaggattaa
cectttotaa
tgtggaatta
tgaaaaaaca
taagaatgaa
tgccatttee
ttaattectt
attttttcta
attgtgettt
attgttgact
gaatggooet
acctototac
tagaaaattg
taaaaageaa

tcaagatcag

cactacagat
gagatcatge
atatatatag
actaattgta
atatgtatat
acacaataca
tactaataca
gocacactea
ttgeagteca
tttittttga
getcactgea
getgggacta
getotegate
aggcataage
aggaaatitg
aaataattta
ctgceattta
gttaaatgaa
ctettgotet
tcacttacac
cttttatcac
gttatcacag
taccttctoa
tgttgattag
ttgcttactt
caggaaggaa
tgtgagaaac
aacaaaacaa

ctcaaataaa
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1860

tagaagtgag
7920

catatgattt
7980

ccaattactt
8040

agaaaatttec
8100

gaataaccca
8160

caatgagcta
8220

agaatctgtg
8280

caggcaattt
8340

tcacaaaaac
8400

gcaggceeeg
8460

ggatcacctg
8475

28

34

Sequence Number (ID): 8

Length: 28

atttteacac
ttaacggtaa
cattagttca
atgtteteat
tectaagaaa
ttcaaagegt
tttotacata
ggatgcacat
agtaacaaaa
cgeagtgect

aggte

Molecule Type: DNA
Features Location/Qualifiers:

~ misc_feature,
> note,
- gource, 1..28

Residues:

27/45

aaattagact
aaaaaatogt
atctttittc
ttcatgetga
tacatitott
gatgataacc
cagacctoct
taaagottga
ggaatataaa

cacgeotgta

1..28
Primer K24

gtagtgettt
ttgagatatt
aatggogete
ttttcagaag
attatattte
agecaccatca
aaaaaggaac
geaacactge
gtaagttact

atcccageac

> mol_type, other DNA

> organism, synthetic construct

ttecgegsceg cggoacgoag CECECAagg

Sequence Number (ID): 9

Length: 34

Molecule Type: DNA
Features Location/Qualifiers:

- misc_feature
> note,
- source, 1,.34

Residues:

1..34
Primer K25

> mol_type, other DNA

> organism, synthetic construct

ttcactagtt gtctgtageg gaaasaaaaa aaac

Sequence Number (ID): 10
Length: 5000

Molecule Type: DNA
Features Location/Qualifiers:

— source,

Residues:

1.. 5000

> mol_type, genomic DNA
> organism, Cricetulus griseus
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ttittttaac
agatgtataa
ctgeatctga
aaaaatetta
ttatcttata
gtcageatta
ctacacttaa
attagaaagt
ttaataatat
ttteggagec

ttatctttac
tatttatcat
gaataaggtlc
gtittgtata
tttcttagga
tctaagaata
caggattece
tagttttcca
aagaagageg
tgaggegest
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gttetttaga
60

aatogoccaa
120

cagoccisgts
180

gcaacaggec
240

tgottgatac
300

ttatcttact
360

agecctctea
420

tcttacaagg
480

aatattcegt
540

aaatccctaa
600

ttaatcocaa
660

cttcagtett
120

ggggttaaga
180

aaaaacatat
840

tggcticcag
900

ttecageecte
960

gagacaggat
1020

ctitettttt
1080

cagttictece
1140

aggteccttt
1200

agtacottite
1260

atgtagacaa
1320

gocgteatta
1380

coticegeic
1440

cctaaactea
1500

caggoegatet
1560

ctaaaacaat
1620

tcazaaatze
1680

ttcaagaaag

1740

cgtggttact
ccagegeotg
ctggcttcag
atgtggctec
catgttegctt
ctatetttat
gggccatagt
tttggcaaag
tcatgcagee
cattegttaa
agatctigct
acccangece
gagaaatgea
ttcaatctct
acttacagec
ccatgaagaa
cgtetecott
ttattagtat
tttcageget
goccagagto
titotttgag
gectageott
aaccccagat
atttgectoa
cegtectite
cagtgagttc
acaaagaaac
aggtaggttt

gcaccttaac
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catttcctet
caagtgagaa
acagatgtga
ttgtgaatte
tagaticege
ctctecaace
cttegaatca
ggagagtigt
aacacacatc
tgaatcattt
tettcatcta
teggaaacct
acttectgta
ctatgaaaga
cagaagaaac
atatgtecat
getageccaa
tatatttgeg
ggegtoctage
atcteactgg
atatggtctc
getctcaaga
ttactttett
tegetgtaga
gtggcteaca
gaggccagee
accaaaacaa
gatgtagtte
geggaaaagt

cceggtgeet
aagacgtata
gcagggoctg
tgagacatee
cotgagacac
attttagtgt
catggaaaac
tgettoaget
ageatattat
tacaatttce
tggaaactta
tggtcaggaa
getgactaga
cgatatggaa
agaaaataca
tecagagact
getigectoa
gettagagat
actcgaacte
ctctaagaca
atcattttet
gatctgoctg
gatggaaaag
atattactag
cetttaatee
geggtetacag
aaccctaaac
actaccagag

agtaaattca
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ttgatetece
aatgecipgig
taacagoctg
tggaatctty
ctgetetatt
aaaacaaaga
agagctcaga
gotgagtogt
tgetgaaate
ttgttgotte
acaccttgea
ctgcctgeag
tgatagaata
aatatagaaa
accggaagag
tgcagattot
atatagtagc
ggaggtcaga
agegtatecag
gotggttttt
tgeoctggett
cttocetota
gttaaatgac
acttctggec
cageacttgg
tacgagttece
tctaaacaca
graaaagata

cgetgegety

actgocatac
acaaggcaaa
gagageottg
Ca8agecage
geaataagag
geotgtotge
glgtecoact
gagactgcag
agactgettyg
ttigttzaat
ctcaataage
caaaatgcta
accaaagcaa
caagagacat
aggtgctgac
tegtagtgttt
cagttgettt
ggacagtiga
goatgatgge
aatggctate
ggageteatt
cccagecaga
ticaccegee
tacataaaac
gaggcagagg
aggacageet
aatacaggcc
tattaaatet

gagetgeges
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agaaaggage
1800

ageacaagte
1860

ttacggggaa
1920

agaggacage
1980

geggggpopt
2040

ccgogeegeg
2100

geggtetece
2160

cggacgtget
2220

CEEaECCCEC
2280

cagctcagec
2340

cagecaacca
2400

gacacctcag
2460

gaggacagag
2520

agtcggagty
2580

aacgetotoe
2640

caggtaggga
2700

cggtegptet
2760

ggggcagect
2820

tgttagcate
2880

gcagaacagg
2940

ttittttttt
3000

tggaaggegce
3060

CCCCCCCCTe
3120

gocgteactee
3180

tctaggggaa
3240

cagttaggoa
3300

gatgtpttic
3360

gtgggaggce
3420

ggotocggee

3480

gttctaaagg
ggaccetggg
gttcacttite
gtecaccitsg
geegstepse
ttccacgega
acaccteggg
cgecgectoe
atgtogectsg
cceggetage
agtectaccce
tcacgetett
EBCEERCCCE
ggaggegott
agggtetgta
teggegecee
gtgtegegece
cgtegaggga
cagacacagg
gtggatogeo
ttgaggegea
tgaaagaagg
cegectectc
gogggagtey
attgcageag
agagttgees
aggaaatttc
agagoGgese

ttcagtcecac

29/45

gtagggtega
ttegatgece
ctttggotac
cggetggoac
£gcacgcage
gtgaggeice
ECEREECCEE
aagccgagtg
cgtagegacy
QAaCEELARLC
CECCCUCEEE
cttetggagt
aaacgccaag
agaccagetce
taggaaccte
ctgggeaace
ctecagectg
cgtgggetot
cttgzcaggsco
BECCCEEEEEE
gaatgatttg
atgcccaaga
goagateelg
tecageccat
aaccoctgga
gettcoctgag
ctgtegecceo
teggegeata

ttaaaagace

geagctaagt
tgcacacaac
ctotgegtga
ccgacageca
ECGECARECEC
cacgetgegg
gccgegaageg
cgtetegeac
ceceoegeecte
tegcccagta
ccategtect
gacagegecee
aatgggogsg
gggaaccgge
tgttotttte
gttegotcac
ggogegtgoe
tggaggegsc
aactgggete
gttagctaac
acctaatget
geoggtooet
ctagegectgt
ctetgecacg
tagctgggza
tggctgotag
tggegtaage
ctitgaccte
tagagggtea
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aaagggtgea
aaccaagatga
ggctetecge
ggaccaggat
ggtgtoceac
cttaacgttt
tcaccaccaa
teggagtacg
acccagacte
ggecgaaaat
cagactgtce
ggggccaatg
coctoocgag
tegtgegeac
ctgctogoce
gagctocgeg
cggggacteg
tggggaggty
ccaagcctac
tzgaggaags
caggaaaaac
cgteatcgte
gectcatgga
gaatatactc
gegcttagge
caggeogaga
agegtggtee
taggtcecact
gatttttate

gectttactt
ttagetaatg
agcaaggaca
ccgoggeest
accococteoe
ccacgecget
ggtegagage
tgcggogege
cgoagaccot
gecacaggce
gagccaggag
cccggacgga
ctgctcacaa
gtecetgeta
accggagtge
tgggeggcce
ggaagegttc
cagateccace
aaccgeaagt
ctittttttt
cttcacaaaa
cgectoccce
ccgcaatcta
cggtgettat
gacctegece
accgacttag
ttttecttte
attctgeece

ctgggcaaag
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acagtgcagc
3540

ctacacgtta
3600

agatgaaaag
3660

ggcacagesge
37120

gacgtggeee
3780

aagtgtattt
3840

catagagege
3900

acaagacaaa
3960

ggoccttigoe
4020

tttagtttot
4080

gaaggoctac
4140

taaaaatgag
4200

ttaaatateg
4260

acgtgecage
4320

ctgccatcea
4380

tataacatag
4440

tatcotetea
4500

gooccatiget
4560

tgcectagty
4620

tttegttacea
4680

ttgagcacta
4740

ctgatttgag
4800

gttgcaccaa
4860

agttctagag
4920

gaattcctea
4480

ttttttttee
5000

Sequence Number (ID): 11

ccaacttagg
goctgactic
aaaactaaag
gegetgegac
teggagaaga
gaagtctaca
taaaaaglag
gcaacagaag
gtacgagacg
caccteatee
tggegaaaaa
ctazaatgec
cggtgaggat
agaccagaaa
ageccaattt
getgeetget
cotteacage
ctacccagte
gttacaaaac
fcocgoooge
agecatgace
atgcaccaca
gtgatcateca
gooetgeage
gaagtgatet

ccotacagaca

Length: 4500
Molecule Type: DNA
Features Location/Qualifiers:

- S0urce,

30/45

gatcegagte
ctagtgegeg
ggooattgtg
aggaggatea
caaagaagta
tagtaaatca
atacttttet
aagctacica
tggagaacee
aatttattge
gtaagggatt
ctttttgaaa
ggaacccatt
gtetageget
ctcaaactaa
tttttgtttt
atcatcctac
ggagaactga
agetttittc
tetgggatit
ttagccicee
gtgcacttge
ggectgattt
agececasace

gttgaaagig

1..4500

agatgeatege
ctgecacgty
ccagacaagg
cttgagttcg
aatggtattt
ttegtgtttt
tgattagegt
gttgaaacaa
agttagataa
taagagttit
ttaaacctot
gaaatatgat
gotgccoace
gatgatcaca
ctgaacatge
gtttigtttt
ttecttteca
tggttttagt
ttetecttag
gtatggaage
acctgetttt
gtttggraac
ggatggecgee
atcctgocca

ttaaggtiteg
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tggaaggega
gecectooce
tgatgegeac
getcaacecg
aggeccagac
aagatggagg
gtaaagatce
aaagatgect
agatagttta
tttggtaaaa
ttagtegttat
tcagaagooa
tgotaggeaa
gacgaaggac
ttctettgeo
tteoctaatt
ttaggoottg
ttgpgatttt
cactacatge
cagggtatig
gtacaaaage
acatttgtag
tggcttgaat
ctgetteace

tggaaaatgt

gaaccaactc
cggoocaaat
atataaacco
gtatacatag
tgttatacaa
ttttttataa
tttgteoteac
ttezcagettc
tgaacaataa
ttotgtettg
ggecatttet
toagaggate
getageagac
ttacgtaetg
atgggtataa
ttacatggtt
agtgtaacca
ttatggatit
taagaacaca
agcatgocac
gtagttttta
gagtggtttt
tttatggeat
gataagicea

gaattgtttt
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Residues:

aacacacatc
60

tgaatcattt
120

tetteatota
180

tcggaaacct
240

acttcclgta
300

ctatgaaaga
360

cagaagaaac
420

atatgtgcat
480

ggtageccaa
540

tatatttigge
600

gggtoetagy
660

atctcactgg
720

atatggtcte
780

gctotcaaga
840

ttactttett
900

togetglega
960

gtgectoaca
1020

£agECcagee
1080

accaaaacaa
1140

gatgtagttc
1200

gggeaaaagt
1260

gtaggetgea
1320

ttegatgcee
1380

ctttggotac
1440

cgggiggeac
1500

ggcacgeagse
1560

gtgaggetco
1620

ECEEEECCEE
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> mol_type, genhomic DNA
> organism, Cricetulus griseus

agcatattat
tacaatttoc
tggaaactta
tggtcaggaa
gctgactaga
cgatatggaa
agaaaataca
teccagagact
gottgectea
ggttggagat
actcgaactc
ctctaagaca
atcattitet
gatctgeotg
gatggaaaag
atattactag
cctttaatee
gggtctacag
aaccctaaac
actaccagag
agtaaattea
geagetaagt
tgeacacaac
ctetgogtea
ccgacageca
ECECAggeEe
cacgctgeoeg

gccgogaags

tggtgaaate
tigtigettic
acaccttgga
ctgeotggag
tgatagaata
aatatagaaa
accggaagag
tgcagattct
atatagtage
ggaggtcaga
agggtatcag
getggttttt
tgeetggett
cttecgtota
gttaaatgac
acttetggee
cagcactigg
tacgagttce
tctaaacaca
ggaaaagata
cgotgoggte
aaaggetaca
aaccaaatga
ggctetecee
ggaccaggat
ggtgteccac
cttaacgttt

tcaccaccaa

agactgcttg
1ttgttgaat
ctcaataage
caaaatgeta
accaaageaa
caagagacat
aggtgetgac
tgtagtgttt
cagttgettt
geacagttga
goatgatgge
aatggetate
geagcteatt
cccagecaga
ttcaccegee
tacataaaac
gaggcagagg
aggacagoct
aatacaggce
tattaaatcet
gageteerer
geetttactt
ttaggtaaty
agcaaggaca
cegoggeggt
accocootes
ccacgecgot

getogagage
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aaatccctaa
ttaatcecaa
cttcagtett
gegettaaga
aaaaacatat
tggcticeag
tteagcccte
gagacaggat
ctttettttt
cagttetece
aggtgocttt
agtacetite
atgtagacaa
geegtgatta
ccttecggte
cctaaactca
caggegatet
ctaaaacaat
tcaaaaatgc
ttcaagaaag
dgaaaggagg
agcacaagtg
ttacggggaa
aaaggacageg
ggegggegst
CCECEOOECE
ggggtotooe
cggacgtget

cattegttaa
agatcttgot
acceaaggee
gagaaatgca
ttcaatctct
acttacagcc
ccatgaagaa
cgtotocett
ttattagtat
tttcageget
goccagagto
tttottteag
ggotageott
aaccccagat
atttgectea
cegtgotttg
cagtgagttc
acaaagaaac
aggtaggttit
geaccttaac
gttctaaagg
ggaccotgeg
gttecactite
gtcaccttgg
ggggeteeee
ttecacgega
acacctogge

cgececoice
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[B16-29]

1680

aagecgagty
1740

cgtageogaceg
1800

aacgggagsc
1860

GEGCCCOEEE
1920

cttetpggagt
1980

agacgecaag
2040

agaccagclc
2100

taggaaccto
2160

ctggggaacg
2220

ctocagectg
2280

cgtgggotot
2340

cttegcagege
2400

geceegeegees
2460

gaatgattitg
2520

atgcocaaga
2580

geagateotg
2640

tocagoceat
2700

aacccetgga
2760

gettectgag
2820

ctetegecee
2880

tggecggata
2940

ttaaaagace
3000

gatccgagte
3060

ctagtgegeg
3120

ggccattetg
3180

aggaggatca
3240

caaagaagta
3300

tagtasatoa
3360

atacttttet

cgteteggac
coccgoecte
tcgeccagta
ccategtect
gacagcgeeg
aatgggeges
EgEaaccgsc
tgttcttttc
gttcgetoac
ggoegegtgco
tggagegegc
aactgggete
gttagctaac
acctaatget
ggeggtooct
ctagggctet
ctetgooacg
tagctgegea
tggetgetag
tegogtaage
ctttgaccte
tagagegtga
agatgcatge
ctggcacgty
ccagacaage
cttgagtice
aatggtattt
ttegtgtttt
tgattagggt

32/45

teggagtacg
acccagactc
ggecgaaaat
cagactgtoc
ggggocaatg
coctocegag
tegtgegeac
ctgotegeoe
gagcteegog
cggggacteg
tgezgeagste
coaagectac
tggaggaagg
caggaaaaac
cgteatogte
gecteatgga
gaatatacte
gegottagge
caggeogaga
agegteggtoc
taggtcoact
gatttttate
tggaagggea
gecectocee
tgatgcgeac
ggtcaaccog
aggoeooagac
aagatggage

gtaaagatce

tgegecgegc
cgeagaccet
gecacagece
gageocaggag
ccoggacgga
ctgeteacaa
gteeoctgeta
accggagtge
tggegegoce
ggaagegtic
cagatccace
aaccgoaagt
cttttttitt
cttcacaaaa
cgectecece
ccgeaatota
cggtgettat
gacctegeoe
accgacttag
ttttgcttte
attctgecee
ctgggcaaag
gaaccaacte
cgecccaaat
atataaacce
gtatacatag
tgttatacaa
ttttttgtaa
tttegtoteac
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CEEAZCCCLD
cagcteagee
cagccaacea
gacacctcag
gaggacagag
agtegeagty
aacgetetee
caggtaggga
cggtegetgt
ggggoagect
tgttagcatc
goagaacagg
trtttttttt
tggaaggece
CCCOGCGECE
gegtcactgy
tetaggggaa
cagttaggea
gatgtgttte
gtgggaggce
gectecggee
acagtgoage
ctacacgtta
agatgaaaag
gECacaggse
gacgtegegg
aagtgtattt
catagaggeg

acaagacaaa

atgtoggety
cccggetage
agtctaccce
tcacgetett
ggcggeceeeg
ggaggegett
agggtetata
tegggggoee
gtetgegoee
cgiggagega
cagacacagg
gtgratcece
ttgageggga
tgaaagaagg
cggectgete
gogggagtgg
attgcageag
agagtigegg
aggaaattte
agagecgRoe
tteagtccac
ccaacttagg
geectgactte
aaaaclaaag
gogetgogac
tgegagaaga
gaagtctaca
taaaaagtag

gcaacagaag
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[Eg6-301]

3420

aagotactea
3480

tggagaacce
3540

aatttattge
3600

gtaagggatt
3660

cttttteaaa
3720

ggaacceatt
3780

gtgtageget
3840

ctcaaactaa
3900

tttttetttt
3960

atcatcctac
4020

geagaactga
4080

aggtttttte
4140

totgggatit
4200

ttagecteoe
4260

gtgcacttes
4320

gecctgattt
4380

ageecacace
4440

cttgaaagtg
4500

60

120
180
240
300
360

gttgaaacaa
agttagataa
taagagttit
ttaaacctet
gaaatatgat
getgoccacg
gatgatcaca
ctgaacatge
gttttegtttt
ttcotttgea
tggttttagt
ttetecttag
gtategaage
acctgetttt
gtttgggaac
ggatggegoe
atcotgececa

ttaaggttteg

33/45

aaagatgect
agatagttta
tttggtaaaa
ttagtgtist
tcagaageea
tgctaggeaa
gacgaaggac
ttoetgttigce
ttgcotaatt
ttaggeottg
ttgggetttt
cactacatge
cagggtette
gtacaaaage
acatttgtag
tggettgaat
ctgetteace

fggaaaatgt

Sequence Number (ID):@ 12
Length: 3500

Molecule Type: DNA
Features Location/Qualifiers:

= sourge,

Residues:
caggcgatoet

¢ctaaaacaat
tcaaaaatge
ttcaagaaag
agaaaggags

agcacaagtg

3500

ttgeagette
tgaacaataa
ttetgtettg
ggeoatttict
tcagaggate
gctageagac
ttacgtegtsg
atggetataa
ttacatgstt
agtgtaacca
ttatgegttt
taagaacaca
agcatgoccac
gtagttttta
gagigegtttt
tttatgggat
gataagteca

gaattgtttt

> mol_type, genomic DNA
> organism, Oricetulus griseus

cagtgagttic
acaaagaaac
aggtaggttt
gcaccttaac
gttotaaage
ggaccotgeg

Bageccagce
daccaaaacaa
gatgtagtte
ggggaaaagt
gtaggetega
ttecgatgecec

gggteotacag
aaccctaaac
actaccagag
agtaaattca
geagctaagt

tgeacacaac
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gececttgee
tttagtttet
gaaggectac
taaaaatgag
ttaaatatgg
acgtgocage
ctgecatcea
tataacatag
tatcctgtea
gecoattget
tgooccotagte
tttgttacca
ttgageacta
ctgatttrag
gttgcaccaa
agttctagag
gaattocteca

tritttttee

tacgagttce
tctaaacaca
ggaaaagata
cgotgogete
aaagggteca

aaccaaatga

gtacgagacg
cacctcatce
tggggaaaas
ctaaaatgce
cgetgaggat
agaccagaaa
agoccaattt
goeteggteget
cotteacage
ctacccagtc
gttacaaaac
tocoegocoge
agccatgacc
atpcaccaca
gtgatcatea
gecctgeagc
gaagtgatet

cctacagaca

aggacagect
gatacaggeo
tattaaatct
gagotgegeg
gectttactt
ttaggtaaty



WO 2023/210607
[E26-31]

ttacggegaa
420

aaaggacagg
480

ggegggeggt
540

CCEBCEGCECE
800

geeetetoce
660

cggacgtget
120

CELZagecCEs
180

cagcteageo
840

gcagccaacea
900

gacacctoag
960

gaggacagag
1020

agtoggagts
1080

aacgceictce
1140

caggtapggga
1200

cgeteeetet
1260

geggoageet
1320

tgttageate
1380

goagaacage
1440

tttttttitt
1500

tggaaggecs
1560

CCCCCO00Ge
1620

gogtoacteg
1680

tctagggeaa
1740

cagttaggca
1800

gatgtetite
1860

gtgggaggce
1920

gecteooggee
1980

acagtgcage
2040

ctacacpgtta

2100

gttcactttc
gteaccttieg
geggegtegsg
ttecacgega
acaccteoges
cgeegectec
atgtegoctg
cceggetage
agtctaccce
tcacgetott
EECBEEGCCE
ggaggogett
agggtgteta
fogggggcce
gtgtgcgcee
cgtggaggga
cagacacagg
gtggatogeo
ttgagegega
tgaaagaagg
cgggotecte
gogggagtlgs
attgcagcag
agagttecee
aggaaattte
agageogece
ttcagteeac
ccaacttagg

gectgactte

34/45

ctttggetac
cgggtggeac
ggCacgeage
gteaggotec
gcEageccey
aagecgagtg
cgtagogacg
aacgggagec
CECCCCOEEE
cttctggagt
aaacgeceaag
agaccagetc
taggaaccte
ctggggaace
ctocagoote
cgtgggetet
cttgcaggec
BCGCERREEE
gaatpattts
atgcccaaga
goagatootg
tccageocat
aaccoctgea
gottectgag
ctgtegooos
tgggoggata
ttaaaagace
gatcogagte
ctagtgegeg

ctetgegtea
ccgacageca
ECECAERCEC
cacgetegoge
gccgogaagg
cgtgtgggac
cceogeccte
togeccagta
ceategtect
gacagegocg
aatgggegeg
gggaaccgec
tattetttte
gttegeteoac
gecgogtgee
tggagggesc
aactggecte
gttagetaac
acctaatget
ggoggtecct
ctagggetgt
ctetgecacg
tagctggaga
tggotectag
tgecgtaage
ctttgaccte
tagagggtea
agatgeatge

ctggeacgtg
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ggctetooge
ggaccaggat
ggtegteecac
cttaacgttt
tcaccaccaa
teggagtacg
acccagacic
ggccgaaaat
cagactgtee
gegeccaatg
cecteocgag
togtgogoac
ctegctegece
gageteegeg
cgggeacteg
tegegagete
ccaageoctac
tggaggaagg
Caggaaaaac
cgteategte
ggcteatgga
gaatatactc
gggottagge
caggocgaga
agegtggtee
taggtccact
gatttttate
tggaaggeea

ggegotocce

ageaaggaca

‘ccgogeegst

accccccteo
ccacgeoget
getogagage
tgeggeggre
cgcagacccet
gocacagges
gagccageag
CCCZgacsga
ctgcteacaa
gtecotgeta
accggagtec
tggeggecec
ggaagegtte
cagatccacc
aaccgcaagt
cttttitttt
cttcacaaaa
cgoctococe
cecgeaateta
cggtgettat
gacctegece
accgacttag
ttttgoctttc
atteteccco
ctgggcaaag
gaaccaactc

cggoccaaat
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[E6-32]

agatgaaaag
2160

ggcacaggeg
2220

gacgtgegeg
2280

aagtgtattt
2340

catagaggge
2400

acaagacaaa
2460

gegcccttgee
2520

tttagtttoct
2580

gaaggcetac
2640

taaaaaigag
2700

ttaaatateg
2760

acgltgocage
2820

¢tgccateca
2880

tataacatag
2940

tatectgtea
3000

gcoccattect
3060

tgecctagty
3120

tttgttacca
3180

ttgageacta
3240

ctgattigag
3300

gttgcaccaa
3360

agttctagag
3420

gaattcctca
3480

ttttttttee
3500

Sequence Number (ID): 13
Length: 2707

aaaactaaag
gegetgegac
tgggagaaga
gaagtctaca
taaaaagtag
geaacagaag
gtacgagacg
cacctcatce
tggggaaaaa
ctaaaatgce
cggtgaggat
agaccagaaa
ageccaattt
getggetagt
ccitcacasc
ctacecagte
gttacaaaac
tecegeooge
agecatgace
atgcaccaca
gtgatcatea
goectgeage
gaagtgatct

cctacagaca

Moleculfe Type: DNA
Features Location/Qualifiers:

= source,

Residues:

35/45

ggccattgtg
aggaggatca
caaagaagta
tagtaaatca
atacttttet
aagctactea
{ggagaacce
aatttattge
gtaagggatt
ctttttgaaa
ggaacccatt
gtgtageget
cicaaactaa
titttetttt
atcatcotac
ggagaactga
aggtttttte
tctggeattt
ttagecctece
gtgcactteg
gecctgattt
8geccacacs

ctigaaagtg

1..2707

ccagacaagg
cttgagttcg
aatggtattt
ttggtetttt
tgattagggt
gttgaaacaa
agtiagataa
taagagtitt
ttaaacctot
gaaatatgat
getgocccace
gatgatcaca
ctgaacatge
gtittettit
tteotttgea
tggttttagt
ttotecttag
gtatggaage
acctgetttt
gtttgggaac
ggatggogcee
atcctgocea

ttaaggttisg

> mol_type, genomic DNA
> organism, Cricetulus griseus

ggctageaac gggaggeteg ococaglagge cgaaaatgeo
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tgatgcgeac
ggtoaaccog
aggeocagac
aagatggagg
gtaaagatcc
aaagatgeet
agatagttta
tttgetaaaa
ttagtgttgt
tcagaageea
tgctaggeaa
gacgaageac
ttetgttece
ttgectaatt
ttaggccttg
tteggeetttt
cactacatge
cagggtgtte
gtacaaaage
acatttgtag
tggetigaat
ctgetteace

tggaaaatgt

acaggcecag

atataaacco
gtatacatag
tgttatacaa
ttitttgtaa
tttgtetcac
ttgcagette
tgaacaataa
ttetgtette
ggocatttet
teagaggatc
getagcagac
ttacgtggtg
atgggtataa
ttacatggtt
agtgtaacea
ttatgegttt
taagaacaca
agcatgccac
gtagttttta
gagtgetttt
tttatgggat
gataagtcca

gaattgtttt

ccaaccaagt
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[E26-33]

60

ctaccccege
120

cgotottett
180

EEECCCEAaa
240

ggcgettaga
300

gtgtgtatag
360

gggecccetg
420

tecgcecetc
480

geagggacgt
540

acacaggett
600

gatcgocgcee
660

agggggagaa
7120

aagaaggalg
780

getgctegea
840

ggagteetec
9G0

gocagcagaac
960

gttgegeect
1020

aaatttccty
1080

gocgecctegg
1140

agtcoactta
1200

acttagggat
1260

tgacttocta
1320

actaaagegc
1380

ctegcgacagg
1440

gagaagacaa
1500

gtctacatag
1560

aaagtagata
1620

acagaagaag
1680

cgagacgteg
1740

ctcatccaat

ccocgggeca
ctggagtgac
cgecaagaat
ccagetegee
gaacctetgt
geggaacggtt
cagectgggce
gggctetteg
geagggeaac
cggggeeett
tgatttigace
CGCaagagec
gatcctgeta
ageccateto
coctggatag
tectgagtes
tegecooteg
goggatactt
aaagacctag
ccgagteoaga
gtgogegote
cattgtgeca
aggatcactt
agaagtaaat
taaatcattg
cttttettga
ctactcagtt
agaacccagt

ttattgctas

36/45

togtecteag
AgGECCREER
ggecgeecce
aaccggeteg
tettttects
cgctcacgag
gegtgecege
agggggcteg
tgggctecea
agctaacteg
taatgetcag
ggtceotegt
gggetgtgge
tgoccacgeaa
ctggeeaggs
ctectagoag
cgtaagcage
tgaccictag
agggtgagat
tgeatgeteg
geacgtggge
gacaaggtea
gagttogggt
gptatttage
gtgttttaag
ttaggeteta
gaaacaaaaa
tagataaaga
gagttttttt

actgtocgag
gocaatgcoe
tecogagete
tecgeacgtc
ctogeccace
cteogeogtes
ggacteggga
ggagetgcag
agcetacaac
aggaaggett
gaaaaacctt
catcgtecge
tecatggacog
tatactcogg
cttaggcgac
gooEagaacc
gtggtecttt
gtccactatt
ttttatectg
Aagggegagaa
geteeocegg
tgegeacata
caacceggta
coccagactet
atggagegttt
aagatocttt
gatgecttty
tagtttatea
ggtaaaattc
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ccaggaggac
ggacggagag
ctecacaaagt
cctgetaaac
ggagtgecag
gegeeccesg
agegttogeg
atccacetgt
cgeaagteca
ttittetttt
cacaaaatgg
ctoococcce
caatctageg
tgcttattot
ctogocceag
gacttaggat
tgetttogty
ctgoecegge
ggcaaagaca
ccaactcecta
cctaaataga
taaacccgge
tacataggac
tatacaaaag
tttgtaacat
gtetoacaca
cagettogge
acaataattt

tgtotiggaa

acctcagtca
gacagaggec
cggagteggga
gctctccage
gtagggateg
teggteisis
goagectogt
tagcateccag
gaacagggte
trttttttte
aagggectea
CCCCCGCOEE
tecactggeces
aggggaaatt
ttaggcaaga
gtetttcagg
ggageccaga
teeggectte
gtgeagecea
cacgttagee
tgaaaagaaa
ACagsLELEcy
gtegeegtag
tegtatttgaa
agaggggtaa
agacaaagea
cotteoceta
agtitctecac
ggcoctactgg
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[E16-34]

1800

gpaaaaagta
1860

aaatgeccott
1920

tgaggatgga
1980

ccagaaagtg
2040

ccaatttcte
2100

gegtgetttt
2160

toacageate
2220

cocagtogga
2280

acaaaacagg
2340

cgoocgetet
2400

catgacctta
2460

caccacagtig
2520

atcatcagge
2580

ctgcageage
2640

gtgatctott
2700

acagaca
2707

60

120
180
240
300
360
420
480

agggatttta
tttgaaagaa
acccatiget
tagogotgat
aaactaactg
ttgttttgtt
atoctacttc
gaactgatgg
ttttttette
gegatttgta
goeteecace
cacttgggtt
ctgattitega
ccacaceate

gaaagtgtta

37/45

aacctcttta
atatgattca
goccacgtae
gatcacagac
aacatgotte
ttgttttttg
ctttgcatta
ttttagtttg
toottageac
tggaagecag
tgettitgta
tggeaacaca
tggegootgg
ctgcccactg

aggtttpgteg

Sequence Number (iD): 14

Length: 2607

Molecule Type: DNA

Features Location/Qualifiers:
- source, 1..2607

> mol_type, genomic DNA

> organism, Cricetulus griseus

Residues:
ccaggaggac

ggacggagag
ctcacaaagt
cctgetaaac
ggagtgccag
gEgEgEcCCCEe
agegttogge

atccacctigt

acctcagtea
gacagagggec
cggagtggga
goctetocagg
gtageggatog
tgegtgtete
goagectegt

tageatccag

cgetottett
gggocogaaa
ggegottaga
gtptgtatag
geggeecoty
tgegeocote
ggagggacgt

acacaggett

gtgttgtege
gaagccatcea
taggcaaget
gaaggactta
tgttgceatg
cotaatitta
grecttgagt
gegtttttta
tacatgctaa
getgttgage
caaaagegta
titgtaggae
cttgaatttt
cttcaccgat

aaaatgtgaa

ctggagtgac
cgocaagaat
ccagetogge
gaacctetgt
gegaacgett
cagectggge
gegotottgg

gCagggcaac
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catttettaa
gaggatcita
agcagacacg
cgtgetegoty
ggtataatat
catggtttat
gtaaccagce
tggettitae
gaacacattt
atgccacttg
gtitttacty
tggttttgtt
atgggatagt
aagtccagaa

ttgttititt

agogecgesgs
gegeggecce
aacecggotog
tetttteotyg
cgcteacgag
gegtgeeogg
aggegectgy
tgegctecea

aaatgagcta
aatatggcgg
tgeccageaga
ccatccaage
aacataggoet
cotgtgacet
cattgetotea
cctagtgett
gttaccatoc
agcactaage
atttgagatg
goaccaagtg
totagagges
ttecteagaa
ttttteccet

gecaatgece
tooogagetg
tgcgoacgtic
ctegoecace
ctecgegteg
ggacteggga
geaggtgoag

agcctacaac
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[E26-35]

cgcaagtgea
544

ttttttttit
600

cacaaaatgg
660

ctecoecoece
720

caatctageg
780

tgettattet
840

ctegecccag
800

gacttaggat
960

tgettteste
1020

ctgeceoges
1080

gECaaagaca
1140

ccaactcets
1200

cccaaataga
1260

taaacccgges
1320

tacataggac
1380

tatacaaasag
1440

tttetaacat
1500

gteteacaca
1560

cagottogee
1620

acaataattt
1680

tgtettggaa
1740

pcatticttaa
1800

gagegatctta
1860

ageagacacg
1620

cgtegteets
1980

ggtataatat
2040

catggtttat
2100

gtaaccagee
2160

tggetitiec

2220

gaacagggly
tttttittte
aaggecctga
CCCGCCCCEE
tcactzgecg
agggeaaatt
ttaggcaaga
gtgtttcage
gEaggccaga
tocegegcettc
gtgoagecea
cacgttagee
tgaaaagaaa
acagggzecy
gteggeatag
tetatttgaa
agagggetaa
agacaaagca
cottgeceta
agttteteac
gzcctactgg
aaatgagcta
aatatggege
tgccagcaga
ccatccaage
aacataggct
cetgtgacct
cattgotcta
cotagtoett

38/45

gategecgee
aggggLagaa
aagaaggaty
gotgetegea
geagtzgtoo
goageagaac
gttgegeget
aaatttcctg
gecggccteg
agtoocactta
acttagggat
tgacttecta
actaaaggge
ctgeeacagg
gagaagacaa
gtctacatag
aaaptagata
acagaagaag
cgagacglgg
ctcatccaat
ggaaaaagta
aaategccott
tgaggategsa
ccagaaagtg
ccaatttcto
gegteptttt
teacageate
cocagtegea

acaaaacagg

cgggegeett
teatttgace
Cecaagagec
gatcctgeta
ageoecatote
coctggatag
tcetgagteg
tegeoooteg
geggatactt
daagacctag
cocgagtcaga
gtgogegotg
catigtecca
aggatcactt
agaagtaaat
taaatcattg
cttttettea
ctactcagtt
agaacccagt
ttattgetaa
agggatttta
ttigaaagaa
accoattgot
tagecgetgat
aaactaactg
ttgttttett
atcctacttc
gaacteatgg
tittttette
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agctaactgg
taatgcteag
ggtecctegt
gegctgiege
tgccacggaa
ctegggageg
ctgctageag
cgtaagecage
tgaccictag
agggtgagat
tgcatgoteg
gecacgtggsc
gacaaggtzga
gagttogget
ggtatttagg
gtgttitaag
ttaggetgta
gaaacaaaaa
tagataaaga
gagttttttt
aacctetita
atatgattca
gooccacgige
gatcacagac
aacatgetic
ttgtttitty
ctttgeatta
ttttagtite

tecttageac

aggaaggoett
gaaaaacctt
catcgteces
teatggaccy
tatacteogg
cttaggeeac
ECCgagaace
gtegetoottt
gtccactatt
ttttatecty
aagggeagaa
gotooeoogg
tgcgeacata
caacceggta
cccagactgt
atggaggttt
aagatcecttt
gatgcctttg
tagtttatga
ggtaaaatte
gtettgtege
gaagccatea
taggecaagct
gaaggactta
tgttgccatg
cetaatttta
ggocttgagt
gggttttttia

tacatgctaa
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[E26-36]

2280
2340
2400
2460
2520
2580
2607

60
120
180
240
300
360
420
480
540
600
660
120
180
840
900
960
1020

gaacacattti
atgecacttg
gtttttactg
tggtttigtt
ateggatast
aagtccagaa

ttgttttttt

Sequence Number (ID}: 15
Length: 2507

gttaccatce
agcactaage
atttgagatg
gcaccaagig
tetagagges
tteetcagaa
tttttoccet

Molecule Type: DNA
Features Location/Qualifiers:

— Sourge,

Residues:
ggECELECCC

aaccggetog
totttteote
cgctoacgag
gogtgeocgs
agegegoteg
tgggcteeca
agctaactgg
taatgcteag
getecetogt
gegetetgge
tgccacggaa
ctggggagee
ctgctageag
cgtaagoage
tgacctotag
agggtgagat
tgeatgotes

39/45

cgeccgetot
catgacctta
caccacagte
atcatcagge
ctgcageage
gtgatctett

acagaca

1..2507

gepatttgta
gocteccace
cacttgggtt
ctgatttgga
ccacaccate

gaaaptstta

> mol_type, genomic DNA
> organism, Cricetulus griseus

tcecgagetg
tgegoacgte
ctegeccace
ctocgogteg
ggactoggga
ggagetecag
agectacaac
aggaaggett
gaaaaacctt
catcgtoege
tcatggaccg
tatactcegg
cttaggogac
gocgagaace
gtggtocttt
gtecactatt
ttttateootg

aaggegagaa

ctcacaaagt
cctgotaaac
ggagtgocag
BEBECGCCER
agegttegeg
atccacotgt
cgcaagtgea
trtttttttt
cacaaaatgg
cteccecoce
caatctageg
tgettattot
ctegecceag
gacttaggat
tgoctttegts
ctgeceegge
ggcaaagaca

¢caactocta

cggagtgega
gotctocagg
gtagggateg
tgegtetete
goagectegt
tagcatccag
gaacagggte
ftttttttte
aagggcctea
GCCCLOCCES
tcactggegcg
aggggaaatt
ttaggoaaga
gtgttteage
ggaggocagsa
teeggectte
gtgecageeca

cacgttagoc
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tegaagecag
tgottttgta
tgggaacaca
tggegeoteg
ctgoccacty

aggtttgteg

ggegettaga
gtgtgtatag
ggggooccty
tgegocecte
ggagggacgt
acacaggett
gatcgeogeo
agggegagaa
aagaaggate
getgctegca
ggagtgetee
goagcagaac
gtigogrgot
aaatticctg
gecgeeoteg
agtccactta
acttagggat
tegacttecta

ggtgttpage
caaaagegta
tttgtaggag
cttgaatttt
ctteaccgat

asaatgteas

ccagetegee
gaacctetgt
gggaacggtt
cagectggece
gegetetteg
gecagggcaac
cgggggegtt
tgatttgace
cccaagagge
gatcctgeta
ageccateto
coctgeatag
tcctgagtes
tegeeectgg
geggatactt
aaagacctag
ccgagtcaga

gtgegogcte
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[E26-37]

1080

geacgtggee
1140

gacaaggtiea
1200

gagttcgget
1260

getatttagg
1320

gtgttttaag
1380

ttagggteta
1440

gaaacaaaaa
1500

tagataaaga
1560

gagttittit
1620

aacctcttta
1680

atatgattca
1740

geccacgtge
1800

gatcacagac
1860

aacatgettc
1920

ttgtitttte
1980

ctttgecatta
2040

ttttagtttg
2100

tcecttageac
2160

tggaagecag
2220

tgctttigta
2280

teggaacaca
2340

tggegecoteg
2400

ctgoccactg
2460

aggtttgteg
2507

Sequence Number (ID): 16
Length: 4000

goetecooogg
tgegoacata
caacceggta
cocagactgt
atgpaggtit
aagatcettt
gatgeotttg
tagtttatga
getaaaatic
gtgttetege
gaagccatca
taggcaaget
gaaggactta
tgttgccatg
cctaatttta
gececttgagt
gegtttttta
tacatgctaa
getgttgage
caaaagegta
tttgtaggag
cttgaatttt
ctteaccgat

aaaatgtgaa

Molecule Type: DNA

Features Location/Qualifiers:
- source, 1 0

> mol_type, genomic DNA

> organism, Mus musculus

Residues:

49/45

coccaaataga
taaaccogge
tacataggac
tatacaaaag
tttgtaacat
gtetcacaca
cagettegge
acaataattt
tgtotiggaa
catttettaa
gaggatctta
agcagacacg
cgtggtgoty
ggtataatat
catggtitat
gtaaccagee
teggttttec
gaacacattt
atgecacttg
gttittactg
tggtittgtt
atgggatagt
aagtccagaa

ttgttttttt

tgaaaagaaa
acaggegece
gteggestee
tgtattigaa
agaggegtaa
agacaaagca
cettgcogta
agtttcteac
gecctactgg
aaatgagcta
aatatggege
tgccagecaga
ccatccaags
aacatagget
cotgtgacct
cattgcteta
cctagtggtt
gttaccatce
agcactaage
atttgagatg
geaccaagty
tetagaggee
ttcocteagaa

tttttecect
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actaaaggge
ctecgacage
gagaagacaa
gtetacatag
aaagtagata
acagaagaag
cgagacgteg
ctecatccaat
ggaaaaagta
aaatgeectt
tgaggatgga
ccagaaagte
ccaatttete
gegtegtttt
tcacageatc
ceccagtogea
acaaaacagg
cgccegetet
catgacctta
caccacagtg
atcatcagge
ctgeageage
gtgatctott

acagaca

cattgtgeca
aggatcactt
agaagtaaat
taaatcattg
ctittettga
ctactcagtt
agaacccagt
ttattgctaa
agggatttta
tttgaaagaa
acccattget
tagepctgat
asactaactg
ttgtttigtt
atcctacttc
gaactgatge
ttttttette
gggatttgta
gootoccace
cactiggett
ctgatttega
ccacaccatc

gaaagtetia
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[E36-38]

60
120
180
240
300
360
420
480
940
600
660
120
180
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1600
1560
1620
1680
1740

taactcccag
tteccttcag
tetttgagat
tttttetttt
tcaggtotga
gettttgttt
ttttttgeac
aggotoacat
titotttett
ttetetttet
aattcactat
acagetgtes
tgegettecg
tegcgtogega
caagecaggge
aaatccacac
getggeteeg
gtacccteca
gclacctceg
ggeaccagag
atttcecect
gegeatcaac
ciggaggece
gecacgecga
CGECECagce
caggttcoca
gaaaggeagg
cgectoggic
ggaggeagee

actcacaacc
ttetatagty
gagatogget
gattagtatt
ctgactgcag
gtetgtotta
agggtttetc
tagcactgac
titotetttt
tttttttttt
gtagaccagg
ttaaacacca
gacgtttete
cgacttgagt
aaagaagtat
tgagetagta
tgtagoacaa
cacagtaaca
ccigagactc
agccaggace
catcceecce
gttteccacac
gagecgogaa
gtgegtgtea
Cagceosace
geecggagget
aCAaCCCCeg
acgetettet

cggeccecgaa

41/45

caagagaaac
aagtgtetec
cectaggcag
acacattgtg
gtecottitee
ttttaaaata
ctigtaactt
tggctageta
cttttotttt
ttttteacaa
caggecttga
getttatttt
acatcattgt
atgagtctea
tagateottta
caccagagaa
agetactece
aatgattagg
actacagcaa
agcgecEagy
BCCCCCacce
CECCEEEEEC
gatoatcage
gacteggagt
cegecocgea
cgecaggcat
cocecegiges
attggagtga
aggggagaac

glgggagaaa
acggcaggag
ctoaagttte
gttggggaty
cectgageca
ttgtttggtt
atctgtteag
tcatcacttt
ctttetttet
ggtetoatea
actcagaaat
ctteatecaga
geaatattac
agaactggta
aacaaaggaa
gtaaggaaag
ttattagegt
taatattaag
ggacaaaagg
gegeteagte
aattccacge
tccagaacct
aagetogtog
acgtgegeceg
teeggactee
tcoagotatg
ctegocecta
teggcacgety

tgegegegsc

PCT/JP2023/016191

atacaacaga
tigaaagcog
tetogattte
gaggtcagag
totogtegst
ttggetttet
gaactagetc
tattttttet
ttotttettt
ctatgeccca
cegectgeet
ageggtgaaat
tagtctagac
ggtcaagaac
cattaacatg
ttoctaaagta
gagetegaca
geaaaggtca
acggggtcac
CECagEcsca
gagagtgagg
cccggtgges
geoggacgtg
ggctcaagce
gtagaccctc
ceccaageag
gtotggecag
agccaatgegg

ttaacgageca

aagtgatpte
atttetgtag
atggctactt
gacagettga
tccaagatag
ttgtttgett
tgtagattaa
cttttcttea
ctitetitet
tetgaattag
ctgeotacee
ggctocacce
ttttgagaaa
atcgaggoea
gatgaagaat
geetgeagty
gtaggatteg
cttteootty
cttggeagat
gtatccatge
cectotggee
ggttggeeeg
tggogeegea
cteatgeoce
EECCERECCe
getaggeeca
ECOgagegec
BaggeEecec
Egaaaggaag
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acagagtggs
1800

ggctoteeto
1860

tatggtectt
1920

gcacgigcac
1980

gtggaagegac
2040

tcaggettge
2100

tcgeggocgt
2160

aggeagagca
2220

aaataaggat
2280

tectggaceg
2340

tattcctigac
2400

tteggataatt
2460

ctggeteget
2520

cgttetegce
2580

gtotgetgat
2640

agataaagac
2700

taaagatcca
2760

tetttgcaga
2820

tggagategca
2880

cteggtoagte
2940

gaggaatagt
3000

tgtacaaaga
3060

aaagctecct
3120

tagecectotga
3180

gtttetttet
3240

aaatatccte
3300

aaagogagac
3360

tatggcggag
3420

aatggcagga

3480

aggegettag
getgtocacg
gtctecaccg
ccactagect
geaggotett
aatgtaacecg
ggagaataga
acttaaaccec
goooaagags
caatcgageg
ctgtgagtet
gggaagecct
actagcecgge
taggcagtet
tagcetgace
agagtggetg
agctagataa
gcaaagtgts
cacatgaaag
tggcattcat
aagettttet
teotttgtet
ttgottoagt
atgetgtatt
tggaaagect
ttectotoag
aaggtgecct
attgaaccea

tcattgacea

42/45

tgetgetecs
geaccctett
gggteagete
g8gcgLgagc
ggagggtega
ggticcoaag
aaagtacttt
ccgatgctea
cagagcgeea
teactgggeg
cggttaggta
caggagacct
cgtgaactga
gettocttgg
gataggtcca
agattttett
aaagggtgga
goacgtgget
tgtagegeta
agaatcggge
aacatggtag
tagagaagac
gotipceaca
gtcttecatgt
gotgeggaag
gatgttitte
ttigaaatgt
gegacctecea

caggceaagg

gtacagggte
teottgeottt
tectactage
cgotateegg
getgtgageo
cagacaacag
ctgtgtagtt
ttaaatcctt
caccctagta
ggagtggtoe
ctaagagtag
cgacgeaatt
cttaagatgc
ctgactcget
cttitetgoe
cetitgetta
gggagggate
getootocge
ggegatgotga
gagtaagaga
gtaaaaagta
aaaaccacag
aaagatgtga
cteatecagt
aagtaagaaa
taattaaaca
actaaccaga
cgtgctagec
agtttggggt
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gegetogept
goagegatce
tteogcttgeg
ggagcacteg
ccaccagtga
caaatgcaga
aagtggaagg
tctcagaatg
gatcotgetg
ageccateto
aggaaattegoe
aggeaagage
atttaagaaa
ttogegatag
ctipototeg
aatacgittg
aactcctaca
ceccataaag
gectggagga
gaagacaaaa
gatactttat
aagtaacttc
ggaacctagt
ttagetacag
gggacttgea
totactttea
agtcctaget
agcatggcca

totggoctee

ctgtocttaa
tactgccagg
gacccggteg
getcagecte
tcaccgagtt
ccacggatga
Tticagageg
gaaggeccag
gggctgtage
tgctegtegaa
agcagtceeg
tacaggttte
acttectett
accacagcta
cgttcaatce
ctgcetagee
agttgtaagg
gaaccageea
tcactgagtt
gagtatpgtt
tettggtgag
tgtggaaaaa
tagataataa
aatctattteg
gtttgttzgee
atacctttta
cttgeectaaa
ccaggecaag

tegcctoacac
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tttettactg
3540

ttgatgaatt
3600

ctotggtete
3660

ctetgtgeag
3720

gtagcttctg
3780

cttggecggea
3840

cctoactgat
3900

aagtccagea
3960

attggtoata
4000

60

120
180
240
300
360
420
480
540
600
660
720
780
840
900

gttatcaaat
agggtitcte
caggtcagtt
ccagaacact
agggetttet
agtccaagce
gagtgacttt
sooctoagag

tgaatgittt

43/45

ctgtgteage
ttttteccas
taacctcotga
gttetatgea
gtaggagteg
accgacctge
cotgtatgtt
gtgatggcct

tectectaca

Sequence Number (ID): 17
Length: 3500

Molecule Type: DNA
Features Location/Qualifiers:

= sourge,

Residues:
cttttetttt

tttttgacaa
caggecttga
getttatttt
acatcattgt
atgagtctea
tagatettta
caccagagaa
aggtactgce
aatgattagg
actacagcaa
ageggcgagy
a0CC0Cacss
CECCERLEEC
getecatcage
gactoggagt

1..3500

tgaatattet
aattaaactg
ccticotica
gtoagaggat
tttatttcat
tgtgtaagga
acctaacgea
tggaatgaat

gaaattcgoc

> mol_type, genomic DNA
> organism, Mus musculus

ctitetttot
getotoatea
actcagaaat
cttcatcaga
ggaatattac
agaactggta
aacaaaggaa
gtaaggaaag
ttattagogt
taatattaag
ggacaaaagg
gegeteoagte
aattccacge
tecagaacct
aaggtegteg
acgtgeggeg

ttetttettt
ctatgococa
cogectgect
agggtgaaat
tagtctagac
ggtcaagaac
cattaacatg
ttctaaagta
gagetggaca
ggaaaggtca
acggggteac
cgoaggcgea
gegagtgage
cccgetgeee
gocggacgte

ggctocaagoe

ctttetttet
totgaattag
ctgcctacee
ggctecacse
ttttgagaaa
atcgagecca
gatgaagaat
gegtggagtg
gtaggatticg
ctttoocttg
ctiggeagat
gtatccatge
coctetggoe
gettgecogg
tggcgcogea

cteatgeccg

PCT/JP2023/016191

getottgtea
ctttgaaatg
ctgttgeotte
ttaatttece
tgtgccatgt
gtagtectoeg
tagcccattt
taacctetet

ttetetttet
aattcactat
acagctztge
tgegetteeg
tgegteggea
Caagcaggeg
aaatccacac
getegetegs
gtacccteca
getacetogg
ggecaccagag
attteccoot
gegeatcaac
ctggageece
gecacgecga

CGECECAEce

tgggtacaat
tcacatttec
ccacttoctt
cacagltacag
tgacctcaag
ctocccaaac
ggtacctgte
gteactgttt

trittttttt
gtagaccagg
ttaaacacca
gacgtttgte
cgacttgagt
aaageagtat
tgagctacta
tgtagcacaa
cacagtaaca
cctgagacte
agoCAREAcs
catccceceo
gtttccacac
gagocgcgaa
gtgegtetpa

CagoooCece
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[B76-41]

960

Ccogeccogea
1020

cgcoaggeat
1080

cocecgligce
1140

attggastga
1200

aggggagaac
1260

tgctgotcee
1320

geacectctt
1380

gegteagcte
1440

gEgcgEeage
1500

geageeteega
1560

getteccaag
1620

aaagtacttt
1680

ccgatgotca
1740

cagagegeca
1800

teactgpgeg
1860

cggttageta
1920

caggagacet
1980

cgtgaaciga
2040

getteottgg
2100

gataggtcca
2160

agatittett
2220

aaagggligea
2280

geacgtgeet
2340

tgtagegeta
2400

agaatcgesge
2460

aacatggtag
2520

tagagaagac
2580

gottgecaca
2640

gtetteatgt

tcegggetee
teccagetatg
ctegoceota
tgecacgoty
teggogegec
gtacagggtce
teettgettt
tcctactage
cgetatecgg
getetgagee
cagacaacag
ctgtgtagtt
ttaaatcctt
caccctagta
ggagtggtec
ctaagagtag
cgacgcaatt
cttaagatge
ctpacteget
cttttectgee
cotttggtta
gegagggate
getoctoege
gggatgetga
gagtaagaga
gtaaaaagta
aaaaccacag
aaagatgtega

ctoatceagt

44/45

gtagacccte
ceccaageag
gictgegeag
agecaatgee
ttaacgagea
gogotegogt
gcagegatoe
ttegottege
goageacteg
ccaccagtga
caaatgcaga
aagtggaagg
tctcagaate
gatectgety
ageccatote
aggaaattge
aggeaagage
atttaagaaa
tteggpatag
cttgetetee
aatacgtite
aactcctaca
ccccataaag
ggotggagea
gaagacaasaa
gatactttat
aagtaacttc
ggaacctagt
ttagctacag

BECCEGECCC
gotaggecea
ECCEagueEc
ZaggcgEeEs
ggaaageaag
cteteottaa
tactgeooagg
gacceggtge
ggteagecte
tcaccgagtt
ccacggatga
tttcagaggeg
gaagggocag
gggotetage
tectetggaa
ageagtcocg
tacagettte
actteotgtt
accacageta
cgttcaatce
ctecotagee
agttgtaage
gaaccageca
teactgagtt
gagtatggtt
tettgetgag
tgtggaaaaa
tagataataa

aatctatttg
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caggticcea
gaaaggcage
cgectoggte
EEaggRages
acagagteeg
gectotecte
tatggteott
geacgtgeas
glggaaggac
tcagggttec
tegoggeogt
aggeagagca
aaataaggat
tecctggaceg
tattcctgac
ttggataatt
ctgggtggot
cgttetggee
gtetgetgat
agataaagac
taaagatcca
tetitegcaga
tggagatgca
ctggtoagte
gaggaatagt
tgtacaaaga
aaagctgect
tagectctga
gtttoctttet

gocggagget
acaacccocg
acgctettet
CEggoccgaa
aggegettag
getgtecacy
gtetecaceg
ccactagoct
geaggetett
aatgtaaccg
geagaataga
acttaaaccc
gcccaagage
caatcgageg
ctgtgagtet
gggaagoeot
actagoogee
taggeagtet
tagcetgace
agagtegets
apctapataa
goaaagtetg
cacatgaaag
tggoatteat
aaggttttet
tectttgtet
ttgettcagt
atgetgtatt

tggaaagcot
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[Eg6-42]

2700

getgeegaag
2760

gatgttttice
2820

tttgaaatgt
2880

ggacctecea
2940

caggccaagg
3000

ctgtgteage
3060

tttttcccac
3120

taaccictea
3180

gtictategca
3240

gtaggagteg
3300

accgacctge
3360

cctegtatett
3420

gtegatgecot
3480

tectectaca
3500 -

60

100
END

Sequence Number (ID): 18
Length: 100

aagtaagaaa
taattaaaca
actaaccaga
cgtgetagoe
agtttegegt
tgaatattct
aattaaactg
ccttecttea
gtoagaggat
tttattteat
tgtegtaagga
acctaacgea
tggaatgaat

gaaattcgee

Molecule Type: DNA

Features Location/Qualifiers:
- source, 1

> mol_type, genomic DNA

> organism, Cricetulus griseus

Residues:

45/45

gegacttgea
tetactttga
agtectaget
agoatggooa
tetggectee
gototigtea
ctttgaaatg
ctgttgettc
ttaatttegce
tgtgecatgt
gtagtecteg
tageocattt
taacctetgt

gtttgttece
atacctttta
ctigectaaa
coaggecaag
tgceteacac
tgegtecaat
tcacatttee
ccacttectt
cacagtacag
tgacctcaag
cteeccaaac
ggtacotgte
gteactgttt

gtgggactceg gagtacgtegc googggocgy ageceogeate

cgcccteace cagactcecge agaccctcag  ctoagecoce
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aaatatccte
aaagogagac
tatggeggag
aatggcagea
tttettacty
ttgatgaatt
ctetegtete
ctotgtggag
gtagettoty
cttggegega
cctoactgat
aagtccagga

atiggtgata

teoggotgegt

ttoctotoag
aaggtgocet
attgaaccea
toattgacca
gttateaaat
aggetttote
caggtoagtt
ccagaacact
agggctttot
agtocaagec
gagtgacttt
cccotoagag
tgaatgtttt

AgCEaCECCG



