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SEQUENCE LISTING
<110> atugen AG
<120> Further use of protein kinase N beta
<130> SP6674A
<160> 12

<170> PatentIn version 3.1

<210> 1
<21l> 88§
<212> PRT

<213> Homo sapiens

<220>

<221> MISC_FEATURE

<222> (1)..(889)

<223> protein kinase N beta (PKN beta)

<400> 1

Met Glu Glu Gly Ala Pro Arg Gln Pro Gly Pro Ser Gln Trp Pro Pro
1 5 10 15

Glu Asp Glu Lys Glu Val Ile Arg Arg Ala Ile Gln Lys Glu Leu Lys
20 25 30

Tle Lys Glu Gly Val Glu Asn Leu Arg Arg Val Ala Thr Asp Arg Arg
35 40 45

His Leu Gly His Val Gln Gln Leu Leu Arg Ser Ser Asn Arg Arg Leu
50 55 ‘60

Glu @ln Leu His Gly Glu Leu Arg Glu Leu His Ala Arg Ile Leu Leu
65 70 75 80

Pro Gly Pro Gly Pro Gly Pro ala Glu Pro val Ala Ser Gly Pro Arg
85 g0 95

Prc Trp Ala Glu Gln Leu Arg Ala Arg His Leu Glu Ala Leu Arg Arg
100 ) 105 110

Gln Leu His Val Glu Leu Lys Val Lys Gln Gly Ala Glu Asn Met Thr
118 120 125

His Thr Cys Ala Ser Gly Thr Pro Lys Glu Arg Lys Leu Leu Ala Ala
130 135 140

Ala Gln Gln Met Leu Arg Asp Ser Gln Leu Lys Val Ala Leu Leu Arg
145 150 155 160

1/11




Met

Glu

Val

Thr

Ser

225

Glu

Leu

Lys

Glu

Ala

305

Asp

Ser

Glu

Phe

385

Leu

Lys

Leun

Gln
210
Ser
Gln
Arg
Pro
Glon
290
Ser
Gly
Asn
Trp
Ile
370

Leu

Ser

Ile Ser

Leu Ala
180

Glu Gly
185

Asp Arg

Gln Lys

Leu Pro

Ala Ala

260

Thr Ala
275

Leu Leu

Ser Pro

Arg Gly

Arg Val

340

Agp Gln

355

Gly Val

Arg Leu

Leu Val

Ser

165

Glu

Ala

Lys

Leu

Pro

245

Val

Leu

Thr

ser

Glu

325

val

Thr

His

Glu

Pro
405

Leu

Glu

Lys

Ala

Asp

230

Ala

Pro

Thr

Ala

Glu

310

Leu

aly

Phe

Trp

Asp

390

Gln

Glu

Leu

Asn

Leu

218

Leu

Gly

Gly

Val

295

Gly

Ala

Gln

Val

Arg

375

Phe

Gly

Ala

Gin

val

200

Ala

Lieu

Pro

Tyx

Thr

280

Pro

Trp

Ser

Thr

Ile

360

Asp

Leu

Leu

Ser

His

185

val

Glu

Arg

Leu

Pro

265

Leu

Gly

Leu

Glu

Gly

345

Pro

Trp

Asp

Leu

Gly Ser
170

Arg Leu
Lys Leu
Ala Gln

Leu Ala
235

Arg Ser
250

Gln Pro
Gln val
Arg Ser

Arg Thr
315

Val Leu
330

Trp Gly
Leu Glu
Arg GIn,

Asn Ala
385

Phe Ala
410

2/11

Pro

Hig

Leu

Ala

220

Leu

Arg

Ser

Arg

Pro

300

Lys

Ala

Gln

Arg

Leu

380

Cys

Gln

Glu

Val

Ser

205

Gln

Glu

Val

Gly

Leu

285

Ala

Ala

val

val

Ala

365

Cys

His

Val

Pro

Glu

180

Ser

Leu

Gln

Thr

Thr

270

Leu

Ala

Lys

Leu

Ala

350

Arg

Gly

Gln

Thr

Gly
175
Ala
Arg
Gln
Leu
Arg
255
Pro
Gly
Ala
His
Lys
335
Glu
Glu
val

Leu

Phe
415

Pro

Ala

Arg

Glu

Leu

240

Glu

val

cys

Leu

Gln

320

val

Gln

Leu

Ala

Ser

400

cys




Asp

Phe

Leun

Cys

465

Pro

Leu

Pro

Bro

545

Gln

Gln

Leu
625

Phe

Pro

Pro

Ser

CGly

450

Ser

Thr

Pro

Pro

Thr

530

Pro

Leu

Phe

Glu

Ile

610

Leu

val

Glu

Val

Lys

435

Met

Ser

Thx

Lys

Arg

515

Lys

Ala

Ala

Lys

Val

595

Leu

val

Pro

Pro

Ile

420

Arg

Ala

Pro

Leu

Lys

500

Leu

Arg

Ser

val

Gly

580

Leu

Cys

Gly

Gln
660

Glu

Arg

Ala

Ser

Arg

485

Thr

Tyr

Pro

Pro

Leu

565

Thr

Ser

Ala

Phe

Gly

645

Ala

Arg

Gly

Trp

Thr

470

Glu

Pro

Leu

Thr

850

Gly

Gly

Arg

Val

Gln

630

Asp

Arg

Arg

Gln

Gly

455

Ile

Ala

Leu

Pro

Met

535

Arg

Arg

Lys

Asp

aly

615

Thr

Leu

Phe

Pro

Asp

440

Arg

Ser

Ser

Gly

Gln

520

Glu

Lys

Gly

Glu

600

Cys

Ser

Met

Tyr

Arg

425

Phe

Leu

Pro

Asp

Glu

505

Glu

Pro

Pro

His

Tyr

585

Ile

Thr

Ser

Met

val
665

Leu

Leu

Val

Pro

Pro

490

Glu

Pro

Arg

Pro

Phe

570

Ala

Glu

Gly

His

Gln

650

Ala

Gln

Arg

Met

Lys

475

Ala

Met

Thr

Thr

Arg

555

Gly

Ile

Ser

His

Ala

635

Ile

Cys

3/11

Arg

Arg

Asn

460

Gly

Thr

Thr

Ser

Arg

540

Leu

Lys

Lys

Leu

Pro

620

Arg

Val

Gln

Ser
445

Leu

Cys'

Pro

Pro

Glu

525

Arg

Gln

Val

Tyr

605

Phe

Phe

Glu

Val

Glu

430

Gln

Leu

Pro

Ser

Pro

510

Glu

Gly

Asp

Leu

Leu
590

cys

Leu

val

Asp

Lieu
670

Arg

Met

Pro

Arg

Asn

495

Pro

Thr

Pro

Phe

Leu

575

Lys

@lu

Leu

Thr

val

655

aly

Ile

Asn

Pro

Thr

480

Phe

Lys

Pro

Ser

Arg

560

Val

Lys

Lys

Ser

Glu

640

Phe

Leu




Gln

Asn

Leu

705

Gly

Thr

Leu

Asp

Gin

785

Arg

Fhe

Pro

Glu

His

BES

Phe

Phe

Leu

€90

Cys

Thr

Glin

Val

Cys

770

Gly

Leu

Phe

Pro

Gly

850

Ser

Val

<210
<211>

<212>
<213>

<220>

<221>

Leu

675

Leu

Lys

Pro

Ala

Gly

755

Ile

Leu

Gly

Arg

Phe

B35

Glu

Leu

Ser

2670
DNA
Homo

mMRNA

His

Leu

Glu

Glu

Val

740

Glu

Val

Glu

BAla

Thr

820

val

Phe

Lieu

Glu

Glu

Gly

Phe

725

Asp

cys

Asn

Phe

Gly

805

Thr

Pro

Thr

Thr

Arg
885

sapliens

Lys

aAla

Ile

710

Leu

Trp

Pro

Met

Ile

780

Glu

Asn

Thr

Gly

Ala

87¢C

Phe

Lys

Gln

695

Gly

Ala

Trp

Phe

Asp

775

Gln

Gln

Trp

Leu

Leu

BE55

Arg

Leu

Ile

680

Gly

Phe

Pro

Ala

Pro

760

Ala

Lys

Asp

Gln

Cys

840

Pro

Gln

Glu

Ile

Phe

Gly

Glu

Leu

745

Gly

Pro

Leu

Ala

Ala

825

Gly

Pro

Gln

Pro

TyT
Leu
Asp
Val
730
Gly
Asp
Tyr
Leu
Glu
810
Leu
Pro

Ala

Ala

Arg

Lys

Arg

715

Leu

Val

Thr

Pro

Gln

795

Gglu

Leu

Ala

Leu

Ala
875

4/11

Bsp

Ile

700

Thr

Thr

Leu

Glu

Gly

780

Lys

Ile

Ala

Asp

Thr
860

Phe

Leu

685

Ala

Ser

Gln

Leu

Glu

765

Phe

Cys

Lys

Arg

Leu

845

Pro

Arg

Lys

Bsp

Thr

‘Glu

Tyr

750

Glu

Leu

Pro

val

Thr

B30

Arg

Pro

Asp

Leu

Phe

Phe

Ala

735

Glu

Val

Ser

Glu

Gln

815

Ile

Tyr

Ala

Phe

Asp

Gly

Cys

720

Met

Phe

val

Lys

800

Pro

Gln

Phe

Pro

Asp
880




222>
<Z223>

«400> 2
atggaggagg

gaggtgatee
cggegegtygg
aaccgcegec
ceocceggeecty
cageteagygyg
aaacagggoy
ctecettgeag
atgaagatca
gaggégctac
gtgaaactge
cagctacagg
gagcaactge
gtgcctggat
ctgeaggtece
gocggoogeac
cgtggecgag
gtggggeaga
cractggage
tgtggegtygg
ctcagectgyg
gagaggeggc
ttectgagge
ctgctgeace
ccaacaacac
acccoettygg
gagccaacat
cgtgggecat
tgecttagetg

acagggaaat

(1).
mRNA / cDNA of

{2870}

gaggcegeeged
gecogggeoat
ccacagacag
tggageagct
ggococtggeec
cteggeaccet
ctgagaacat
ctgcceagea
gecagectgga
agecatcgact
ttagtagceg
agtectetea
ctectgeeca
accocceagec
gecteotggy
tggccageag
gegagettge
cgggetgggy
gagcecegtga
cettooctgag
taccgcaggg
cceggetgea
gttegeagat
cctgcagctce
tgcgagaggc
gtgaagagat
ccgaggagac
ctccaccage
tgctgggecy

actacgceat

PKN beta

geagectggy
ccagaaagag
cegeecacttyg
gcatggegag
agctgagecet
agaggctcetce
gacccacacg
gatgctgcgg
ggccagtyygy
geacgttgag
gagaacacag
gazactggac
cecetttgege
ttcagggaca
ctgtgaacag
cccctoogag
cagtgaggtyg
geaggtggee
getggagatt
acttgaagac
actgecttttt
gaggcaggaa
gaacctogge
ccecgageaca
cteotgaccct
gacacceccca
tocgegeace
cteccceace
gggacacttt

caaageactyg

ccgagecagt
ctgaagabtca
ggecatgtge
ctgegggage
gtgécctcag
cggaggeage
tgegocagey
gacagccagce
tcoceggage
geageggtgg
gaccgeaagg
ctectgegoe
ageagagtga
cetgtgaage
ttgctgacag
ggetggeotto
ctggetgtge
gaacagtect
ggggtacact
ttectggaca
goccaggtga
cgcatecttet
atggeggect
atcagecece
gocactcoca
cccaagccoe
aaacgtcooe
aggaaaccec
gggaaggtec

aagaageagy

5/11

ggeccccaga
aggagggggt
agcagctget
tgcacgcccé
gaccccggce
tgeatgtgga
goaccooeaa
tgaaggtggc
cagggccetga
ctgagggege
cactggctga
tggecttgga
cccgagagtt
ccaccgeect
cecgtgeetgy

ggaccaagge

taaaggtgga

gggaccagac
ggcgggacty
atgecotgtca
cottetgega
ctaaacgcag
gggggcgect
ctaaaggatyg
gtaatttecct
cacgectcta
atatggagece
cteggettea
tectggteoca

aggtgctcag

ggatgagaag
ggagaacctg
gcggtoctee
aatcctgetyg
gtgggcagag
getgaaggty
ggagaggaag
cetgetgegy
getactggeg
caagaacgtyg
ggcccaggcc
gecagetgetg
gegggctgeyg
aacagggaca
gogeteoeeoa
caagcaccag
caaccgtgtt
ctttgteate
gcggcageta
ccaactgtec
tectgteatt
aggccaggac
cgteatgaac
ccecteggacce
goceccaagaag
cotococcayg
taggactcga
ggactteege
gtteaagggyg

cogggacgag

60

120

180

240

300

360

420

480

540

€00

€660

720

780

840

800

860

1020

1080

© 1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800




atagagagcc
tteetgetet
tttgtgeety
geceegeottet
atttacaggg
gcagactteg
ggcacacegg
gactggtggg
ggggacacag
tttetgtegy
cgecteggag
accaéctggc
ggeectgegg
ccacctgecac
tttgtgtcag
<210> 3
<21l> 21
«212> DNA
<213>

<220>
<223>

<220>
«221>
<222>

<223> RNA

<220>
<221>
222>
<223>

<220>
<221
<222>

<223> RNA

. <400> 3

tgtactgcga
ccetocttgt
gtggtgacct
acgtggettg
acctgaagtt
gactctgeaa
agttectgge
cgctgggtgt
aggaagaggt
tgeaagggeot
caggtgageoa
aagcocctgot
acctgegeta
ccecacagect

agegattoct

misc_ feature

().

. (8)

misc_feature
(7. »
DNA linked through phosphorothioate linkages

. {15}

wisc_feature
(16) ..

{21)

gaageggatc
ctgctteecag
catgatgcag
tgttgtectyg
ggataacctt
ggaagggatc
toecgaggty
gctg&tctac
gtttgactgce
tgagtteatt
ggatgeegag
cgecageace
ctttgaggage
cctecactgece

ggaaccctga

Artificial Sequence

antisense oligonucleotide

ggagguccag tttetgagag g

<210> 4
<211l> 21

ctggaggety
acctccagec
atccacgagg
gagctgeagt
ctgetggatyg
ggettegegy
ctgacocagy
gagatgetgy
atcgteaaca
cagaagetee
gagatcaagg
ateccagcccco
gagttcacag

cgccaacagy

6/11

tgggctgeac
atgoeeogett
atgtettece
tettacacga

cecagggatt

'accggactag

aggcatacac
tgggtgagtg
tggacgeccoc
tcecagaagtg
teccageeatt
cettegtgec
ggctgeegace

cegeetieey

agggcaccct
tgtgactgag
cgagccceag
gaagaagatc
cetgaagate
cacctitectgt
acaggcegte
cecgtbeocca
ctaccceggce
ccoggagaay
cttecaggaco
taccctgtgt
tgccctgace

ggacttecgac

© 1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

24860

2520

2580

2640

2670

21




<212> DNA
<213> Artificial Sequence

<220>
<223> antisense oligonuclectide

<220> ;
<221> misc_feature
<222>  (1)..(8)
<223> RNA

<220>

<221> misc_feature

<222>  (7)..(1B)

<223> DNA linked through phosphorothiocate linkages

<220>

<221l> wmisc_feature
<222  (16) ..(21)
<223> RNA

<400> 4
uguuucacet tcagouccac a

<210> 5
<21l> 23
<212> DNA

<213> Artificial Sequence

<220>
<223> antisense oligonucleotide

<220>

<221> misc_feature
<222> (1) ..{(7)
<223> RNA

<220>

<221> misc_feature

<222> {8)..(1l6)

«223»> DNA linked through phosphorothiocate linkages

<220>

<221> misc_feature
<222>  (17)..(23)
<223> RNA

<400> 5
aggacaacac aagccacgua gaa

<210> §
<21lls 23
<212> DNA

<213> Artificial Sequence

<220>
7/11

21

23




<223>

<2205
<221>
222>
<223>

<220>
<221>
<222>
«223>

<220>
<221>
<222>
<223>

<400>

antisenge oligonucleotide

misc_feature
(L) ..M
RNA

misc_feature
(8)..(1r6)
DNA linked through phosphorothiocate linkages

misc_feature
(17 ..(23)
RNA

6

gcucugacac aaagtcgaag ucc

<210>
<21i>
<212>
<213>

<2205
<223>

<220>
<221>
<222>
<223>

<2205
<221l>
<222>
<2235

<220>
<221>
<222>
<223>

<400>

7

23

DNA

Artificial Sequence

antisense oligonucleotide

misc_feature
(1) .. (7
RNA

misc_feature
(8)..1(186)
DNA linked through phosphorothioate linkages

misc_feature
(17) .. (23)
RNA

”

geagucaaac acctctuccu cug

<210>
<21l1l>
<212>
<213>

<220>
<223>

<220>
<221>

8

21

DNA

Artificial Sequence

antisense oligonucleotide

misc_feature
8/11

23

23




222>
<223>

<220>
<221»
<222>
<2235

<220>
<221>
<222>
<223

<400>

(1)..(8)}

nige feature
7)..(15)
DNA linked through phogphorothioate linkages

misc feature
{16) ..(21) :

DNA linked through phosphorothioate linkages ™
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caacacggtt gtccaccuuu a

<210>
<21l>
<212>
<213>

<2205
<223>

<220>
<221>
«<222>
<223>

<220>
<221>
<222>
«223>

<220>
<221>
<2225
<223>

<4 00>

g

21

DNA

Artificial Sequence

antisense oligonucleotide

misc_feature
(1)..(86)
RNA

misc_feature
(7)..(15)
DNA linked through phosphorothiocate linkages

nigc_feature
(16) .. (21)
RWA

S

ucagugettt gatggoguag u

<210>
<21l>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

10

21

DNA

Artificial Sequence

antisense oligonucleotide

misc_feature
{1)..(8)
RNA
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21

21




<220>
<221
<2225
<223>

<220>
<221>
<222>
<223>

<400>

misc feature
{7)..{15)
DNA linked through phosphorcthiocate linkages

nmisc_ feature
(16) .. (21)
RNA
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cuucucgcag tacaggeucu ¢

<210>
<2115
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<4 00>

11

21

DNA

Artificial Sequence

antisense oligonuclectide

misc_feature
(1)..(86)
RNA

misc_feature
(7} ..1{18)
DN2 1linked through phosphorothioate linkages

misc_feature
(16) .. (21)
RNA
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caagacgctt gtgoacguuu a

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223

<220>
<221>
<222>
<2235

12

21

DNA

Artificial Seguence

antisense oligonucleotide

misc_feature
(1)..1(8)
RNA

misc_feature
(7) .. (15)
DNA linked through phosphorothbiocate linkages
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<220>

<221> misc_feature
<222> (16} ..(21)
«223> RNA

<400> 12
ucagagetta gttggeguug u

11/11

21




