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CLAIMS

L. An agent having the structure of:

C—

or a pharmaceutically acceptable salt thereof, wherein:

>

the agent inhibits, kills or removes a cell infected by SARS-CoV-2

each of a and b is independently 1-200;

cach A is chosen from ABT, AT, and PT, where

each ABT is independently an antibody binding moiety;

each AT is independently an antibody moiety;

each PT is independently a partner moiety;

L is a linker moiety;

each Xaa is independently a residue of an amino acid or an amino acid analog;

y is 5-50;

R and R are independently RE;

cach R is independently —L*-R’;

cach L is independently a covalent bond, or an optionally substituted bivalent group sclected
from C;-Cso aliphatic or Ci-Cso heteroaliphatic having 1-5 heteroatoms, wherein one or more methylene
units of the group are optionally and independently replaced with —C(R’);—, —Cy—, -O—, =S—, =S—S—,
-NR)—, —C(0)—, -C(S)—, -C(NR’)—, —C(O)N(R’)—, -N(R*)C(O)N(R")—, -N(R*)C(0)0—, =S(0)—,
=S(0)2—, —S(0):N(R*)—, —C(0)S—, or —C(0)0—;

each —Cy— is independently an optionally substituted bivalent monocyclic, bicyclic or polycyclic
group wherein each monocyclic ring is independently selected from a Cs.x cycloaliphatic ring, a Ceo aryl
ring, a 5-20 membered heteroaryl ring having 1-10 heteroatoms, and a 3-20 membered heterocyclyl ring
having 1-10 heteroatoms;

each R’ is independently —R, —C(O)R, —CO;R, or —SO:R;

each R is independently —H, or an optionally substituted group selected from Cy.3o aliphatic, Ci-30
heteroaliphatic having 1-10 heteroatoms, Cs-30 aryl, Ce.30 arylaliphatic, Cs.30 arylheteroaliphatic having 1-
10 heteroatoms, 5-30 membered heteroaryl having 1-10 heteroatoms, and 3-30 membered heterocyclyl
having 1-10 heteroatoms, or

two R groups are optionally and independently taken together to form a covalent bond, or:

two or more R groups on the same atom are optionally and independently taken together with the
atom to form an optionally substituted, 3-30 membered, monocyclic, bicyclic or polycyclic ring having, in

addition to the atom, 0-10 heteroatoms; or
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two or more R groups on two or more atoms are optionally and independently taken together with their
intervening atoms to form an optionally substituted, 3-30 membered, monocyclic, bicyclic or polycyclic
ring having, in addition to the intervening atoms, 0-10 heteroatoms;
wherein —(Xaa)y— is or comprises:

—(Xaa™)y0—(Xaa™)y1-Xaa™—(Xaa™)y3—Xaa™—(Xaa™)y5—(Xaa™)y6—(Xaa")y7-(Xaa™)y8—Xaa™ -
(Xaa™%)y10—(Xaa™Yy11-(Xaa™?)y12—-,
or a salt form thercof, wherein:

y0 is 0-20;

cach Xaa™ is independently a residue of an amino acid or an amino acid analog;

ylis 0-2;

cach Xaa™ is independently a residue of an amino acid or an amino acid analog;

Xaa™ is a residue of an amino acid or an amino acid analog whose side chain comprises 3 or
more non-hydrogen atoms;

y3 is 0-10;

cach of Xaa™ is independently a residue of an amino acid or an amino acid analog;

cach of Xaa™ and Xaa™ is independently a residue of an amino acid or an amino acid analog,
wherein Xaa™ is optionally connected to Xaa™ through a linker;

y5 is 0-10;

cach Xaa® is independently a residue of an amino acid or an amino acid analog;

y6is 0-2;

cach Xaa™ is independently a residue of an amino acid or an amino acid analog;

y71is 0-1;

Xaa' is a negatively-charged residue of an amino acid or an amino acid analog;

y81is 0-10;

cach Xaa™ is independently a residue of an amino acid or an amino acid analog;

y101s 0-10;

each of Xaa™? is independently a residue of an amino acid or an amino acid analog;

yllis 1-5;

each Xaa™! is independently a residue of an amino acid or an amino acid analog;

y12is 0-20; and

each Xaa™ is independently a residue of an amino acid or an amino acid analog.

2. The agent of claim 1, wherein each of Xaa™, Xaa™, Xaa™, Xaa™, Xaa™, Xaa™, Xaa™, Xaa",

Xaa™, Xaa™, Xaa™, Xaa™!, and Xaa™ is independently a residuc of an amino acid having the structure

241



WO 2021/195401 PCT/US2021/024186

of formula A-I and formula A-I has the structure of:
-NR")-L"-C(R®)(R¥)-L*~CO-,

or a salt thereof, wherein:

cach of R¥, R, R® is independently —L*~R’;

each of L* and L* is independently L

each L* is independently a covalent bond, or an optionally substituted bivalent group sclected
from C;-Cy aliphatic or Ci-Cyo heteroaliphatic having 1-5 heteroatoms, wherein one or more methylene
units of the group are optionally and independently replaced with —C(R’),—, —Cy—, —O—, —=S—, —S—S—,
-NR)—, —C(0)—, —C(S)—, -C(NR’*)—, —C(O)N(R’)—, -N(R")C(O)N(R")—, -N(R*)C(0)0—, =S(O)—,
=S(0),—, —S(0):N(R*)—, —C(0)S—, or —C(0)0—;

each —Cy— is independently an optionally substituted bivalent monocyclic, bicyclic or polycyclic
group wherein each monocyclic ring is independently selected from a Cs.x cycloaliphatic ring, a Ce. aryl
ring, a 5-20 membered heteroaryl ring having 1-10 heteroatoms independently selected from oxygen,
nitrogen, sulfur, phosphorus and silicon, and a 3-20 membered heterocyclyl ring having 1-10 heteroatoms
independently selected from oxygen, nitrogen, sulfur, phosphorus and silicon;

each R’ is independently —R, —C(O)R, —COsR, or —SO:R;

each R is independently —H, or an optionally substituted group selected from Ci.30 aliphatic, Ci-30
heteroaliphatic having 1-10 heteroatoms independently selected from oxygen, nitrogen, sulfur,
phosphorus and silicon, Ce0 aryl, Cs-30 arylaliphatic, Cs-30 arylheteroaliphatic having 1-10 heteroatoms
independently selected from oxygen, nitrogen, sulfur, phosphorus and silicon, 5-30 membered heteroaryl
having 1-10 heteroatoms independently selected from oxygen, nitrogen, sulfur, phosphorus and silicon,
and 3-30 membered heterocyclyl having 1-10 heteroatoms independently selected from oxygen, nitrogen,
sulfur, phosphorus and silicon, or

two R groups are optionally and independently taken together to form a covalent bond, or:

two or more R groups on the same atom are optionally and independently taken together with the
atom to form an optionally substituted, 3-30 membered, monocyclic, bicyclic or polycyclic ring having, in
addition to the atom, 0-10 heteroatoms independently selected from oxygen, nitrogen, sulfur, phosphorus
and silicon; or

two or more R groups on two or more atoms are optionally and independently taken together with
their intervening atoms to form an optionally substituted, 3-30 membered, monocyclic, bicyclic or
polycyclic ring having, in addition to the intervening atoms, 0-10 heteroatoms independently selected

from oxygen, nitrogen, sulfur, phosphorus and silicon.

3. The agent of claim 1 or 2, wherein y0 is 0, y1 is 1 or 2; and —(Xaa™)y1- is or comprises a
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dipeptide residue or an amino acid residue that is suitable for forming a turn.

4. The agent of any one of claims 1 to 3, wherein —(Xaa™)y1— is or comprises a residue of L-
proline, D-proline, a proline derivative, L-serine, D-serine, glycine, L-pseudoproline, or D-psuedoproline.
5. The agent of any claims 1 to 3, wherein —(Xaa™)y1— is or comprises a residue of an amino acid
having the structure of formula A-I, wherein R*" and R are taken together with their intervening atoms to
form an optionally substituted, saturated or partially unsaturated, 3-6 membered, monocyclic or bicyclic

ring having, in addition to the intervening atoms, 0-1 heteroatoms selected from oxygen, nitrogen, and

sulfur.
6. The agent of any one of claims 1 to 3, wherein —(Xaa™)y1— is or comprises a L-proline residue.
7. The agent of any one of claims 1 to 3, wherein —(Xaa™")y1—- is or comprises a residue of

@]

HO N\ “ OH OH
Q%,LOH \g HO...O)\ OH HO—C[)LOH G Q
H H OH

> > >

(0] O (0]
S
NH H \_-NH NH \/NH
(0]
o OH
D)L o NH
NH or

8. The agent of any one of claims 1 to 3, wherein y1 is 0.

9. The agent of any one of claims 1 to 8, wherein —Xaa™- is or comprises a residue of an amino
acid having the structure of formula A-I, wherein R¥ is hydrophobic, neutral or negatively charged and is
a group —L*-R’, wherein L? is an optionally substituted bivalent group selected from Cs-Co aliphatic or

Cs-Cyo heteroaliphatic having 1-5 heteroatoms, wherein one or more methylene units of the group are

243



WO 2021/195401 PCT/US2021/024186

=S(0)—, or =S(0),—.
10. The agent of claim 9, wherein L? is ~CH,—CH,—CH,—, —CH,—O—CH>—, or —-CH,—S—CH,—.

11. The agent of claim 9 or 10, wherein R’ is optionally substituted phenyl.

12. The agent of any one claims 9 to 11, wherein —Xaa™- is or

HO f.

4NH

13. The agent of any one claims 1 to 12, wherein y3 is 1-10.

14. The agent of any one of the preceding claims, wherein
y3 is 2 and —(Xaa™)y3— is or comprises TF;

y3 is 4 and —(Xaa™)y3— is or comprises TFLL; or

y3 is 6 and —(Xaa™)y3— is or comprises TFLLKY .

15.  The agent of any one of the preceding claims, wherein Xaa™ is connected to Xaa™ through a
linker, wherein the linker is L* and is bonded to a backbone carbon atom of Xaa™ and a backbone carbon
atom of Xaa™ wherein L* is or comprises -CH,—CH,—, —O—, —S— or —S—S—.

16. The agent of any one of the preceding claims, wherein Xaa™ is Cys.

17. The agent of any one of the preceding claims, wherein —(Xaa™)y5— is or comprises YNK and
—(Xaa™)y5—is connected to an antibody moiety or an antibody binding moiety optionally through a

linker bound to the lysine (K) amino acid in —(Xaa™)y5.

18. The agent of any one of claims 1-17, wherein y5 is 0 and —(Xaa™)y6— is or comprises a D-Ser

residue.
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19. The agent of any one of the preceding claims, wherein y6 is 1 or 2.

20. The agent of any one of the preceding claims, wherein —(Xaa™)y6— is or comprises a dipeptide

residue or an amino acid residue that is suitable for forming a turn.

21. The agent of any one of the preceding claims, wherein —(Xaa™®)y6— is or comprises a residue of

L-proline, D-proline, a proline derivative, L-serine, D-serine, glycine, L-pseudoproline, or D-

psuedoproline.
22. The agent of any one of claims 19-21, wherein —(Xaa™)y6— is or comprises a D-Ser residue.
23. The agent of any one of claims 19-22, wherein —(Xaa™)y6— is or comprises a residue that

comprises or is further substituted with —L*~COOH.

24, The agent of claim 23, wherein —(Xaa™)y6— is or comprises a residue having the structure of
O
HO\(
O
=(R)
(e
NTSc4
i,

25. The agent of any one of the preceding claims, wherein y7 is 1 and comprises -COOH or y7 is 0.

26. The agent of claim 25, wherein Xaa™ is D or E.

27. The agent of any one of the preceding claims, wherein —(Xaa™)y8— is or comprises GTI or

—G—XaaB-IT-Xaa™-, wherein cach Xaa™ is independently an alpha amino acid residue.

28. The agent of any one of the preceding claims, wherein —(Xaa™®)y8— is or comprises GTI-Xaa™—.

29. The agent of any one of the preceding claims, wherein Xaa™ and Xaa™ are independently Cys

and form a disulfide bond —S—S—.

30. The agent of any one of the preceding claims, wherein —(Xaa™")y 10— is or comprises AV.
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31. The agent of any one of the preceding claims, wherein y10 is 3 or 4.

32. The agent of claim 31, wherein —(Xaa™)y2— is or comprises AVAD.

33. The agent of any one of the preceding claims, wherein —(Xaa™*')y11— is or comprises L-Ala, D-

Ala, Aib, Gly, or negatively charged residue.

34, The agent of claim 1 or 2, wherein —(Xaa)y— is or comprises a sequence selected from, ora

sequence designed based on a sequence selected from:

Number Sequence
* FIAPLGIAMKHTNERAILTARAL
P2 PTAKIFMLKYDENGTITDAVDC
P3 VLYNSTHSIFSTRKCYGYSATK
£4 PALNCYWPLNIQDYGRYTISG
Ps RINSOABTOSVROPKISERD
Pa FOVNCTOVSIPITAIHADOLTP
R SNNTIIPTNERLISHTEVM
P YGSFCAIOENRALSGIAAIVIERQ
£ GIOVAANNVIYENGROIARGE
15 MIKIEIIDRENEVAKNLNESH
35. The agent of claim 1 or 2, wherein —(Xaa)y— is or comprises

IEEQAKTFLDKFNHEAEDLFYQS.

36. The agent of any one of claims 1-2, wherein —(Xaa)y— is or comprises
S S S S
O] O]
HO‘( HO‘(
(0] ©]
Z(R) Z(R)
H ANNY : h O
—E—TFLLCYN\N“ GTITCAV—AIb—g— _%_ CYN\N,,, GTITC—%—
(s (s
NH, NH>
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O

HO‘<\
o)

=(R)

(S
‘H \TFLLCYN\N GT|TCAV-Aib—§—

NH,

~$-C-DSerEGTIC-§- —4-TFLLKYC-DSer-EGTICDAV-Aib—$-

o] o]

> >

@,_\) TFLLKYC-DSer-EGTICDAV-Aib—%—
N~ L

NH S—

3

o

—$-CLKYN-DSer-EGTITDAC-§—  —$-TFCLKYN-DSer-EGTITDAC-Aib-§—

S S .or

HO TFCLKYN-DSer-EGTITDAC- Alb—

K =
_g_N\'j

37. The agent of any one of claims 1-2, wherein —(Xaa)y— is or comprises
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H,N_ _O o)
y ©
A N AN
H H H =

h

38. The agent of claim 1 or 2 where —(Xaa)y— is or comprisessequence designed based on,

DISGINASVVNIQKEIDRLNEVAKNLNESLIDLQEL, or a fragment thereof.

39. The agent of any one of the preceding claims, comprising a linker.

40. The agent of claim 39, wherein the linker comprises one or more —[(CHz2);—OJm—, and m is 7 -
12.

41. The agent of any one of the preceding claims, wherein the linker comprises a reactive group,

wherein upon contact with an antibody, the reactive group reacts with a group of the antibody and
conjugates a target binding moiety, or a moiety comprising —(Xaa)y—, to the antibody optionally through
a linker.
F -
o) %
EJJ\O

—C(0O)— is connected to a target binding moiety, or a moiety comprising —(Xaa)y—, optionally through a

42, The agent of claim 41, wherein the reactive group is or comprises , Wherein

linker and the other end is connected to an antibody binding moiety.

43. The agent of any one of the preceding claims, comprising one and only one antibody binding

moiety.
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44, The agent of any one of the preceding claims, wherein the antibody binding moiety has the

(Xaa)z
structure of is R°~(Xaa)z— or , or a salt form thereof.

44, The agent of any one of the preceding claims, wherein the antibody binding moiety comprises or

has the structure selected from A-1 to A-50, or a salt form thereof.
45. The agent of any one of the preceding claims, wherein the antibody binding moiety comprises or
has the structure of DCAWHLGELVWCT or a salt form thereof, wherein the two C residues are linked

by a —S—S—.

The agent of claim 1 or 2, wherein the agent has the structure of

TFCLKYN DSer-EGTITDAC-Aib-NH,

O ——S
(0]

o
.
SIRENIN

, or a salt thereof;
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HOWFCLWN-DSer-EGTITDAC-Aib—NH2
Sl

C Lol g (o)
O N O
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mH l
, or a salt thereof;

S S
@)
HO\(
@)
=(R)
(0]
Pt H 4 O N _
H \TFLLCYN\NI GT|TCAV-AIb-NH2
"((s)
NH
HN
04( HO _
L—NH o ©O N

or a salt thereof, wherein L is a linker moiety; or
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TFLLKYC-DSer-EGTICDAV-Aib-NH,

@%M o

or a salt thereof, wherein L is a linker moiety.

47. The agent of claim 1 or 2, wherein the agent has the structure of

TFLLKYC-DSer-EGTICDAV-Aib-NH,

e T <55
. o H\g\fosk

-1

or a salt thereof;,

255



WO 2021/195401 PCT/US2021/024186

48. The agent of claim 1 or 2, wherein the agent has the structure of

S S

O

HO\(
o}

<(R)

o) H
PN N 2 S aTITCAV-Aib-NH o
~N -Aib-
N TFLLCYN—,, 2 -/ © \( /\g

(s) Z

Iz
Iz !
T
T
B!
T
pd
P
=z

(1-2)

or a salt thereof.

49. The agent of claim 1 or 2, wherein the agent has the structure of

@"\) TFLLKYC-DSer-EGTICDAV-Aib-NH2 \gj\ ﬁ
(0] o
L J N

d-3)

or a salt thereof.

50. The agent of claim 1 or 2, wherein the agent has the structure of
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H \TFLLCYN\N’ GTITCAV Aib-NH2
o]
N
H O)\
& [e] H o
(o]
A r‘ U
* : HN‘ OH

or a salt thereof.

51.

(I-5)

The agent of claim 1 or 2, wherein the agent has the structure of

or a salt thereof.

52.

The agent of claim 1 or 2, wherein the agent has the structure of

257



WO 2021/195401 PCT/US2021/024186

@’\) TFLLKYC-DSel‘-EGTICDAV-Aib-NH2
N ~
O
O S

NH S——

HO O)\

d-9)

or a salt thereof.

W
w

The agent of claim 1 or 2, wherein the agent has the structure of
S

S

(o}
HO\(
o}
<(R)

0 H
LK o S Mo
"(is) \/ ) /\‘g

(1-10)

or a salt thereof.
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The agent of claim 1 or 2, wherein the agent has the structure of

S S

(I-11)
or a salt thereof.
55. The agent of claim 1 or 2, wherein the agent has the structure of

S

S

SN ““Co

o]

A

HJT \TFLLCYN\N GT|TCAV Aib-NH2

~Y

o

R oY

(I-12)
or a salt thereof.
56. The agent of claim 1 or 2, wherein the agent has the structure of
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N/«;(
? MNH K l& OH

ISR S o
&www«»ﬂ@f éjf\mm

(I-13)

or a salt thereof.

57. The agent of claim 1 or 2, wherein the agent has the structure of

H
(o]
NH HN
o o o o o
NN NN NN N \/\o/\/ ~ 0 )j\
O HN HN""» o]
: OH

e
it 5 H\{JJ_«O
Y .

° o i o_a b ( C
NN TN NN NN N \(\0/\/ \/\H \g“' NH " HNTXO
HO N@)Y

HNO

(1-17)

or a salt thereof.
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58. The agent of claim 1 or 2, wherein the agent has the structure of
NH,

(e}

o
OH Lo
° o o O HN N N\_)LN/
H N N H H I H
N, N N, . N HN :
" SN N SN HN HN
H H H ¥
o ’\/Hg Co\ OPSNH | HNZ "y H NSO
H W N\/&
H,N N o)
z HO NH %}

\ I oH(IN
O O

o}
[A o o o N NH
PN " e \/\OAQ/ ~o IJ%(&
HN
H
HNO O.__NH HN f\
@J\INH H by HNTSO
Y
H ) O
O\/\o/\/o\/\o/\/o\/\o/\/o\/\g/N\_/ggﬂ\‘\g/H/ H @
OH

(1-18)

or a salt thereof.

59. The agent of claim 1 or 2, wherein the agent has the structure of
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i i BSOS TN e
\/\o/\/o\/\o/\/o\/\o/\)l\m/\/o\/\o/\)lxo N\g/‘\HN O/k

gy

o]

(1-19)

or a salt thereof.

60. The agent of claim 1 or 2, wherein the agent has the structure of

(1-20)

or a salt thereof.

262



WO 2021/195401 PCT/US2021/024186

6l. The agent of claim 1 or 2, wherein the agent has the structure of

@’\3 TFLLKYC-DSer—EGTICDAVA-Aib-NH2 o
N L o
S 3

NH S——

(1-23)

or a salt thereof.

62. The agent of claim 1 or 2, wherein the agent has the structure of

@’\) TFLLKYC-DSer-EGTICDAV-Aib-NH, \( o
L _
~NH
2 : ‘Q:o
O

{
,
C

O
Iz

o H A
o N o N o
N o) o~
+ \%S\H% /43/ \g\ NH
HO o)\

(1-24)

or a salt thereof.

63. The agent of claim 1 or 2, wherein the agent has the structure of
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S S

o}

HO\<\
e}

(R

o H
)j\ N oo S GTITEAVA-Ab-NH o
N STFLLCYN—Y,, -Aib-NH, o \(
® / R
(@ N W NH
° H g‘o A

Iz
IZ/;
Oz/\
I
7
e
z
P
z

i .,
&AFJFUFﬂLer Zo)\ o

(1-25)

or a salt thereof.

64. The agent of claim 1 or 2, wherein the agent has the structure of
s

S

0
HO\Q
0
“(R)
o

)J\ H H 9) ¢S _ 5
N STFLLCYN—,,. GTITCAV-Aib-NH, o \( /\g
e Sz H

(R)

Iz
IZ&
W
I
I
»
:
?
z

i
RS e aaaliyst

(1-26)

or a salt thereof.
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65. The agent of claim 1 or 2, wherein the agent has the structure of
@——\) TFLLKYC-DSer-EGTICDAV-Aib-NH2
R SR

o 3.,

< )
&oAPO\%;\ﬁJ\%\o/iﬂ\m/\/owo/\)Lo:@A g \g)\ N:E)k

1-27)

or a salt thereof.

66. The agent of claim 1 or 2, wherein the agent has the structure of

@’\j TFLLKYC-DSer-EGTICDAVA-Aib-NH2
R -

(1-28)

or a salt thereof.

67. The agent of claim 1 or 2, wherein the agent has the structure of
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68.
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S

HO\(
e}

Z(R)

© H
PN N T Q :
N ~TRLLCYN— GTITCAV-Aib-NH,

(R)

29)

a salt thereof.

The agent of claim 1 or 2, wherein the agent has the structure of
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”””j-N

o]

H
H

@ﬁ

H
o/\/o\/\o/\/oqN\/\o/\/ov\o/\/o\/\o/\/

\_o H O OY

~NoNO
\/\O/\/o o] H @] HN OH
V?f WF :©\/H OYE\HJbMHNU

ZT

AN O
ol 7 ONH HN/\E
YN
(1-30)
or a salt thereof.
69. The agent of claim 1 or 2, wherein the agent has the structure of

267



PCT/US2021/024186

WO 2021/195401

(I-31)
or a salt thereof.
The agent of claim 1 or 2, wherein the agent has the structure of

70.
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°6

HN

0P NH

o, M,
~¢° o o
HN,, ASNH NH

o)
(1-32)
or a salt thereof.
71. The agent of claim 1 or 2, wherein the agent has the structure of
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o}

O NH

HN"

w
5*%¢

©/ OH
(1-33)
Or a salt thereof.
72. The agent of claim 1 or 2, wherein the agent has the structure of
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(1-34)
Or a salt thereof.

73. An agent, wherein the agent is any of the following or a salt thereof, in the following list

of agents L is a Linker, ABT is an antibody binding moiety, and AT is an antibody moiety,
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\/\( OH
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w3 | BA# Y JI@A
:HNNUOH @

NH
P H AN
HZN%{NH/K
HO
HO
Yl A O /©
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75. The agent of any one of claims 1-74, wherein the agent comprising an antibody moiety, which is

or comprises an IgG or a fragment thereof.

76. A pharmaceutical composition, comprising an agent of a preceding claims or a pharmaceutically

acceptable salt thereof, or a composition of a preceding claims, and a pharmaceutically acceptable carrier.

77. A method for preparing an agent of any one of the preceding claims which comprises an antibody
moiety, comprising contacting an agent of any one of claims 41-42 or 47-72 or a salt thereof and with an

antibody, wherein the antibody comprises IgG.

78. A method for treating a condition, disorder or disease associated with SARS-CoV-2 infection,
comprising administering to a subject suffering therefrom an effective amount of an agent or a

composition of any one of claims 1-74.

79. A method for inducing, promoting, encouraging, enhancing, triggering, or generating an immune
response toward SARS-CoV-2, comprising administering to a subject infected thereby an effective

amount of agent or a composition of any one of claims 1-51.

80. The method of claim 78, wherein the effective amount is an amount sufficient to
(1) induce or generate ADCC or ADCP toward SARS-CoV-2;
(i1) induce or generate long-term immunity toward SARS-CoV-2; or

(ii1) provide memory T and/or B cells against SARS-CoV-2 in the subject.
81. The method of any one of claim 78-79, comprising administering a population of immune cells.
82. The method of claim 81, wherein the population of immune cells comprises NK cells, selected

from allogeneic NK cells, peripheral blood-derived NK cells, MG4101 NK cells, CB-NK NK cells, and
cord blood-derived NK cells.
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