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FIG. 1: HPV6/11 Antigen Design Workflow
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FIG. 2: A-C Design 1 Schematic Representation of HPV6/11 Antigens & 3D Models
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FIG. 2: D-G Design 1 Schematic Representation of HPV6/11 Antigens & 3D Models
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FIG. 3: A-B. Design 2 Schematic Representations of HPV6/11 Antigens

3A)

HPV6 E2* HPV6 E4 HPV6 E7 HPV6 E4 E HPV6 E7 mﬂ] HPV6 EG*
{368 AA) IIHI 1-56 70-98 36-90 1-58 {150 AA)

- Homology models of subunits are identical to Design 1

3B} Design 2 linkers

i) HcYEoLEDsSEDEVD = [ #pvii E7 Epitope linker
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FIG. 4: A-C. Design 3 Schematic Representations of HPV6/11 Antigens & 3D Models
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FIG. 4: D-F. Design 3 Schematic Representations of HPV6/11 Antigens & 3D Models
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FIG. 5: A-C. Design 4 Schematic Representations of HPV6/11 Antigens & 3D Models
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FIG. 5: D-E. Design 4 Schematic Representations of HPV6/11 Antigens & 3D Models
5D)

.
2:

AN
. @ 14
NG &
»
A . RN
. o \»’0,\\
H \ I
- § K ~\‘
3 ;,',' Yren, § 0: S \\
§ e e « &
o, &
N L4 “0 ‘\ ... \\§‘Q
N § o Bk o gt h
3 & o o et
\Q\ = ot *
R e
-
DR
ot
HPV6 E4 51-70 HPV6 E2 mutant 307-368

*C-terminus is part of epitope region

8/9



WO 2022/115470

6A)

HPV6 E2*
(368 AA)

HPV6 E6

A

HPV6 E4
S
linker

Epitope

~No.1l

i HPV6E4

FIG. 6: A-B. Design 5 Schematic Representations of HPV6/11 Antigens & 3D Models
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