
CLAIMS 

WHAT IS CLAIMED IS: 

1.  A nucleic acid molecule comprising a functional promoter of a herp svirus, a 

5 functional enhancer of a herpesvirus, and one or more internal element of the CpG 

island of the aprt (adenine phosphoribosyl transferase) gene and/• 	a functional 

variant thereof. 

2.  The nucleic acid molecule of claim 1, wherein the aprt gene is • e of the hamster aprt 

gene, the mouse aprt gene, the rat aprt gene, the human a ► 	gene, the bovine aprt 

10 gene, the Zebrafish aprt gene, the Yersinia pestis aprt g; e, the Xenopus tropicalis 

aprt 	gene, 	the mold 	aprt gene, 	the Drosophila 	• elanogaster aprt gene, 	the 

Saccharomyces cerevisiae aprt gene, the Schizosacc , aromyces pombe aprt gene, the 

E. coli aprt gene, the Lactobacillus rhamnos . aprt gene and the Salmonella 

typhimurium aprt gene. 

15 3.  The nucleic acid molecule of claims 1 or 2 wherein the hamster is Cricetulus griseus 

or Cricetulus sp.. 

4.  The nucleic acid molecule of any o • of claims 1-3, wherein at least one of the one or 

more internal elements of the C ,,G island of the aprt gene comprises one or more 

binding sites for the transcripti• 	factor Sp 1. 

20 5.  The nucleic acid molecul- of claim 4, wherein the aprt gene is the hamster aprt gene 

and the SP1 binding s e of the CpG island of the aprt gene has the sequence: 5'- 

GCCCCGCCCCGT 	CGCCCC-3'(SEQ ID NO: 1). 

6.  The nucleic aci• molecule of claim 4, wherein the aprt gene is the mouse aprt gene 

and the SP1 	inding site of the CpG island of the aprt gene has the sequence 5'- 

25 CCCGCC 	3' (SEQ ID NO: 2) or the sequence 5'-TCCGCCC-3' (SEQ ID NO: 3). 
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7.  The nucleic acid molecule of any one of claims 1 to 5, wherein the aprt gene is the 

hamster aprt gene and the internal element of the CpG island of the aprt gene has t • 

sequence: 

5'- 

5 TCCAGCAAATGCGTTACTTCCTGCCAAAAGCCAGCCTCCCCGC•• CCACT 

CTCCCAGAGGCCCCGCCCCGTCCCGCCCCCTCCCGGCCTCTCC 	GTGCTG 

GATCGCTCCCTAAGGA-3' (SEQ ID NO: 4). 

8.  The nucleic acid molecule of any one of claims 1-4 or 6, wherei P the aprt gene is the 

mouse aprt gene and the internal element of the CpG island . 	the aprt gene has the 

10 sequence: 

5'- 

AGGATGGACATCGCACATCCCCTTTCCACCC • ATATCTTTGAGGTAGGGA 

TGCTTGTGTTTAGGCAGCTCAAGAAATCTA CCCCTGACTCAGGCCCCACA 

CACACCTCGCAGAGGCCCCGCCTCTCAG 	TGTCCCGCCCCTCGTGCTAGA 

15 CCAACCCGCACCCAGAAGCCCCGCCC • CGAGGACGCTCCGCCCTTGTTC 

CCCCCGGGATTGACGTG-3' (SEQ ID 	I: 5). 

9.  The nucleic acid molecule of any o - of claims 1 to 8, wherein the one or more 

internal elements of the CpG island • f the aprt gene are independently arranged in the 

nucleic acid molecule in the fo 	and orientation or in the reverse orientation, relative 

20 to the sequence of the promot- . 

10.  The nucleic acid molecu 	of any one of claims 1 to 9, comprising a plurality of the 

internal element of the CpG island of the aprt gene and/or of the functional variant 

thereof. 

11.  The nucleic a 'd molecule of any one of claims 1 to 10, further comprising an 

25 expressible • cleotide sequence coding for a polypeptide of interest, the expressible 

nucleotid- sequence being operably linked to the promoter of the herpesvirus and the 

enhanc-r of the herpesvirus. 

12.  T 	nucleic acid molecule of claim 11, wherein the expressible nucleotide sequence is 

heterologous nucleotide sequence. 
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13.  The nucleic acid molecule of any one of claims 1 to 12, wherein the expressibl 

nucleotide sequence is arranged downstream from the promoter of the herpesvirus nd 

the enhancer of the herpesvirus. 

14.  The nucleic acid molecule of any one of claims 1 to 13, wherein the prom 	er and the 

5 enhancer are a promoter and an enhancer of the same herpesvirus. 

10 

15.  The nucleic acid molecule of any one of claims 1 to 14, wherein 	e herpesvirus is 

selected 	from the 	group 	consisting of a cytomegalovirus, 	a rhadinovirus, 	a 

roseolovirus, 	a 	simplexvirus, 	a 	varicellovirus, 	a 	mardi 	rus, 	an 	iltovirus, 	a 

betaherpesvirus, a gammaherpesvirus, an Epstein-Barr vim:, a varicella zoster virus, 

murine gammaherpesvirus-68, and Herpes Simian B vim . 

16.  The nucleic acid molecule of claim 15, wherein t 	cytomegalovirus is the human 

cytomegalovirus. 

17.  The nucleic acid molecule of any one of clai ; s 1-16, wherein the functional promoter 

and the functional enhancer are comprised ' 	the sequence: 

15 5'- 

TTGACATTGATTATTGACTAGT ATTAATAGTAATCAATTACGGGGTCATT 

AGTTCATAGCCCATATATGG • TTCCGCGTTACATAACTTACGGTAAATGG 

CCCGCCTGGCTGACCGCCC • • CGACCCCCGCCCATTGACGTCAATAATGA 

CGTATGTTCCCATAGT • • GCCAATAGGGACTTTCCATTGACGTCAATGGG 

20 TGGAGTATTTACGGTAA CTGCCCACTTGGCAGTACATCAAGTGTATCATA 

TGCCAAGTACGCCC r CTATTGACGTCAATGACGGTAAATGGCCCGCCTGG 

CATTATGCCCAGT CATGACCTTATGGGACTTTCCTACTTGGCAGTACATC 

TACGTATTAGT r ATCGCTATTACTCGAGTGATGCGGTTTTGGCAGTACATC 

AATGGGCGT C GATAGCGGTTTGACTCACGGGGATTTCCAAGTCTCCACCC 

25 CATTGAC 	CAATGGGAGTTTGTTTTGGCACCAAAATCAACGGGACTTTCC 

AAAATG CGTAACAACTCCGCCCCATTGACGCAAATGGGCGGTAGGCGTG 

TACG 	GGGAGGTCTATATAAGCAGAGCTC-3' (SEQ ID NO: 6). 

18.  Th; nucleic acid molecule of any one of claims 1 to 17, wherein the functional 

, omoter has the sequence: 
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5'- 

TGATGCGGTTTTGGCAGTACATCAATGGGCGTGGATAGCGGTTTGACTC 

C 

GGGGATTTCCAAGTCTCCACCCCATTGACGTCAATGGGAGTTTGTT ' GGC 

5 ACCAAAATCAACGGGACTTTCCAAAATGTCGTAACAACTCCGCC ' CATTG 

ACGCAAATGGGCGGTAGGCGTGTACGGTGGGAGGTCTATAT 	GCAGAG 

CTC-3' (SEQ ID NO: 7). 

19.  The nucleic acid molecule of any one of claims 1 to 18, 	erein the functional 

enhancer has the sequence: 

10 5'- 

TGACATTGATTATTGACTAGTTATTAATAGTA • CAATTACGGGGTCATTA 

GTTCATAGCCCATATATGGAGTTCCGCGTT • ' ATAACTTACGGTAAATGGC 

CCGCCTGGCTGACCGCCCAACGACCCCC ' CCATTGACGTCAATAATGAC 

GTATGTTCCCATAGTAACGCCAATAGG C ACTTTCCATTGACGTCAATGGGT 

15 GGAGTATTTACGGTAAACTGCCCAC 	GGCAGTACATCAAGTGTATCATAT 

GCCAAGTACGCCCCCTATTGACGT' AATGACGGTAAATGGCCCGCCTGGC 

ATTATGCCCAGTACATGACCTT • GGGACTTTCCTACTTGGCAGTACATCT 

ACGTATTAGTCATCGCTATT • 	' (SEQ ID NO: 8). 

20.  The nucleic acid molecule of .ny one of claims 1 to 19, wherein the enhancer of the 

20 herpesvirus is arranged up 	eam of the promoter of the herpesvirus. 

21.  The nucleic acid mol; ule of any one of claims 1 to 20, wherein at least one of the 

one or more inte 	elements of the CpG island of the aprt gene, or the functional 

variant thereof, 	arranged upstream of the promoter of the herpesvirus or adjacently 

downstream • the promoter of the herpesvirus. 

25 	22. The nu eic acid molecule of claim 21, wherein at least one of the one or more 

inte 	:1 elements of the CpG island of the aprt gene, or the functional variant thereof, 

is .rranged (i) between the enhancer of the herpesvirus and the promoter of the 

erpesvirus or (ii) adjacently upstream of the enhancer of the herpesvirus. 
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23.  The nucleic acid molecule of claims 21 or 22, wherein at least one of the one or mor-

internal elements of the CpG island of the aprt gene, or the functional variant thereof, 

is arranged adjacent to the enhancer of the herpesvirus or adjacent to the promo r-r of 

the herpesvirus. 

5 24.  The nucleic acid molecule of any one of claims 1 to 23, wherein the 	ucleic acid 

molecule is a DNA molecule. 

25.  The nucleic acid molecule of any one of claims 1 to 24, wherein the functional 

promoter of the herpesvirus is the only promoter comprise, in the nucleic acid 

molecule. 

10 26.  The nucleic acid molecule of any one of claims 1 to 	wherein the nucleic acid 

molecule is comprised in a vector. 

27.  The nucleic acid molecule of claim 26, where • the vector is an eukaryotic or a 

prokaryotic expression vector. 

28.  The nucleic acid molecule of claims 26 or 	, wherein the vector is a plasmid. 

15 29.  The nucleic acid molecule of any on- of claims 1 to 28, wherein the nucleic acid 

molecule is comprised in a suitable ►  ost cell. 

30.  The nucleic acid molecule of • aim 29, wherein the host cell is an eukaryotic or a 

prokaryotic cell. 

31.  The nucleic acid molec . e of any one of claims 1 to 30, wherein the nucleic acid 

20 molecule is an isolate. nucleic acid molecule. 

32.  A method of pro • icing a desired polypeptide, the method comprising: 

- providing . nucleic acid molecule according to claim 1, wherein the nucleic acid 

molecu - 	further comprises a nucleotide sequence coding for the desired 

pol 	-ptide, the nucleotide sequence being operably linked to the promoter of the 

25 he riesvirus and the enhancer of the herpesvirus, and 

- llowing expression of the desired polypeptide. 
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33.  The method of claim 32, wherein the nucleotide sequence coding for the desire. 

polypeptide is a heterologous nucleotide sequence. 

34.  The method of claims 32 or 33, wherein allowing expression of the i esired 

polypeptide comprises introducing the nucleic acid molecule according to c im 1 into 

5 a suitable host cell. 

35.  The method of claim 34, wherein the nucleic acid molecule according to claim 1 is 

comprised in a vector suitable for expression in the host cell. 

36.  The method of claims 34 or 35, wherein expression of th,  desired polypeptide is 

allowed in the host cell over about 30 generations or more. 

10 37.  The method of claim 36, wherein the level of expre ion of the desired polypeptide 

after about 30 generations or more of the host cell s enhanced when compared to a 

nucleic acid molecule with a heterologous 	• cleotide sequence coding for the 

polypeptide of interest that does not have an i ►  ernal element of the CpG island of the 

aprt gene and/or a functional variant thereo 

15 38.  The method of claims 36 or 37, whe in the desired polypeptide is expressed in a 

plurality of host cells, and wherein t ►  e number of host cells still expressing the desired 

polypeptide after about 30 gene tions or more of the host cell is enhanced when 

compared to a plurality of h►.  st cells comprising a nucleic acid molecule with a 

heterologous nucleotide se.. ence coding for the polypeptide of interest that does not 

20 have an internal element 	the CpG island of the aprt gene and/or a functional variant 

thereof. 

39.  The method of . y one of claims 34 to 38, wherein expression of the desired 

polypeptide is 	owed over a period of about four weeks or more. 

40.  The metho 	of claim 38, wherein the level of expression of the desired polypeptide 

25 after th- period of four weeks or more is enhanced when compared to a nucleic acid 

mole• le with a heterologous nucleotide sequence coding for the polypeptide of 

in rest that does not have an internal element of the CpG island of the aprt gene 

d/or a functional variant thereof. 
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41.  The method of claims 39 or 40, wherein the desired polypeptide is expressed in , 

plurality of host cells, and wherein the number of host cells still expressing the des' ed 

polypeptide after the period of four weeks or more is enhanced when compar- i to a 

plurality of host cells comprising a nucleic acid molecule with a het: ologous 

5 nucleotide sequence coding for the polypeptide of interest that does • et have an 

internal element of the CpG island of the aprt gene and/or a functional v 	ant thereof 

42.  The method of any one of claims 34 to 41, wherein expres on of the desired 

polypeptide is allowed in the host cell over about 60 generations 'r more. 

43.  The method of any one of claims 34 to 42, wherein -xpression of the desired 

10 polypeptide is allowed over a period of eight weeks or m. e. 

44.  The method of claim 43, wherein the level of ex..ession of the desired polypeptide 

after the period of eight weeks or more is enhanced when compared to a nucleic acid 

molecule that does not have an internal ele . -nt of the CpG island of the aprt gene 

and/or a functional variant thereof 

15 	45. The method of claims 43 or 44, wlp eM the desired polypeptide is expressed in a 

plurality of host cells, and wherein 	e number of host cells still expressing the desired 

polypeptide after the period of e'! t weeks or more is enhanced when compared to a 

plurality of host cells com ► 	sing a nucleic acid molecule with a heterologous 

nucleotide sequence codi : for the polypeptide of interest that does not have an 

20 internal element of the 	e G island of the aprt gene and/or a functional variant thereof 

46.  A vector comprisi 	the nucleic acid molecule according to any one of claims 1 to 25. 

47.  The vector o ' claim 46, wherein the vector is an eukaryotic or a prokaryotic 

expression 	ector. 

48.  The v- tor of claims 46 or 47, wherein the vector is a plasmid. 

25 	49. - 	ost cell comprising the nucleic acid molecule according to any one of claims 1 to 

8. 
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50.  Use of the nucleic acid molecule according to any one of claims 1 to 28 for enhancin,,, 

the expression of a polypeptide of interest, wherein the nucleic acid mole 	le  

comprises a nucleotide sequence coding for the polypeptide of interest, the nucleotide 

sequence being operably linked to the promoter of the herpesvirus and the e 	. ncer of 

5 the herpesvirus. 

51.  The use of claim 50, wherein the polypeptide of interest is expressed i , a suitable host 

cell. 

52.  The use of claim 51, wherein expression of the polypeptide • 	interest is allowed in 

the host cell over about 30 generations or more. 

10 	53. The use of claims 51 or 52, wherein expression of 	e polypeptide of interest is 

allowed in the host cell over about 60 generations or 	ore. 

54.  The use of claims 52 or 53, wherein the level o expression of the desired polypeptide 

after about 30 generations or more of the h• t cell is enhanced when compared to a 

nucleic acid molecule with a heterolo :, • us nucleotide sequence coding for the 

15 polypeptide of interest that does not ha - an internal element of the CpG island of the 

aprt gene and/or a functional variant 	ereof. 

55.  The use of claims 53 or 54, whe ein the level of expression of the desired polypeptide 

after about 60 generations or 	ore of the host cell is enhanced when compared to a 

nucleic acid molecule w.  h a heterologous nucleotide sequence coding for the 

20 polypeptide of interest t ,  at does not have an internal element of the CpG island of the 

aprt gene and/or a fu 	tional variant thereof. 

56.  The use of clai 	: 52 to 55, wherein the desired polypeptide is expressed in a plurality 

of host cells 	and wherein the number of host cells still expressing the desired 

polypeptid- after about 30 generations or more of the host cell is enhanced when 

25 compar -4 to a plurality of host cells comprising a nucleic acid molecule with a 

heter• ogous nucleotide sequence coding for the polypeptide of interest that does not 

ha e an internal element of the CpG island of the aprt gene and/or a functional variant 

ereof. 
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57.  The use of claims 53 to 56, wherein the desired polypeptide is expressed in a pluralit 

of host cells, and wherein the number of host cells still expressing the des' ed 

polypeptide after about 60 generations or more of the host cell is enhanced 	hen 

compared to a plurality of host cells comprising a nucleic acid molecul- with a 

heterologous nucleotide sequence coding for the polypeptide of interest t • .t does not 

have an internal element of the CpG island of the aprt gene and/or a fu 	tional variant 

thereof. 

58.  The use of any one of claims 50 to 57, wherein the internal ele 	-nt of the CpG island 

of the aprt gene and/or the functional variant thereof prey -nts methylation of the 

functional promoter and/or the functional enhancer, 	ereby decreasing and/or 

preventing the reduction of the level of expression of the desired polypeptide. 
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CLAIMS 

WHAT IS CLAIMED IS: 

1. A nucleic acid molecule comprising a functional promoter of a cytomegalovirus, a functional enhancer of a cytome-
galovirus, and one or more internal elements of the CpG island of the aprt (adenine phosphoribosyl transferase) 
gene, wherein at least one of the one or more internal elements of the CpG island of the aprt gene comprises one 
or more binding sites for the transcription factor Sp1, wherein 

(1) the aprt gene is a hamster aprt gene and the SP1 binding site of the CpG island of the aprt gene has the 
sequence: 5'-GCCCCGCCCCGTCCCGCCCC-3'(SEQ ID NO: 1); or 
(2) the aprt gene is the mouse aprt gene and the SP1 binding site of the CpG island of the aprt gene has the 
sequence 5'-CCCGCCC-3' (SEQ ID NO: 2) or the sequence 5.-TCCGCCC-3' (SEQ ID NO: 3). 

2. The nucleic acid molecule of claim 1, wherein 

(i) when the aprt gene is the hamster aprt gene, the internal element of he CpG island of the aprt gene has the 
sequence: 

5 '-  

TCCAGCAAATGCGTTACTTCCTGCCAAAAGCCAGCCTCCCCGCAACCCAC 

TCTCCCAGAGGCCCCGCCCCGTCCCGCCCCCTCCCGGCCTCTCCTCGTGCT 

GGATCGCTCCCTAAGGA-3' (SEQ ID NO: 4); 

or 
(ii) when the aprt gene is the mouse aprt gene, the internal element of the CpG island of the aprt gene has the 
sequence: 

5,- 

AGGATGGACATCGCACATCCCCTTTCCACCCATATATCTT'FGAGGTAGGG 

ATGC 1'1 GTGTT 	FAGGCAGCTCAAGAAATCTAACCCCTGACTCAGGCCCCA 

CACACACCTCGCAGAGGCCCCGCCTCTCAGCCTGTCCCGCCCCTCGTGCTA 

GACCAACCCGCACCCAGAAGCCCCGCCCATCGAGGACGCTCCGCCC 	1 1 GT 

TCCCCCCGGGATTGACGTG-3' (SEQ ID NO: 5). 

3. The nucleic acid molecule of claim 1 or 2, wherein the one or more internal elements of the CpG island of the aprt 
gene are independently arranged in the nucleic acid molecule in the forward orientation or in the reverse orientation, 
relative to the sequence of the promoter. 

4. The nucleic acid molecule of any one of claims 1 to 3, wherein the nucleic acid molecule comprises a plurality of 
the internal element of the CpG island of the aprt gene. 
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5. The nucleic acid molecule of any one of claims 1 to 4, wherein the nucleic acid molecule further comprises an 
expressible nucleotide sequence coding for a polypeptide of interest, the expressible nucleotide sequence being 
operably linked to the promoter of the cytomegalovirus and the enhancer of the cytomegalovirus and preferably 
being a heterologous nucleotide sequence. 

6. The nucleic acid molecule of claim 5, wherein the expressible nucleotide sequence is arranged downstream from 
the promoter of the cytomegalovirus and the enhancer of the cytomegalovirus. 

7. The nucleic acid molecule of any one of claims 1 to 5, wherein 

(1) the functional promoter and the functional enhancer are comprised in the sequence: 

5% 

TTGACATTGA 1 	1 ATTGACTAGTTATTAATAGTAATCAA 	1 ACGGGGTCATT 

AGTTCATAGCCCATATATGGAGTTCCGCGTTACATAAC 	1 1 ACGGTAAATG 

GCCCGCCTGGCTGACCGCCCAACGACCCCCGCCCATTGACGTCAATAATG 

ACGTATGTTCCCATAGTAACGCCAATAGGGACT1'1 CCATTGACGTCAATG 

GGTGGAGTATTTACGGTAAACTGCCCACTTGGCAGTACATCAAGTGTATC 

ATATGCCAAGTACGCCCCCTATTGACGTCAATGACGGTAAATGGCCCGCC 

TGGCATTATGCCCAGTACATGACCTTATGGGAC1-1-1 CCTACTTGGCAGTAC 

ATCTACGTATTAGTCATCGCTATTACTCGAGTGATGCGG'r1 TTGGCAGTAC 

ATCAATGGGCGTGGATAGCGGTTTGACTCACGGGGATTTCCAAGTCTCCA 

CCCCATTGACGTCAATGGGAG1TFGTTTTGGCACCAAAATCAACGGGACT 

TTCCAAAATGTCGTAACAACTCCGCCCCATTGACGCAAATGGGCGGTAGG 

CGTGTACGGTGGGAGGTCTATATAAGCAGAGCTC-3' (SEQ ID NO: 6); 

and/or 
(2) the functional promoter has the sequence: 

5,- 

TGATGCGGT1 1-1 GGCAGTACATCAATGGGCGTGGATAGCGGT 11GACTCA 

CGGGGATTTCCAAGTCTCCACCCCATTGACGTCAATGGGAGTTTG 	FITTGG 

CACCAAAATCAACGGGACTTTCCAAAATGTCGTAACAACTCCGCCCCA1-1 

GACGCAAATGGGCGGTAGGCGTGTACGGTGGGAGGTCTATATAAGCAGA 

GCTC-3' (SEQ ID NO: 7) ; 

and/or 
(3) the functional enhancer has the sequence: 
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5 ' - 

TGACATTGATTATTGACTAGTTA 1"1 AATAGTAATCAATTACGGGGTCATTA 

GTTCATAGCCCATATATG GAGTTCCGCGTTACATAACTTACGGTAA ATGGC 

CCGCCTGGCTGACCGCCCAACGACCCCCGCCCATTGACGTCAATAATGAC 

GTATGTTCCCATAGTAACGCCAATAGGGACTrTCCA Ii 	GACGTCAATGGGT 

GGAGTATTTACGGTAAACTGCCCACTTGGCAGTACATCAAGTGTATCATA 

TGCCAAGTACGCCCCCTATTGACGTCAATGACGGTAAATGGCCCGCCTG G 

CATTATGCCCAGTACATGACCTTATGGGACTTTCCTACTTGGCAGTACATC 

TACGTATTAGTCATCGCTATTA-3' (SEQ ID NO: 8). 

8.  The nucleic acid molecule of any one of claims 1 to 7, wherein the enhancer of the cytomegalovirus is arranged 
upstream of the promoter of the cytomegalovirus. 

9.  The nucleic acid molecule of any one of claims 1 to 8, wherein at least one of the one or more internal elements of 
the CpG island of the aprtgene is arranged upstream of the promoter of the cytomegalovirus or adjacently downstream 
of the promoter of the cytomegalovirus, wherein optionally (1) at least one of the one or more internal elements of 
the CpG island of the aprt gene is arranged (i) between the enhancer of the cytomegalovirus and the promoter of 
the cytomegalovirus, or (ii) adjacently upstream of the enhancer of the cytomegalovirus; and/or (2) at least one of 
the one or more internal elements of the CpG island of the aprt gene is arranged adjacent to the enhancer of the 
cytomegalovirus or adjacent to the promoter of the cytomegalovirus. 

10.  The nucleic acid molecule of any one of claims 1 to 9, wherein the nucleic acid molecule is a DNA molecule. 

11.  A method of producing a desired polypeptide in cell culture, the method comprising: 

- providing a nucleic acid molecule according to claim 1, wherein the nucleic acid molecule further comprises 
a nucleotide sequence coding for the desired polypeptide, the nucleotide sequence being operably linked to 
the promoter of the cytomegalovirus and the enhancer of the cytomegalovirus, and 

- allowing expression of the desired polypeptide. 

12.  The method of claim 11, wherein (1) the nucleotide sequence coding for the desired polypeptide is a heterologous 
nucleotide sequence; and/or (2) allowing expression of the desired polypeptide comprises introducing the nucleic 
acid molecule according to claim 1, optionally comprised in a vector suitable for expression in a host cell, into a 
suitable host cell. 

13.  A vector comprising the nucleic acid molecule according to any one of claims 1 to 10, wherein optionally (1) the 
vector is an eukaryotic or a prokaryotic expression vector; and/or (2) the vector is a plasmid. 

14.  A host cell comprising the nucleic acid molecule according to any one of claims 1 to 10. 

15.  Use of the nucleic acid molecule according to any one of claims 1 to 10 for enhancing the expression of a polypeptide 
of interest in cell culture, wherein the nucleic acid molecule comprises a nucleotide sequence coding for the polypep-
tide of interest, the nucleotide sequence being operably linked to the promoter of the cytomegalovirus and the 
enhancer of the cytomegalovirus. 
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