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A1/A2 = SAR signaling chains comprising Hinge domains (Table 29), transmembrane (Table
28), cytosolic domain (Table 30) and optional co-stimulatory domain (Table 31)
B1/B2 = Ig like linker domain (e.g., IgCL, IgG1-CH1, TCRa-Ig-Like-C1-Domain-6MD
etc.; See Table 13)
Cl/C2=vL,VvH, Va, Vb, Vg, Vd
D1/D2=AABD
El/E2=AABD
F1/F2 = AABD
FIG. 1
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A1/A2 = SAR signaling chains comprising Hinge domains (Table 29), transmembrane (Table
28), cytosolic domain (Table 30) and optional co-stimulatory domain (Table 31)
B1/B2 =Ig like linker domain (e.g., IgCL, IgG1-CH1, TCRa-Ig-Like-C1-Domain-6MD
etc.; See Table 13)
C1/C2=vL, vH, Va, Vb, Vg, Vd
vHH = AABD
DAR = DARPIN
Cent = Centyrin
AFF = Affibody
FHVH = Fully human vH domain (a SVH)
aVH = autonomous vH domain (a SVH)
CD16 = CD16-F158V mutant Fc¢ binding domain (D1+D2)
FIG. 2
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