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4

PRT
Artificial Sequence

X 1is independently any amino acid

SITE
(D..4H
Peptide 1

SITE

L. o

x4d1n description; amino acid residue selected from E, Q, A, N
and s

SITE

(.. . . .

X3 in description; amino acid residue selected from S and T
SITE

(3..3 . . .

X2 1in description; amino acid residue selected from A, D, E, Q,

N, S, V, N-Me-A, N-Me-D, N-Me-E, N-Me-Q, N-Me-N, N-Me-S and
N-Me-V

SITE
(4)..(4 . . .
X1 in description; amino acid residue selected from I, L and V
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PRT

Artificial Sequence

X is independently any amino acid

SITE
(..
Peptide 2
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SITE
(.. o .
Z4 1in description; amino

and S

SITE

(2)..2> )
Z3 1in description; amino
SITE

3,3 .
Z2 in description; amino

N, S, V, N-Me-A, N-Me-D,
N-Me-V

SITE
4..D o .
Z1 in description; amino
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Xaa Xaa Xaa Xaa
1

<210> 3

<211> 5

<212> PRT

<213> Artificial Sequence
<220>

<223> specific peptide
<220>

<221> PEPTIDE

<222> (D..(5

<223> Specific peptide
<400> 3

Ile Glu Thr Ala val

1 5

<210> 4

<211> 5

<212> PRT

<213> Artificial Sequence
<220>

<223> specific peptide
<220>

<221> PEPTIDE

<222> (D..(5

<223> specific peptide
<400> 4

{1e Glu Thr Asp val

5

acid residue selected from E, Q, A, N

acid residue selected from S and T

acid residue selected from A, D, E, Q,

N-Me-E, N-Me-Q, N-Me-N, N-Me-S and

acid residue selected from I, L and V
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PRT

Artificial Sequence

X 1is independently any amino acid
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W, D o

X5 in description; any amino acid residue

SITE

.. o

X4 in description; amino acid residue selected from E, Q, A, N

and S

SITE

(.. . . .

X3 in description; amino acid residue selected from S and T
SITE

(4)..4 . . .

X2 1in description; amino acid residue selected from A, D, E, Q,

N, S, V, N-Me-A, N-Me-D, N-Me-E, N-Me-Q, N-Me-N, N-Me-S and
N-Me-V

SITE
(5)..6 . . .
X1 in description; amino acid residue selected from I, L and V
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PRT

Artificial Sequence

X is independently any amino acid

SITE
..M

Z5 1in description; any amino acid residue

SITE
(2)..(2)

Z4 1in description; amino acid residue selected from E, Q, A, N
and S

SITE
3)..03)
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Z3 1in description; amino acid residue selected from S and T

SITE

(4)..4 . . .

Z2 1in description; amino acid residue selected from A, D, E, Q,
N, S, V, N-Me-A, N-Me-D, N-Me-E, N-Me-Q, N-Me-N, N-Me-S and
N-Me-V

SITE
.. . . .
Z1 1in description; amino acid residue selected from I, L and V
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