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Claims

1. A method for predicting early viral load reduction of a human subject infected with
HCV to interferon-free treatment that comprises at least one direct acting antiviral
agent, comprising: providing a sample from said human subject and identifying the
nucleotide present at single nucleotide polymorphism rs12979860, wherein the
presence of two C alleles at rs12979860 in said subject indicates a higher likelihood
of early viral load reduction from said interferon-free treatment relative to a subject
without two C alleles present at rs12979860,-

e Thesmethod-ofelaim-1- wherein said at least one direct acting antiviral agent is
seleeted-from a HCV protease inhibitor or a HCV polymerase inhibitor;, and

es Thesnethod-ofclaim-2-wherein said HCV protease inhibitor is selected
sroup-consisting-of danoprevir, boceprevis-telaprevirvaniprevir - and-narleprevie,
and

2 Fhe sé-ef-elaims2-wherein said HCV polymerase inhibitor is seleetedfrom-the
sroup-eonsiciing-otRGT7128- A 508 ABT-333 NN 223 BLIGTI2 T and -
filibwwie:, and

5 The-method-ofelaim1-wherein said subject is infected with Genotype-1 HCV.

62. A method for predicting early viral load reduction of a human subject infected with
HCYV to interferon-free treatment that comprises at least one direct acting antiviral
agent, comprising: providing a sample from said human subject and identifying the
nucleotide present at single nucleotide polymorphism rs12979860, wherein the
presence of two T alleles or one T allele and one C allele at 1s12979860 in said
subject indicates a lower likelihood of early viral load reduction from said interferon-
free treatment relative to a subject with two CC alleles present at rs12979860-,

ﬁ?‘

method-of elaim-6-wherein said at least one direct acting antiviral agent is

seleeted-fror-a HCV protease inhibitor or a HCV polymerase inhibitor:, and

Q

Thesethod-ofelair7wherein said HCV protease inhibitor is selected-fe

& 5

up-consisting-of danoprevirsbeseprevir—telaprevirvapipreviras
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Fhe-method-et-elaim—7-wherein said HCV polymerase inhibitor is selected-from-the

group-consishng-of RGT 128 ANA-SO8ABT 333 V3222 B1.207127 and

flibueir,, and

the-method-ofelaims-6-wherein said subject is infected with Genotype-1 HCV.

A method of selecting a duration of interferon-free treatment that comprises at least
one direct acting antiviral agent for achieving sustained virological response in a
human subject infected with HCV comprising: providing a sample from said human
subject and identifying the nucleotide present at single nucleotide polymorphism
12979860, wherein the presence of two C alleles at rs12979860 in said subject
indicates a shorter duration of said interferon-free treatment for achieving sustained

virological response relative to a subject without two C alleles present at rs12979860-,

The-method-efelaimt1l-wherein said at least one direct acting antiviral agent is

selected-frems-a HCV protease inhibitor or a HCV polymerase inhibitor:, and

3 Thesnethod-ofelaim-12-wherein said HCV protease inhibitor is selected-from
group-consisting-of-danoprevirybeceprevis-telaprevir-vaniprevizand-nadaprevir: and
The-method-ofelatm-12-wherein said HCV polymerase inhibitor is se seted from-the
group-consisting-oF RGT128-AMNA-SO8ARBT-333. 3 220 BLOOTIDT oy
filibuvir, and

he-srethod-ofelaims—-wherein said subject is infected with Genotype-1 HCV.

A method for predicting response of a human subject infected with HCV to
interferon-free treatment that comprises at least one direct acting antiviral agent,
comprising providing a sample from said human subject and identifying the
nucleotide present at single nucleotide polymorphism rs12979860, wherein the
presence of two C alleles at 1512979860 in said subject indicates a higher likelihood
of early virological response or sustained virological response achieved by said
subject to said interferon-free treatment relative to a subject without two C alleles

present at rs12979860-,
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-elaim—16 wherein said at least one direct acting antiviral agent is

seleeted-frorm-a HCV protease inhibitor or a HCV polymerase inhibitor:, and
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‘the-method-otelnimt7-wherein said HCV protease inhibitor is-selected-from-the

sroup-eonsisting-ef- danoprevirs-beeeprevir;-telaprevis—vaniprevis SFLADTEVEE:

atre-+7-wherein said HCV polymerase inhibitor is selected-from-the

roup-consisting- ot RG7128;AMNA-S98-ART-333 300 200 BEI0T12T and

flibuwis, and

e-methog-ef-elaims-16-wherein said subject 1s infected with Genotype-1 HCV.

A method for predicting response of a human subject infected with HCV to
interferon-free treatment that comprises at least one direct acting antiviral agent,
comprising providing a sample from said human subject and identifying the
nucleotide present at single nucleotide polymorphism rs12979860, wherein the
presence of two T alleles or one T allele and one C allele at rs12979860 in said
subject indicates a higher likelihood of no early virological response or sustained
virological response achieved by said subject to said interferon-free treatment relative

to a subject with two C alleles present at rs12979860-,

3

Themethod-ofelaim-21-wherein said at Jeast one direct acting antiviral agent is

selected-from-a HCV protease inhibitor or a HCV polymerase inhibitor:, and

The-methed-efclaim-22-wherein said HCV protease inhibitor is selected-fron-the

roup-eonsisting-ot-danopreviry-beeeprevis-telaprevie-vanirprevir-and-narloprevie.,

Themethod-of-claim22-wherein said HCV polymerase inhibitor is-selectedfrom-the

sroup-eonsisting-0f- RG7128-ANA-S98-ABT-333 G222 B 20712 and

cmethod-of-elams2-wherein said subject is infected with Genotype-1 HCV.




