PCT/CA2012/000581

WO 2012/171104

14@ ¥ '(007:00Z) 980T+T60T |
1da £ {00Z:002) 980T+160T |
1da v {oov} 160T |

140 £ ’(00Y) T60T |

1da v '(00z) Te0t |

14 € "{ooz) 1601 |

{00z:002) 990T+TL0T |

{oov) TL0T |

{00z} TL0T |

{spouwt) - |

({8u T) Wanyqey)+D |

{{8u g} 1anyaer}+D |

2
=

kDa

225 =

150 ——

100 —

15 =

s w2

ey
bk

50 — W

35 —

25—

Figure 1

1/26



PCT/CA2012/000581

WO 2012/171104

Mechanical

Biochemical

extraction

extraction

((8u T} 1aavaey)+) |
((8u 7) Lanyqey)+d |
((8u 5) LaAvaey)+D |
{{8u oT) MaAyqey)+) |
((3u 05) WsAvqey)+d |
({8u 00T) Marvaey)+) |
({8u 681} 1aavqeu)+) |
Adwa _

(00Z:007) 980T+160T |
{00v) 1601 |

(002) 1601 |

(ppow) -3 |

(002:002) 980T+T607 |
(0ov) 1601 |

(00z} T60T |

{ow) -0 |

MW

kDa

uy
o~
o~

o
w1
i

100~

75—

50 —

35 —

25—

Figure 2

15—
0=

226



PCT/CA2012/000581

WO 2012/171104

1091

id
pED| UWUNLED

Figure 3A
Figure 3B

ved
ged
Tz
1e4
0Zd
614
]
L1d
914
514
v1d
€14
ttd
Tt4
014
64
84
£d
PeO| ULIN0D

MW
kDa

wy
—

1091 + 1086

3/26



WO 2012/171104 PCT/CA2012/000581

Figure 4

A-2X35S5/CPMV-HT/Rabies M/NOQS (Construct number 1066)

Figure 4A, SEQ ID NO: 1
iF-RabM-83.c

AAATTTGTCGGGCCCATGAACTTTCTACGTAAGATAG

Figure 4B, SEQ ID NO: 2
[F-RabM-S1-d.r

ACTAAAGAAAATAGGCCTTTATTCTAGAAGCAGAGAGGA

Figure 4C, SEQ ID NO: 3

Synthesized M protein coding sequence (corresponding to n2496-3104 from Genbank accession
number F1913470)

ATGAACTTTCTACGTAAGATAGTGAAAAATTGCAGGGACGAGGACACTCAAAAACC
CTCTCCCGTGTCAGCCCCTCTGGATGACGATGACTTGTGGCTTCCACCCCCTGAATAC
GTCCCGCTGAAAGAACTTACAAGCAAGAAGAACATCGAGGAACTTTTGTATCAACGG
AGGGGTTAAAGTGYGTAGCCCGAATGGTTACTCGTTCAGCGATCCTGCGGCACATTCT
GAAATCATTCGACGAGATATATTCTGGGAATCATAGGATCGATCGGGTTAGTCAAAGT
AGTTATTGGACTGGCTTTGTCAGGATCTCCAGTCCCTGAGGGCATGAACTGGGTATA
CAAATTGAGGAGAACCTTTATCTTCCAGTGGGCTGATTCCAGGGGCCCTCTTGAAGG
GGAGGAGTTGGAATACTCTCAGGAGATCACTTGGGATGATGATACTGAGTTCGTCGG
ATTGCAAATAAGAGTGATTGCAAAACAGTGTCATATCCAGGGCAGAATCTGGTGTAT
CAACATGAACCCGAGAGCATGTCAACTATGGTCTCGACATGTCTCTTCAGACACAAAG
GTCCGAAGAGGACAAAGATTCCTCTCTGCTTCTAGAATAA
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Figure 4D

Schematic representation of construct number 1191 Sacll and Stul restriction enzyme sites used
for plasmid linearization are annotated on the representation.
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Figure 4E. SEQ ID NO: 4

Construct number 1191 from left to right t-DNA borders (underlined).2X35S/CPMV-HT/NOS
with Plastocyanin-P19-Plastocyanin expression cassette (suppressor af silencing}

TGGCAGGATATATTGTGGTGTAAACAAATTGACGUTTAGACAACTTAATAACACATTGCGGACGTTTTTA
ATGTACTGAATTAACGCCGAATCCCGGGCTOGTATATTTATATGTTGTCAAATAACTCAAAAACCATAAA
AGTTTAAGTIAGCAAGTGTGTACATTITTTACTTGAACAAAAATATTCACCTACTACTGT TATAAATCATTA
TTAAACATTAGAGTAAAGAAATATGGATGATAAGAACAAGAGTAGTGATATTFTGACAACAATTTTIGTTG
GGGAGAATAAAAACATAATGTGAGTATGAGAGAGAAAGTTGTACAAAAGTTGTACCAAAATAGTTGTAC
AAATATCATTGAGGAATTTGACAAAAGCTACACAAATAAGGGTTAATTGCTG TAAATAAATAAGGATGA

COCATTAGAGAGATGTACCATTAGAGAATTTITGGCAAGTCATTAAAAAGAAAGAATAAATTATTTTTAA
AATTAAAAGITGAGTCATTTGATTAAACATGTGATTATTTAATGAATTGATGAAAGAGTTGGATTAAAGT

TGTATTAGTAATIAGAATTTGGTGTCAAATTTAATTTGACATTIGATCTTTTCCTATATATIGCCCCATAGA
GTCAGTTAACTCATT I TTATATITCATAGATCAAATAAGAGAAATAACGGTATATTAATCOCTCOAAAAA

AAAAAAACGGTATATITACTAAAAAATCTAAGCCACGTAGGAGGATAACAGGATCCCCGTAGGAGGATA

5/26



WO 2012/171104 PCT/CA2012/000581

AUATCCAATCCAAUCAATCACAACAATCCTGATUGAGATAACCCACTTTAAGCCCACGCATCTG TGGCACA
TCTACATTATCTAAATCACACATTICTTCCACACATCTGAGCCACACAAAAACCAATCCACATCTTTATCAC
CCATTCTATAAAAAATCACACTTITGTGAGTCTACACTTIGATTCCCTTCAAACACATACAAAGAGAAGAG
ACTAATTAATTAATTAATCATCTTGAGAGAAAATGGAACGAGCTATACAAGGAAACGACGCTAGGGAAC
AAGCTAACAGTGAACGTTGGGATGOAGGATCAGGAGGTACCACTTCTCCCTTCAAACTTCCTGACGAAADG
TCCGAGTTGGACTGAGTGGCGGCTACATAACGATGAGACGAATTCGAATCAAGATAATCCCCTTGGITYC
AAGGAAAGCTGGGGTTTCGUGGAAAGTTGTATTTAAGAGATATCTCAGATACGACAGGACGGAAGCTTCA
CTGCACAGAGTCCTTUGGATCTTGGACGUGAGATICGG TTAACTATGCAGCATCTCGATTTTTCGGTTTCGA
CCAGATCGGATGTACCTATAGTATTCGGTTTCGAGGAGTTAGTATCACCGTTTCTGGAGGG TCGCGAACT
CTTCAGCATCTCTGTGAGATGGCAATTCGGTCTAAGCAAGAACTGCTACAGCTTGCCCCAATCGAAGTGG
AAAGTAATGTATCAAGAGGATGCCCTGAAGGTACTCAAACCTTCGAAAAAGAAAGCGAGTAAGTTAAAA
TCCTTCTTCGTCTCCTATETATAATATGOTTTGTTATTG TTAATT TTG T TCT TG TAGAAGAGCTYAATTAAT
COTTAITGTTATGAAATACTATITGTATGAGATGAACTGGTGTAATGTAAT TCATTTACATAAGTGGAGTC
AGAATCAGAATGTTTCCTCCATAACTAACTAGACATGAAGACCTGCCGCGTACAATTGTCTTATATTTGA
ACAACTAAAATTGAACATCTTTTGCCACAACTTTATAAGTGGTTAATATAGCTCAAATATATGGTCAAGTT
CAATAGATTAATAATGGAAATATCAGTTATCGAAATTCATIAACAATCAACTTAACGTTATTAACTACTA
ATTTTATATCATCCCCTTTGATAAATGATAGTACACCAATTAGGAAGGAGCATGCTCGCCTAGGAGATTG
TCGTTTCCCGCCTTCAGTITGCAAGCTGCTCTAGCCGTGTAGCCAATACGCAAACCGCCTCTCCCCGCGLG
TTGGOAATTACTAGCGOGTGTCGACAAGCTTIGCATGCCGGTCAACATGGTGGAGCACGACACACTTGTCT
ACTCCAAAAATATCAAAGATACAGTCTCAGAAGACCAAAGGGCAATIGAGACTTTTCAACAAAGGG TAA
TATCCGGAAACCTCCTCGOGATTCCATTGCCCAGCTATCTGTCACTTITAT TG TGAAGATAGTGGAAAAGGA
AGGTGGCTCCTACAAATGCCATCATIGCGATAAAGGAAAGGCCATCGTIGAAGATGCCTCTGCCGACAGT
GUTCCCAAAGATGOACCCCCACCCATGAGGAGCATCUTGUAAAAAGAAGACGTTCCAACCACGTCTTCA
AAGCAAGTGCGATTGATGTGATAACATGGTGGAGCACGACACACTTGTCTACTCCAAAAATATCAAAGAT
ACAGTCTCAGAAGACCAAAGGGCAATTGAGACTT TTCAACAAAGGGTAATATCCGGAAACCTCCTCGGA
TTCCATTGCCCAGCTATCTGTCACTTFATTGTGAAGATAGTGGAAAAGGAAGGTGGCTCCTACAAATGCC
ATCATIGCGATAAAGGAAAGGCCATCGTITGAAGATGCCTCTGCCGACAGTGGTCCCAAAGATGGACCCC
CACCCACGAGGAGCATCGTGGAAAAAGAAGACGTICCAACCACGTCTTCAAAGCAAGTGGATTGATGTG
ATATCTCCACTGACGTAAGOGATGACGCACAATCCCACTATCCTTCGCAAGACCCTTCCTCTATATAAGE
AAGTTICATTTCATITGGAGAGGTATTAAAATCTTAATAGGTTTTGATAAAAGCGAACGTGGGGAAACCCG
AACCAAACCTTCTTCTAAACTCTC TCTCATCTCTC T TAAAGCAAACTFCTCTCTTGTCTITCTTGCGTGAGE
GATCTTCAACGTTGTCAGATCGTGUTTCGGCACCAGTACAACUTTTTICTTICACTGAAGUGAAATCAAAG
ATCTCTTTGTGGACACGTAGTGCGGCGCCAT FAAATAACGTGTACTTGTCCTATTCTTGTCGG TG TGGTCT
TGGGAAAAGAAAGCTTGCTGGAGGCTGCTGTTCAGCCCCATACATTACTTGTTACGATTC TGCTGACTTTC
GGCGGGTGCAATATCTCTACTTCTGCTTGACGAGGTAT TG TTGCC TG TACTTCY I TCTTCTICTTCTTGCTG
ATTGGTTCTATAAGAAATCTAGTATTTECTTTGAAACAGAGTTTTCCCGTGGTTTICGAACTTGOAGAAAG
ATTGTTAAGCTTCTGTATATTCTGCCCAAATTTGTCGGGCCCECGGATGGCGAAAAACGTTGCGATTTTCG
GOTTATTGTETTCTCTTCITGTGTTGGTTCCTTCTCAGATCTTCGCCTGCAGGCTCCTCAGCCAAAACGACA
CCCCCATCTGTCTATCCACTGGCCCCTGOATCTGCTGCCCAAALTAACTCCATGGTGACCCTGGGATGCCT
GGTCAAGGGUTATITCCCTGAGCCAGTGACAG TGACCTGGAACTCTGGATCCCTGTCCAGCGGTGTGCAC
ACCTTCCCAGCTCTCCYGCAGTCTGACCTCTACACTCTGAGCAGCTCAGTGACTGTCCCCTCCAGCACCTG
GCCCAGCGAGACCGTCACCTGCAACGTTGCCCACCCGUCCAGCAGCACCAAGGTOGACAAGAAAATIGT
GCCCAGGGATTGTGGTTGTAAGCCTTGCATATGTACAGTCCCAGAAGTATCATCTGTCTTCATCTTCCCCC
CAAAGCCCAAGGATGTGCTCACCATTACTCTGACTCCTAAGGTCACG TG TGTTGTGGTAGACATCAGCAA
GGATGATCCCGAGGTCCAGTTCAGCTGGTTTGTAGATGATGTGGAGGTGCACACAGCTCAGACGCAACCC
CGGGAGGAGCAGTTCAACAGCACTTICCGCTCAGTCAGTGAACTTCCCATCATGCACCAGGACTGGCTCA
ATGGCAAGGAGCGATCGCTCACCATCACCATCACCATCACCATCACCATTAAAGGCCTATTTTCTITAGTT
TGAATTTACTGTTATTCGGTGTGCATITCTATGTTTGGTGAGCGGTTTICTGTGCTCAGAGTGTGTTTATTT
TATGTAATTTAATTTCTITOTGAGCTCCTGTTTAGCAGGTCGTCCCTICAGUAAGGACACAAAAAGATTTT
AATTTTATTAAAAAAAAAAAAANAAAAGACCGGGAATTCGATATCAAGCTTATCGACCTGCAGATCGTT
CAAACATTTGGCAATAAAGTITCTTAAGATTGAATCCTGTTGCCGGTCTTGCGATGATTATCATATAATIT
CTGTTGAATTACGTTAAGCATGTAATAATTAACATGTAATGCATGACGTTATITATGAGATGGG T TITTAT
GATTAGAGTCCCGCAATTATACATTTAATACGCGATAGAAAACAAAATATAGCGCOCAAACTAGCATAA
ATTATCGCGCGCGGTGTCATCTATGTTACTAGATC TCTAGAGTCTCAAGCTIGGCGCGCCCACGTGACTAG
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TGGCACTGGUCGTCGTTTTACAACGTCOTGACTGGGAAAACCCTGGUGTTACCCAACT TAATCGCCTTGC
AGCACATCCCCCTTICGCCAGCTOUCGTAATAGCGCAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTG
CGCAGCCTCGAATGGCGAATGCTAGAGCAGCTTGAGCTTGGATCAGATTGTCGTTYCCCGCCTTCAGTTTA
AACTATCAGTGTTTGACAGGATATATTGGCGGGTAAACCTAAGAGAAAAGAGCGTTTA

Figure 4F, SEQ ID NO: 5

Expression cassette number 1066 from 2X3358 promoter o NOS terminator.Open reading frame
of M protein from Rabies virus ERA strainis underlined.

GTCAACATGGTGGAGCACGACACACTTGTCTACTCCAAAAATATCAAAGATACAGTCTCAGAAGACCAA
AGGGCAATTGAGACTTTTCAACAAAGGGTAATATCCGGAAACCTCCTCGGATTCCATTGCCCAGCTATCYT
GTCACTTTATYGTGAAGATAGTGGAAAAGGAAGGTOGCTCCTACAAATGCCATCATTGCGATAAAGGAA
AGGCCATCOTTGAAGATGCCTCTGCCGACAGTGGTCCCAAAGATGGACCCCCACCCACGAGGAGCATCG
TGGAAAAAGAAGACGTICCAACCACGTCI TCAAAGCAAGTGGATTGATGTGATAACATGGTGGAGCACG
ACACACTTGTCTACTCCAAAAATATCAAAGATACAGTCTCAGAAGACCAAAGGGCAATTGAGACTTTICA
ACAAAGGGTAATATCCGGAAACCTCCTCGUATTCCATTGCCCAGCTATCTGTCACTTITATTGTGAAGATA
GTGGAAAAGGAAGGTGGCTCCTACAAATGCCATCATTGUCGATAAAGUAAAGGCCATCGTTGAAGATGCC
TCTGCCGACAGTGGTCCCAAAGATGGACCTCCACCCACGAGGAGCATCGTGGAAAAAGAAGACGTTCCA
ACCACGTCTTCAAAGCAAGTGGATTGATGTGATATCTCCACTGACGTAAGGGATGACGCACAATCCCACT
ATCCTTCGCAAGACCCTTCCTCTATATAAGGAAGTTCATT TCATTTGGAGAGGTATTAAAATCTTAATAGG
TTTTGATAAAAGCGAACGTGGGGAAACCCGAACCAAACCTTCTICTAAACTCTCTCTCATCTCTCTTAAAG
CAAACTTCTCTCTTGTCTTTCTTGCGTGAGCGATCTTCAACGTTOTCAGATCGTGCTTCGGCACCAGTACA
ACGTTHTCTITCACTGAAGCGAAATCAAAGATCTCTTIGTGGACACGTAGTGCGGCGCCATTAAATAACG
TGTACTTGTCCTATTCTTGTCGOTGTGOTCTTGGGAAAAGAAAGCTTGCTGGAGGCTGCTGTTCAGCCCCA
TACATFACTTGTTACGATTCTGCTGACTTICGGCGGGTGCAATATCTCTACTTCTGCTTGACGAGGTATTG
TPGCCTGTACTTCTITCTTCITCTTCTTGC TGATTGGTICTATAACAAATCTAGTATTTTCTTTGAAACAGA
GTTTTCCCGTUGTTTITCOAACTTGGAGAAAGATTGETAAGCTTCTGTATATTCTGCCCAAATTTGTCGGGC
CCATGAACTTTCTACGTAAGATAGTOAAAAATTGCAGGGACGAGGACACTCAAAAACCCTICTCCCOTGIC
AGCCCCTCTOGATGACGATGACTTGTGGCTTCCACCCCCTGAATACGTCCCGCTGAAAGAACTTACAAGC
AAGAAGAACATGAGGAACTTTTGTATCAACGUAGGGGTTAAAGTGTGTAGCCCGAATGGTTACTCGTICA
GOATCCTGCGGCACATTCTGAAATCATTICGACGAGATATATTCTGGGAATCATAGGATGATCGGGITAGT
CAAAQTAGTTATTGOACTGGCTTIGTCAGGATCTCCAGTCCCTGAGOGCATGAACIGGGTATACAAATTG
AGGAGAACCTTTATCTTCCAGTGGGCTGATTCCAGGGGCCCTCTEGAAGGGGAGGAGTTGGAATACTCTC
AGGAGATCACTIGGUGATGATGATACTGAGTTCGTCGGATTGCAAATAAGAGTGATTGCAAAACAGTGTC
ATATCCAGGGCAGAATCTGGTGTATCAACATGAACCCGAGAGCATGTCAACTATGGTCTGACATGTCTCYT
TCAGACACAAAGGTCCGAAGAGGACAAAGATTCCTCTCTGCT TCTAGAATAAAGGCCTATTTTCTITAGT
TTGAATTTACTGTTATICGGTGTGCATTTCTATGTTTGGTGAGCGGTTTTCTGTGCTCAGAGTGTGTITATT
TTATGTAATFTAATITCTT IO TGAGCTCCTGTTTAGCAGGTCGTCCCTTCAGCAAGGACACAAAAAGATTT
TAATTITATTAAAAAAAAAAAAAAAAAAGACCGGGAATTCGATATCAAGCTTATCGACCTGCAGATCGTT
CAAACATTTGGCAATAAAGTTTCTTAAGATTGAATCCTGTTGCCGGTCTTGCGATGATTATCATATAATTT
CTGTTGAATTACGTTAAGCATGTAATAATTAACATGTAATGCATGACG T TATTTATGAGATGGGTTTTITAT
GATFAGAGTCCCGCAATTATACATITAATACGCGATAGAAAATAAAATATAGUGCGCAAACTAGGATAA
ATTATCGCGUGUGGTGTCATCTATGTTACTAGAT

Figure 4G, SEQ ID NQ: 6

Amino acid sequence of M protein from Rabies virus ERA strain
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MNFLRKIVEKNCRDEDTQKPSPVSAPLDDDDLWLPPPEY VPLKEL TSKKNMRNFCINGGV
KVCSPNGYSFRILRHILKSFDEIYSGNHRMIGLVK VVIGLALSGSPVPEGMNWVYKLRRT
FIFQWADSRGPLEGEELEY SQEITWDDDTEFVGLQIRVIAKQCHIQGRIWCINMNPRACQ
LWSDMSLQTQRSEEDKDSSLLLE*

Figure 4H,

Schematic representation of construct number 1066
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Figure 5A
Schematic representation of construct number 1193.Sacll and Stul restriction enzyme sites used

for plasmid lincarization are annotated on the representation.
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Figure 5B, SEQ ID NO:7

Construct number 1193 from left to right t-DNA borders (underlined). 2X358/CPMV-HT/NOS
into BeYDV+Replicase amplification system with Plastocyanin-TBSV P19-Plastocyanin

expression cassette{suppressor of silencing)

TGGCAGGATATATIGTGGTGTAAACAAATTGACGCTTAGACAACTTAATAACACATTGCGGACGTTTTTA
ATGTACTGAATTAACGCCGAATCCCGOGCTGG TATATITATATG TG TCAAATAACTCAAAAACCATAAA
AGTTTAAGTTAGCAAGTGTGTACATTTTTACTTGAACAAAAATATTCACCTACTACTGTTATAAATCATTA
TTAAACATTAGAGTAAAGAAATATGGATGATAAGAACAAGAGTAGTGATATTTTGACAACAATTITGETG
CAACATTTGAGAAAATTTITGTTGTTCTCTCTITTCATTGGTCAAAAACAATAGAGAGAGAAAAAGGAAGA
GOGAGAATAAAAACATAATGTGAGTATGAGAGAGAAAGTTGTACAAAAGTTGTACCAAAATAGTTGTAC
AAATATCATTGAGGAATTTGACAAAAGCTACACAAATAAGGGTTAATTGCTGTAAATAAATAAGGATGA
CGCATTAGAGAGATGTACCAT TAGAGAATTITTOGCAAGTCATTAAAAAGAAAGAATAAATTATTTTTAA
AATTAAAAGTTGAGTCATTTGATTAAACATGTGATTATTTAATGAATTGA TGAAAGAGT TGGATTAAAGT
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TGTATTAGTAATTAGAATITGG TG TCAAATT TAATTIGACATTTGATCTTTTCOTATATATTGCCCCATAGA
GTCAGTTAACTCATTITTATATITCATAGATCAAATAAGAGAAATAACGGTATATTAATCCCTCCAAAAA
AAAAAAACGGTATATTTACTAAAAAATCTAAGCCACGTAGGAGGATAACAGOATCCCCGTAGGAGGATA
ACATCCAATCCAACCAATCACAACAATCCTGATGAGATAACCCACTFTAAGCCCACGCATCTGTGGUACA
TCTACATTATCTAAATCACACATICTTCCACACATCTGAGCCACACAAAAACCAATCCACATCTTTATCAC
CCATFCTATAAAAAATCACACTTTGTGAGTCTACACTITGATTCCCTTCAAACACATACAAAGAGAAGAG
ACTAATTAATTAATTAATCATCTIGAGAGAAAATGGAACGAGCTATACAAGGAAACGACGCUTAGGUAAL
AAGCTAACAGTGAACGTTGUGATGOAGGATCAGGAGGTACCACTTCTCCCTTCAAACTI CCTGACGAAAG
TCCGAGTTGGACTGAGTGGOGGCTACATAACGATGAGACGAATTCGAATCAAGATAATCCCCTTGGTTTS
AAGGAAAGCTGGGGTTTCGGGAAAGTIGTATTITAAGAGATATCTCAGATACGACAGGACGGAAGCTTCA
CTGCACAGAGTCCTTGGATCTTGGACGGGAGATTCGGTTAACTATGCAGCATCTCGATTT I TCGGTITCGA
CCAGATCGGATGTACCTATAGTATICGGTTICGAGGAGTTAGTATCACCGTTTCTGGAGGGTCGCGAACT
CTTCAGCATCTCTGTGAGATGGCAATTCGGTCTAAGCAAGAACTGCTACAGCTIGCCCCAATCGAAGTGG
AAAGTAATGTATCAAGAGGATGCCCTGAAGGTACTCAAACCTTCGAAAAAGAAAGCGAGTAAGTTAAAA
FTGCTTCTTCGTCTCCTATTTATAATATGG T I TG T Y AT TG TTAATTTIG T TCT TG TAGAAGAGCTTAATTAAT
COTTGTTGTTATGAAATACTATTTGTATGAGATGAACTGGTGTAATGTAATTCATTTACATAAGTGGAGTC
AGAATCAGAATGTTTCCTCCATAACTAACTAGACATGAAGACCTGCCGCGTACAATTGTCT TATATTTGA

CAATAGATTAATAATGGAAATATCAGTFATCGAAATICATTAACAATCAACTTAACGTTATTAACTACTA
ATTTEATATCATCCCCTTTGATAANTGATAGTACACCAATTAGGAAGGAGCATGCTCGCCTAGGAGATTG
TCGTTTCCCGCCTTCAGTITGCAAGCTGCTCTAGCCGTGTAGCCAATACGCAAACCGCCTCTCCCCGCGEG
TTGGGAATTACTAGCGCGTGTCGACACGCGTGGCGOGCCCTAGCAGAAGGCATGTTGTTGTGACTCCGAG
GGGTIGCCTCAAACTCTATCTTATAACCGGCGTGOAGGCATGGAGGCAAGGGCATTTTGGTAATTTAAGT
AGTTAGTGGAAAATGACGTCATTTACTTAAAGACGAAGTCTTGCGACAAGGGGGGCCCACGCCGAATTTT
AATATTACCGGCGTGGCCCCACCTTATCGCGAGTGCTTTAGCACGAGCGG TCCAGATTTAAAGTAGAAAA
GTTCCCGCCCACTAGGGTTAAAGGTGTTCACACTATAAAAGCATATACGATGTGATGGTATTTGATAAAG
CGTATATTGTATCAGGTATTTCCGTCGGATACGAATTATTCG TACAAGCTTCTYAAGCCGGTCAACATGGT
GGAGCACGACACACTTGTCTACTCCAANAAATATCAAAGATACAGTCTCAGAAGACCAAAGGGCAATTGA
GACTTTTCAACAAAGGGTAATATCCGGAAACCTCCTCGGATTCCATTGCCCAGCTATCTGTCACTTITATTG
TGAAGATAGTGUGAAAAGGAAGGTGGCTCUTACAAATGCCATCATTGCGATAAAGGAAAGGCCATOGTIG
AAGATGOCTCTGCCGACAG TGO TCCCAAAGATGGACCUCCACCCACGAGGAGCATCGTGGAAAAAGAAG
ACGTICCAACCACGTCTTCAAAGCAAGTGGATTGATGTUATAACATGGTGGAGCACGACACACTTGTICTA
CTCCAAAAATATCAAAGATACAGTCTCAGAAGACCAAAGGGCAATTGAGACTTTTCAACAAAGGGTAAT
ATCCGGAAACCTCCTCGGATTCCATTGCCCAGCTATCIGICACTTTATTGTGAAGATAGTGGAAAAGGAA
GGTGGCTCCTACAAATGCCATCATTGCGATAAAGGAAAGGCCATCGTTGAAGATGCCTCTGCCGACAGTG
GTCCCAAAGATGGACCCCCACCCACGAGGAGUATCGTGGAANAAAGAAGACGTTCCAACCACGTCTTCAA
AGCAAGTGGATIGATGTGATATCTCCACTGACGTAAGGGATGACGCACAATCCCACTATCCTTCGCAAGA
COCTICCTCTATATAAGGAAGTTCATTTICATTTGGAGAGGTATTAAAATC T TAA TAGG T TTGATAAAAGC
GAACGTGGGOAAACCCGAACCAAACCTTCTTCTAAACTCTCTCTCATCTCTC T TAAAGCAAACTTCTCTCT
TETCTTTCITGCGTGAGCGATCTTCAACGTTG TCAGATCGTGCTTCGOCACCAGTACAACGTTITTCTTTCA
CTGAAGCGAAATCAAAGATCTCTTTGEGGACACGTAGTGCGGCGCCATTAAATAACGTGTACTIGTCCTA
TTCTTGTCGGTGTGGTCTTGGGAAAAGAAAGCTTGCTGGAGGCTGCTGTTCAGCCCCATACATTACTTGTT
ACGATTCTGCTGACTTTCGGCGGUTGCAATATC TCTACTTCTGCTTGACGAGGTATTGTTGCCTGTACTEC
TETCTTCTTCT TCTTGCTGATT GG T TCTATAAGAAATCTAGTATT T TCT I TGAAACAGAGTTTTCCCGTGGT
TTTCGAACTTGGAGAAAGATTGTTAAGCTECTGTATATTCTGCCCAAATT TG TCGGGCCCGCGGCTCCTCA
GCCAAAACGACACCCCCATCTGTCTATCCACTGGCCCCTGGATCTGCTGCCCAAACTAACTCCATGGTGA
CCCTGGGATGCCTGGTCAAGGGCTATTTICCCTGAGCCAGTGACAGTGACCTGGAACTCTGGATCCCTGTC
CAGCGOTGTGCACACCTTCCCAGCTGTCCTGCAGTCTGACCTCTACACTCTGAGCAGCTCAGTGACTGTCC
CCTCCAGCACCTGGCCCAGCGAGACCGTCACCTGUAACGTTGCCCACCCGGCCAGCAG CACCAAGGTGG
ACAAGAAAATTGTGCCCAGGGATTGTGG TIGTAAGCCTTGCATATG TACAGTCCC, AGAAGTATCATCTGT
CTTCATCTTCCCCCCAAAGCCCAAUGA TG TGCTCACCATTACTCTGACTCCTAAGGTCACGTG TG TTGTGG
TAGACATCAGCAAGGATGATCCCGAGGTCCAGTICAGCTGGTTIGTAGATGATGTGGAGGTGC ACACAGC
TCAGACGCAACCECGGGOAGGAGCAGTICAACAGCACTTTCCGCTCAGTCAG TGAACTTCCCATCATGCAC
CAGGACTGGUTCAATGGCAAGGAAGGCCTATTI TCTTTAGTTTGAAFTTACTGTTATTC GGTGTGCATITC
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TATGTTTGEHI GAGCGGTTTTCTGTGU TCAGAGTGTGTITATTTTATGTAATTTAA ITTCTTTG TGAGCTCOT
GITTAGCAGGTCGTCCCTTCAGCAAGGACACAAAAAGATTTTAATTTTATIAAAAAAAAAAAAAAAAAA
GACCGGGAATTCGATATCAAGCTTATCOACCTGCAGATCGTTCAAACATTTGGCAATAAAGTITCTTAAG
ATTGAATCCTGTTGCCGGTCITGCGATGATTATCATATAATTTCTG TTGAATTACGTTAAGCATGTAATAA
TTAACATGTAATGCATGACGTTATTTATGAGATGGGTITTTATGATTAGAGTCCCGCAATTATACATITAA
TACGCGATAGAAAACAAAATATAGCGUGCAAACTAGGATAAATITATCGCGCGUGGTGTCATCTATGTTAC
TAGATCTCTAGAGTCTCAAGCTIGGCGCGOGOTACCOAGCTCGAATTCCOAGTGTACTTCAAGTCAGTTG
GAAATUAATAAAATCGATEATTTTATGAATATATITCATTGTGUAAG TAGATAGAAATTACATATGTTACAT
AACACACGAAATAAACAAAAAAACACAATCCAAAACAAACACCCCAAACAAAATAACACTATATATATC
CTCGTATGAGGAGAGGCACGTICAGTGACTCGACGATTCCCGAGUAAAAAAAGTCTCCCCGTCACACAT
ATAGTGGOTGACGCAATTATCTTCAAAGTAATCCITCTGTIGACTIGTCATTGATAACATCCAGTCYTCGT
CAGGATTGCAAAGAATTATAGAAGGGATCCCACCTTTTATTTTCTICTIITITCCATATTTAGGUTTGACA
GTGAAATCAGACTGGCAACCTATTAATTGCTTCCACAATGGGACGAACTTGAAGGGGATGTCGTCGATGA
TATTATAGGTGGCGTGTTCATCGTAGTTGGTGAAGTCGATGGTCCCGTTCCAGTAGTTGTGTCGCCCGAGA
CTTCTAGCCCAGGTGCTCTTTCCGGTACGAGTIGGTCCGCAGATG TAGAGGCTGGGGTGTCTGACCCCAG
TCCTTCCCTCATCCTGGTTAGATCGGCCATCCACTCAAGGTCAGATTIGTGCTTGATCGTAGGAGACAGGAT
GTATGAAAGTGTAGGCATCOATGCTTACATGATATAGGTGCGTCTCTCTCCAGT TGTGCAGATCTICGTGG
CAGCGGAGATCTGATTICTGTGAAGGGCGACACGTACTGCTCAGGTTGTGGAGGAAATAATTTGTTGGCTG
AATATTCCAGCCATTGAAGCTTIGTIGCCCATTICATGAGGGAATICTTCTTTGATCATGTCAAGATACTCC
TCCTTAGACGTTIGCAGTCTGGATAATAGTICGCCATCGTGCGTCAGATFTGCGAGGAGAGACCTTATGAT
CTCGOAAATCTCCTCEGGTTITAATATCTCCGTCCTTTGATATGTAATCAAGGACTTGTTTAGAGTTICTAG
CTGGCTGGATATTAGGGTGATTICCTTCAAAATCOAANAAAGAAGGATCCCTAATACAAGGTITTTTATC
AAGCTGOGATAAGAGCATGATAGTGGGTAGTGCCATCTTGATGAAGCTCAGAAGCAACACCAAGGAAGAA
AATAAGAAAAGGTGTGAGTTTCTCCCAGAGAAACTGGAATAAATCATCTCTTFGAGATGAGCACTTGGGG
TAGGTAAGGAAAACATATITAGATTGGAGTCTGAAGTTCT TGCTAGCAGAAGGCATGTTGTTGTGACTCC
GAGGGGTTGCCTCAAACTCTATCTTATAACCGGCGTGGAGGCATGGAGGCAAGGGCATTTTGGTAATTTA
AGTAGTTAGTGGAAAATGACGTCATTTACTTAAAGACGAAGTCTTGCUACAAGGGGGGCCCACGCCGAA
TITTTAATATTACCGGCGTGGCCCCACCTTATCGCOAGTGCTTTAGCACGAGCGGTCCAGATTTAAAGTAG
AAAAGTTCCCOCCCACTAGGUGTTAAAGGTGTTCACACTATAAAAGCATATACGATGTGATGGTATTTGAT
GGAGCGTATATTGTATCAGGTATTTCCGTCGGATACGAATTATICGTACGGCCGGCCACTAGTGGCACTG
GCCGTCUTTITACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCACATC
CCCUTTTCGCCAGCTGGLGTAATAGCGAAGAGGCCCGCACCEATCGCCCTICCCAACAGTTGCGCAGCCT
GAATGGCGAATGCTAGAGCAGUTTGAGCTTGGATCAGATTGTCGTTTCCCGCCTTCAGTTTAAACTATCA
GTGTTTGACAGGATATATTOGCGGGTAAACCTAAGAGAAAAGAGCGTTTA

Figure 5C, SEQ ID NO: §

Expression cassette number 1086 from BeYDV left LIR to BeYDV right LIR. Open reading
frame of PDISP/G protein from Rabies virus ERA strain is underlined.

CTAGCAUGAAGGCATAGTTGTTGTGACTCCGAGGGGT TGCCTCAAACTCTATCTTATAACCGGCGTGGAGGC
ATGGAGGCAAGGGCATTTTGGTAATTTAAGTAGTTAGTGGAAAATGACGTCATTTACTTAAAGACGAAGT
CTTGCOACAAGGGGGGCCCACGCCGAATTITAATATTACCGGCGTGGCCCCACCTTATCGCGAGTGCTTT
AGCACGAGCGGTCCAGATTTAAAGTAGAAAAGTTCCCGCCCACTAGGGTTAAAGG TGTTCACACTATAA
AAGCATATACGATGTGATGGTATTTGATAAAGCGTATATTGTATCAGGTATT TCCGTCGGATACGAATTA
TTCGTACAAGCTTCTTAAGCCGGTCAACATGGTGGAGCACGACACACTTOTCTACTCCAAAAATATCAAA
GATACAGTCTCAGAAGACCAAAGGGCAATTGAGACTTITCAACAAAGGGTAATATCCGGAAACCTCCTC
GOATTCCATTGUCCAGCTATCTGTCACTTEATTGTGAAGATAGTGGAAAAGGAAGGTGGCTCCTACAAAT
GCCATCATTGCGATAAAGGAAAGGCCATCGTIGAAGATGCCTCTGCCGACAGTGGTCCCAAAGATGGAL
CCCCACCCACGAGGAGCATOGTGGAAAAAGAAGACGTTCCAACCACGTCTTCAAAGCAAGTGGATIGAT
GTGATAACATGGTGGAGCACGACACACTTGTCTACTCCAAAANTATCAAAGATACAGTCTCAGAAGACC
AAAGGGUAATTGAGACTTTTCAACAAAGGGTAATATCCGGAAACCTCCTCGGATTOCATTGCCCAGCTAT
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CTGICACTITATTOTGAAGATAGEGGAAAAGGAAGGTGUC TCCTACAAATGCCATCATTGCUATAAAGGA
AAGGCCATCGTTGAAGATUCCTCTGCCGACAGTGOTCUCAAAGATGUACCQCCACCCACGAGGAGCATC
GTGGAAAAAGAAGACGTTCCAACCACGTCTTCAAAGCAAGTGGATTGATGTGATATCTCCACTGACGTAA
GGGATGACGCACAATCCCACTATCCTTCGCAAGACCCTTCCTCTATATAAGGAAGTTCATTTCATTTGGAG
AGGTATTAAAATCTTAATAGGTITIGATAAAAGCGAACGTGGGGAAACCCGAACTAAACCTTCTTCTAAA
CTCTCTCTCATCTCTCYTAAAGCAAACTTCTCTCTTGTCTTTCTTGCOTGAGCGATCTTCAACGTTGTCAGA
TCGTGCTICGGCACCAGTACAACGTTTTCTTTCACTGAAGCGAAATCAAAGATCTCTTTGTGGACACGTAG
TGCGGCOCCATTAAATAACGTGTACTTGTCCTATTCTTOTCGGTGTGGTCTTGGGAAAAGAAAGCTTGCTG
GAGGCTGCTGTICAGCCCCATACATTACTIGTTACGATTICTGCTGACTTICGGCGGGTGCAATATCTCTAC
TTCTGCTTGACGAGGTATTGTTGCCTGTACTICTTICTICTTCTTICTTGCTGATTGGTTCTATAAGAAATCT
AGTATTTTCTTITGAAACAGAGTTTICCCGTGGTEFTCGAACTTGGAGAAAGATTGTTAAGCTTCTGTATAT
TCTGCCCAAATTTGTCGGGCCCATGAACTITCTACGTAAGATAGTGAAAAATTGCAGGGACGAGUACACT
CAAAAACCCTICTCCCGTGTCAGCCCCTCTGGATGACGATGACTIGTGGCTTCCACCCCCTGAATACGTCEC
GCTGAAAGAACTITACAAGCAAGAAGAACATGAGGAACTITIGTATCAACGGAGGGGTTAAAGTGTGTAG
CCCCAATGGTTACTCGTTCAGGATCCTGCGGUACATICTCGAAATCATICGACGAGATATATTCTGGGAAT
CATAGGATGATCGOGT TAGTCAAAGTAGTTATTGGACTGGCTTITGTCAGGATCTCCAGTCCCTGAGGGCA
TGAACTGGGTATACAAATTGAGUAGAACCTTTATCTTCCAGTGGGCTGATTCCAGGGGCCCTCTTGAAGG
GGAGGAGTTGGAATACTCTCAGGAGATCACTIGHGATGATGATACTGAGITCGTCGGATTGCAAATAAG
AGTGATTGCAAAACAGTGTCATATCCAGGGCAGAATCTGGTGTATCAACATGAACCCGAGAGCATGICA,
ACTATGGTCYGACATGTCTCTICAGACACAAAGGTCCCAAGAGGACAAAGATICCTCTCTGCTICTAGAA
TAAAGGCCTATTITCTITAGTITGAATTTACTGTTATTCGGTGTGCATITCTATGTITGGTGAGCGGTTTIC
TGTGCTCAGAGTGTGTTTAT I TATGTAATFTAATTTICTTTG TGAGCTCCTGTITAGCAGGTCGTCCCTTCA
GCAAGGACACAAAAAGATTTTAATTTTATTAAAAAAAAAAAAAAAAAAGACCGGGAATTCGATATCAAG
CTTATCGACCTGCAGATCGTTCAAACATTTGGCAATAAAGTTTCTTAAGATTFGAATCCTGTTGCCGGTCTT
GCGATGATTATCATATAATTITCTGTTGAATTACGTTAAGCATGTAATAATTAACATGTAATGCATGACGTT
ATTTATGAGATGGOGTITTTATGATTAGAGTCCCGCAATTATACATITAATACGCGATAGAAAACAAAATA
TAGCGCGCAAACTAGGATAAATTATCGCUCGCGGTGTCATCTATGTTACTAGATCTCTAGAGTCTCAAGC
TTGGCGCGGGOTACCCAGCTCGAATICCGAGTGTACTTCAAGTCAGTTGGAAATCAATAAAATGATTATT
TTATGAATATATYICATTGTGCAAGTAGATAGAAATTACATATGTTACATAACACACGAAATAAACAAAA
AAACACAATCCAAAACAAACACCCCAAACAAAATAACACTATATATATCCTCOTATGAGGAGAGGCACG
TTCAGTGACTCGACGATTCCCOGAGTCAAAAAAAGTCTCCCCGTCACACATATAGTGGOTGACGCAATTATC
FICAAAGTAATCCTTCTGTTGACTTGTCATTGATAACATCCAGTCTICGTCAGGATTUCAAAGAATTATAG
AAGGGATCCCACCTTTTATTITTCTICTIITITCCATATTTAGGGTTGACAGTGAAATCAGACTGGCAACCT
ATTAATTGCTTCCACAATGGGACGAACTTGAAGGGGATGTCGTCOATGATATTATAGGTGGCGTGTICAT
COTAGTTGGTGAAGTCGATGGTCCUGTTCCAGTAGTTGTGTCGCCCGAGACTTCTAGCCCAGGTGGTCTTT
CCGGTACGAGTTGGTCCGCAGATGTAGAGGCTGGGG TGTCTGACCCCAGTCCTTCCCTCATCCTGGTTAG
ATCOGCCALCCACTCAAGUTCAGATIGTGCTTGATCGTAGGAGACAGGATGTATGAAAGTGTAGGCATCG
ATGCTTACATOATATAGGTGCGTCTCTCTCCAGTTGTGCAGATCTTCGTGGCAGCGGAGATCTGATTCTGT
GAAGGGCGACACGTACTGCTCAGGTTGTGGAGGAAATAATTTGITGGCTGAATATTCCAGCCATTGAAGC
TITGITTGCCCATICATGAGGGAATTCETCTTTCGATCATGTCAAGATACTCCTCCTTAGACGTTGCAGTCTG
GATAATAGTTCGCCATCGTGCGTCAGATITGCGAGGAGAGACCTTATGATCTCGGAAATCTCCTCTGGYTT
TAATATCTCCGTCCTTTGATATGTAATCAAGGACTTGTTTAGAGTITCTAGCTGGCTGGATATTAGGGTGA
TITCCTTCAAAATUGAAAAAAGAAGGATCCCTAATACAAGGTTTITTATCAAGCTGGATAAGAGCATGAT
AGTGGGTAGTGCCATCTTOATGAAGCTCAGAAGCAACACCAAGGAAGAAAATAAGAAAAGGTGTGAGTT
TCTCCCAGAGAAACTGGAATAAATCATCTCTTTGAGATGAGCACTTGGGGTAGGTAAGGAAAACATATTY
AGATTGGAGTCTGAAGTTCTTUGCTAGCAGAAGGCATGTTGTTGTGACTCCGAGGGGTTGCCTCAAACTCT
ATCTTATAACCGGCGTGGAGGCATGGAGGCAAGGGCATTTTGGTAATTITAAGTAGTTAGTGGAAAATGAC
GTCATTTACTTAAAGACGAAGTCTTGCGACAAGGGGGGCCCACGCCGAATTTTAATATTACCGGCGTGGT
CCCACCTTATCGCOAGTGCTTTAGCACGAUCGGTCCAGATTTAAAGTAGAAAAGTTCCCGCCCACTAGGG
TTAAAGGTGTTCACACTATAAAAGCATATACGATGTGATGGTATTTCATGGAGCGTATATTGTATCAGGT
ATTTCCGTCGGATACGAATTATICGTAC
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Figure 5D

Schenatic representation of construct number 1086
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C-2X358/CPMV-HT/PDISP/Rabies G/NOS (Construct number 484)

Figure 6A, SEQ ID NC: 9

IF-Rab(-82+4.c

PCT/ICA2012/000581

TCTCAGATCTTCGCCAAATTCCCTATTTACACGATACCAGAC

Figure 6B, SEQ D NO: 10

IF-RabG-S14.r

ACTAAAGAAAATAGGCCTTCACAGTCTGGTCTCACCCCCACTCTTGTG

Figure 6C, SEQ ID NO: 11

Synthesized Rabies G protein coding sequence (corresponding to nt 3317-4891 from Genbank

accession number EF206707)

ATGOTTCCTCAGGCTCTCCTGITIGTACCCCTRCTGGTTTTFCCATTGTGTTTTGGGAAATICCCTATTTAC
ACGATACCAGACAAGCTTGGTCOCCTGGAGCCCGATTGACATACATCACCTCAGCTGCCCAAACAATTTIGG
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TAGTGGAGUACGAAGGATGCACCAACCTGTCAGUGGTTCTCCTACATUGAACT TAAAGT TGGATACATCTT
AGCCATAAAAATGAACOGGTTCACTTGCACAGGCGTTGTGACGGAGGUTUAAACCTACACTAACTICGTT
GGTTATGTCACAACCACGTTCAAAAGAAAGCATTTCCGCCCAACACCAGATGCATGTAGAGCCGCGTAC
AACTGOAAGATGGCCGGTGACCCCAGATATGAAGAGTCTCTACACAATCCGTACCCTGACTACCGCTGRC
TITCGAACTGTAAAAACCACCAAGGAGTCTCTCGTTATCATATCTCCAAGTGTGGCAGATTTGGACCCATA
TGACAGATCCCTTCACTCOGAGGGTCTTCCCTAGCGGOAAGTGCTCAGGAGTAGCGGTGTCTTCTACCTAC
TGCTCCACTAACCACGATTACACCATITGGATGCCCGAGAATCCGAGACTAGGGATGTCTTGTGACATIT
TTACCAATAGTAGAGGGAAGAGAGCATCCAAAGGGAGTCAGACTTGCGGCTTTGTAGATGAAAGAGGUC
TATATAAGTCTTTAAAAGGAGCATGCAAACECAAGTTATGTGGAGTTCTAGGACTTAGACTTATGGATGG
AACATGGGTCGCGATGCAAACATCAAATCAAACCAAATGGTGCCCTCCCGATCAGTTGGTGAACCTGCA
CGACTTTICGCTCAGACGAAATTGAGCACCTTGTTGTAGAGGAGTTGGTCAGGAAGAGAGAGOAGTGTCT
GOATGCACTAGAGTCCATCATGACAACCAAGTCAGTGAGTTTCAGACGTCTCAGTCATTTAAGAAAACTT
GTCCCTGGOTTTGUAAAAGCATATACCATATTCAACAAGACCTTGATGGAAGCCGATGCTCACTACAAGT
CAGTCAGAACTTGGAATGAGATCCTCCCTTCAAAAGGGTGTTTAAGAGTTGGGGGGAGGTGTCATCCTCA
TGTCGAACGGGGTOTITITCAATGGTATAATATTAGGACCTGACGGCAATGTCTTAATCCCAGAGATGCAA
TCATCCCTCCTCCAGCAACATATGGAGTTGTTGGAATCCTCGGTFATCCCCCTTGTGCACCCCCTGGCAGA
CCCATCTACCGTTTTCAAGGACGGTOACGAGGCTGAGGATITIGTTGAAGTTCACCTTCCCGATGTGCAC
AATCAGGTCTCAGGAGTTGACTIGGGTCTCOCGAACTGGGGGAAGTATGTATTACTGAGTGCAGGGGCCC
TGACTGCCTTGATGTTGATAATTTTCCTGATGACATGTTGTAGAAGAGTCAATCGATCAGAACCTACGCA
ACACAATCTCAGAGGGACAGGOAGGGAGGTGTCAGTCACTCCCCAAAGCGGGAAGATCATATCTTCATG
GGAATCACACAAGAGTGGGGGTGAGACCAGACTGTGA
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Figure 6D

Schematic representation of construct number 1192.Sacll and Stul restriction enzyme sites used
for plasmid linearization are annotated on the representation.

Lef T-0my 1

Figure 6E, SEQ ID NO: 12

Construct number 1192 from left to right -DNA borders (underlined).2X35S/CPMV-

HT/PDISP/NOS with Plastocyanin-P19-Plastocyanin expression cassette {suppressor of
silencing)

TGGCAGGATATATTGTGG TGIAAACAAATTGACGCTTAGACAACT TAATAACACATTG CGGACGTTTTTA
ATGTACTGAATTAACGCCGAATCCCGGGCTGGTATATTTATATGTTGTCAAATAAC TCAAAAACCATAAA
AGTTTAAGTTAGCAAGTGTGTACATTTTTACTTGAACAAAAATATTCACCTACTACTGTT, ATAAATCATTA
TTAAACATTAGAGTAAAGAAATATGGATGATAAGAACAAGAGTAGT GATATITTGACAACAATTTTIGTTG
CAACATTTGAGAAAATTITGTIGTTCTCTC TITICATTGGTCAAAAACAATAGAGAG AGAAAAAGGAAGA
GGOAUAATAAAAACATAATGTGAGTATGAGAGAGAAAGTTGTACAAAAG TTGTACCAAAATA GTTGTAC
AAATATCATTGAGGAATTTGACAAAAGCTACACAAATAAGGGTTAATTGC TGTAAATAAATAAGGATGA

CGCATTAGAGAGATGTACCATTAGAGAATTITTGGUAAGTCATTAAAAAGAAAGAATA AATTATTTTTAA
AATFAAAAGTTGAGTCATITGATTAAACATGTGATTATTTAATGAATTGATGAAAGAGTTG GATTAAAGT

TOTATTAGTAATTAGAATTTGGTGTCAAATTTAATTTGACATTTGATCTTTTC CTATATATTGCCCCATAGA
GTCAGTTAACTCATTITTATATTTCATAGATCAAATAAGAGAAATAAC GGTATATTAATCCCTCCAAAAA
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AAAAAAACGGTATATTIACTAAAAAATUTAAGCCACGTAUGAGGA TAACAUGATCCCCGTAGGAGGATA
ACATCCAATCCAACCAATCACAACAATCCTGATGAGATAACCCACT ITAAGCCCACGCATCTGTGGCACA
TCTACATTATCTAAATCACACATTCTTCCACACATCTGAGCCACACAAAAACCAATCCACATCTTTATCAC
CCATTCTATAAAAAATCACACTTTGTGAG TCTACACTTTIGATTCCCTTCAAACACATACAAAGAGAAGAG
ACTAATTAATTAATTAATCATCTTGAGAGAAAATGGAACGAGCTATACAAGGAAACGACGCTAGGGAAC
AAGCTAACAGTGAACGTTGUGGATGGAGGATCAGGAGGTACCACTTCTCCCTTCAAACTTCCTGACGAAAG
FCCGAGTTOGACTGAGTGGCGGUTACATAACGATGAGACUAATTCGAATCAAGATANTCCCCTTGGTTTC
AAGUGAAMAGCTGGGGTTTCGOGAAAGTTGTATTTAAGAGATATCTCAGATACGACAGGACGGAAGCTTCA
CTGCACAGAGTCCTTGGATCTTGGACGGGAGATTCGGTTAACTATGCAGCATCTCGATTTITCGGTTTCGA
CCAGATCGGATGTACCTATAGTATICGGTTTCGAGGAGTTAGTATCACCGTITCTGGAGGGTCGCGAACT
CTTCAGCATCTCTGTGAGATGGCAATTCGGTCTAAGCAAGAACTGCTACAGCTIGCCCCAATCGAAGTGE
AAAGTAATOTATCAAGAGGATGCCCTGAAGUTACTCAAACCTTCGAAAAAGAAAGCGAGTAAGTTAAAA
TGCTTCTTCOTCTCCTATITATAATATGGTTIG T TAT TG TTAATTTIGTICT TG TAGAAGAGC TTAATTAAT
COTTGTTOTTATGAAATACTATTTGTATGAGATGAACTGGTGTAATGTAATTCATTTACATAAGTGGAGTC
AGAATCAGAATGTITCCTCCATAACTAACTAGACATGAAGACCTGCCGCGTACAATTGTCTTATATITGA
ACAACTAAAATTGAACATCTTTTGCCACAACT ITATAAGTGGTTAATATAGCTCAAATATATGGTCAAGTT
CAATAGATTAATAATGOAAATATCAGTTATCGAAATTCATTAACAATCAACTTAACGTTATTAACTACTA
ATTTTATATCATCCCCTITGATAAATGATAGTACACCAATTAGGAAGGAGCATGCTCGCCTAGGAGATTG
TCGETTTCCCGCCTTCAGTTTGCAAGCTGCTCTAGCCGTGTAGCCAATACGCAAACCGCCTCTCCCCGCGOG
TTGGGAATTACTAGCGCGTGTCGACAAGCTTGCATGCCGGTCAACATGG TGGAGCACGACACACTTGTCT
ACTCCAAAAATATCAAAGATACAGTCTCAGAAGACCAAAGGGCAATTGAGACTTITTCAACAAAGGG TAA
TATCCGOAAACCTCCTCGOGATTCCATTGCCCAGCTATC TG TCACTTTATTGTGAAGATAGTGGAAAAGGA
AGGTGGCTCCTACAAATGCCATCATTOCGATAAAGGAAAGGCCATCGTTGAAGATGCCTCTGCCGACAGT
GGTCCCAAGATGGACCCCCACCCACGAGGAGCATCGTGGAAAAAGAAGACGTTCCAACCACGTCTTCA
AAGCAAGTGOGATTGATGTGATAACATGGTGGAGCACGACACACTTGTCTACTCCAAAAATATCAAAGAT
ACAGTCTCAGAAGACCAAAGGGCAATTGAGACTFITCAACAAAGGGTAATATCCGGAAACCTCCTCGGA
TECCATTGCCCAGCTATCTGTCACTTTATTGTGAAGATAGTGGAAAAGGAAGGTGGCTCCTACAAATGCC
ATCATTGCGATAAAGGAAAGGCCATCGTTGAAGATGCCTCTGCCGACAGTGGTCCCAAAGATGGACCCC
CACCCACGAGGAGCATCGTGGAAANAGAAGACGTTCCAACCACGTCTTCAAAGCAAGTGGATTGATGTG
ATATCTCCACTGACGTAAGGGATGACGCACAATCCCACTATCCTTCGCAAGACCCTTCCTCTATATAAGG
AAGTTCATTICATITGGAGAGGTATTAAAATCTIAATAGGTTTTGATAAAAGCGAACG TGGGUAAACCCG
AACCAAACCTTCTTCTAAACTCTCTCTCATCTCTCTTAAAGCAAACTTCTCTCT TG TCTTTCTTGCGTGAGC
GATCTTCAACGTTIGTCAGATCGTGCTTCGGCACCAGTACAACGTTTTCTITCACTGAAGCGAAATCAAAG
ATCTCITTGTGGACACGTAGTGCGGCGCCATTAAATAACGTGTACTTGTCCTATTCTIGTCGGTGTGGTCT
TGGGAAAAGAAAGCTTGCTGGAGGCTGCTGTTCAGCCCCATACATTACTIGTTACGATTCTGCTGACTTTC
GGCGUGTGCAATATCTCTACTICTGCTTGACGAGGTAT TG TYGCCTGTACTICTITCTICEFCTTCTIGCTG
ATTGGTTCTATAAGAAATCTAGTATT TTC T TGAAACAGAG TTTTCCCGTGGTT I TCOAACTTGGAGAAAG
ATTGTTAAGCTTCTGTATATTCTGCCCAAATTTGTCGGGCCCATGGUGAAAAACGTTGCGATTTTCGGCTT
ATTGTITTCTCTTCTTGTGITGGTTCCTTCTCAGATCTTOGUCGUGGCTCCTCAGCCAAAACGACACCCCCA
TCTGTCTATCCACTGGCCCCTOGATCTGCTGCCCAAACTAACTCCATGUGTGACCCTGGGATGCCTGGTCAA
GGGCTATTTCCCTGAGCCAGTGACAGTGACCTGGAACTCTGGATCCCTGTCCAGCGGTGTGCACACCTTC
CCAGCTGTCCTOCAGTCTGACCTCTACACTCTGAGCAGCTCAGTGACTGTCCCCTCCAGCACCTGGCCCA
GCGAGACCGTCACCTGCAACGTTGCCCACCUGGCCAGCAGCACCAAGGTGGACAAGAAAATTGTGCCCA
GGGATTGTGGTTGTAAGCCEIGCATATGTACAGTCCCAGAAGTATCATCTGTCTTCATCTTCCCCCCAAAG
CCCAAGGATGTGCTCACCATTACTCTGACTCCTAAGGTCACG TG TG TTG TGGTAGACATCAGCAAGGATG
ATCCCGAGGTCCAGTTCAGCTGGTTTG TAGATGATGTGGAGGTGCACACAGCTCAGACGCAACCCCGGGA
GGAGCAGTTCAACAGCACTTTCCGCTCAGTCAGTGAACTTCCCATCATGCACCAGGACTGGCTCAATGGC
AAGGAGCGATCGCTCACCATCACCATCACCATCACCATCACCATTAAAGGCCYATTTTCTITAGTTTGAAT
TTACTGTTATTCGGTGTGCATTICTATGTI TGGTGAGCGG TTTTCTGTGCTCAGAGTGTGTTTATTTTATGT
AATETAATTICTTTGTGAGCTCCTGTITAGCAGGTCGTCCCTTCAGUAAGGACACAAAAAGATTTTAATTT
TATTAAAAAAAAAAAAAAAAAAGACCGGGAATTCOATATCAAGCTTATCGACCTGCAGATCG TTCAAAC
ATTTOGCAATAAAGT TTCTTAAGATTGAATCCTGTTGCCGGTCTTGCGATGATTATCATATAATTTCTIGTT
GAATTACGTTAAGCATGTAATAATTAACATGTAATGCATGACG TTATTTATGAGATGGGTTTTTATGATTA
GAGTCCCGUAATTATACATTTAATACGCGATAGANAACAAAATATAGCGUGCAAACTAGGATAAATTAT
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CACHCBCLGTUTCATCTATGTEACTAGATCTC TAGAGTUTCAAGU TTUGCGUGCCCACGTGACTAGTGGC
ACTGGCCUTCOTTTTACAACGTCUTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCC TTGCAGCA
CATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCA
GCCTGAATGGCGAATGCTAGAGCAGUTTGAGCTTIGGATCAGATTGTCGTTTCCCGCCTTCAGTITAAACT
ATCAGTGTTTGACAGGATATATTGGCGGGTAAACCTAAGAGAAAAGAGCGTTTA

Figure 6F, SEQ ID NO: |3

Expression cassette number 1071 from 2X33S promoter to NOS terminator. Open reading frame
ofPDISP/Gprotein from Rabies virus ERA strain is underlined.

GTCAACATGOTGOAGCACGACACACTTGTCTACTCCAAAAATATCAAAGATACAGTCTCAGAAGACCAA
AGGGCAATTGAGACTITICAACAAAGGGTAATATCCGGAAACCTCCTCGGATTCCATTGCCCAGCTATCT
GTCACTTTATTGTGAAGATAGTGGAAAAGGAAGG TGGUTCCTACAAATGCCATCATTGCGATAAAGGAA
AGGCCATCOTTGAAGATGCCTCTGCCGACAGTGGTCCCAAAGATGGACCCCCACCCACGAGGAGCATCG
TGGAAAAAGAAGACGTICCAACCACGTUTTCAAAGCAAGTGGATTGATGTGATAACATGG TGGAG CACG
ACACACTTGTCTACTCCAAAAATATCAAAGATACAGTCTCAGAAGACCAAAGGGCAATIGAGACTTTTCA
ACAAAGGUTAATATCCGGAAACCTCCTCOGATTCCATTGCCCAGCTATCTGTCACTI TATIGTGAAGATA
GTGGAAAAGGAAGGTOGUTCCTACAAATGCCATCATIGCGATAAAGGAAAGGCCATCGTTGAAGATGCC
TCTGCCGACAGTGGTCCCAAAGATGGACCCCCACCCACGAGGAGCATCGTGGAANAGAAGACGTTCCA
ACCACGTCTTCAAAGUAAGTGGATTGATGTGATATCTCCACTGACGTAAGGGATGACGCACAATCCCACT
ATCCTTCGCAAGACCCTTCCTCTATATAAGGAAGTTCATT TCATTTGGAGAGG TATTAAAATCTTAATAGG
TTTTGATAAAAGCGAACGTGGGGAAACCCGAACCAAACCTTCTTCTAAACTCTCTCTCATCTCTCTTAAAG
CAAACTTCTCTICTTGTCTITCITGCGTGAGCGATCTTCAACG T TG TCAGATCGTGCTTCGOCACCAGTACA
ACGTTTICTTTCACTGAAGCGAAATCAAAGATCTCTTTG TGGACACG TAG TGCGGCGUCATTAAATAACG
TGTACTIGTCCTATTCTTGTCGGTGTGGTCTTGGGAAAAGAAAGCTTGCTGGAGGUTGCTGTTC AGCCCCA
TACATTACTTGTTACGA TTCTGC TGACTTTCGGRGGGTGCAATATCTCTACTTCTGCTTGACGAGGTA I'TG
TTGCUTG TACETC T TC T CT I T TC T TGO TGATTG G TTC TATAAGAAATCTAC ITATITICTITGAAACAGA
GTTITCCCUTGUTTTTCGAACTTGGAGAAAGAT TG I TAAGCTTCTG TATA T TCTGCCCAAATT TGTCGGGT

CCAAATTCCCTATTTACACGATACCAGACAAGC T GOTCCCTGGAGCCCGAT TGACATACATCACCT CAG
C’E'GCC‘('AAA(.‘AA']'"E‘TGGT}\GTGGAGGACGAAGGA'i‘G(’ACCAACC’I‘G'i‘CAGGG"[TCFCC’I'ACATGGAAC'IT
AAAGTTGGATACATCITAGCCATAAAAATGAACGGGTTCACTTIGCACAGGCGTTGTGACGGAGGCTGAA
ACCIACACTAACTTICGTTGGTTATGTCACAACCACG TTCAAAAGAAAGCATTITCCGOCT AACACCAGATG
CATGTAGAGOCGCUTACAACTGGAAGATOGCCGGTGACCCCAGATATGAAGAGTCTC TACACAATCCGT
ACCCTGACTACCGCTGGUITCGAACTGTAAAAACCACCAAGGAGTCTCTOGTTATC ATATCTCCAAGTGT
GGCAGATTTGGACCCATATGACAGATCCCITCACTCOAGGGTCTTCUCTAG CGGOAAGTGCTCAGGAGTA
GCGGTGTCTI'C'}‘ACC'I'ACTGCTCCAC’]'AACCACGA’I"I'ACACCATITGGA'I'GCCCGAGAA'E'CCGAGAC'I'AG
G4 A’I’(iTC'ETGTGA(.‘A'I“I”“E”I‘TACCAA’!‘AGTAGAGGGMGAGAGCATCCAAAGGGAGTGAGAC’I‘!'GCGGCTF
TG'i‘/\GATGAAAGAGGCCTATATAAG’l'C'E"i'I'AAAAGGAGCATGCAAA(.‘TCAAGT TATGTGGAGTTCTAGGA
CTTAGACTTATGOATGGAACATGOGTCGUGA TGUAAACATUAAATGAAACCAAATG GTGCCCTICCCGATC
AGT!'GGTGAACC’I‘GCACGAC'I‘TE'CGCTCAGACGAAA'I"TGAGCACCTI'(}"!"I'GTAGAGGAGT’I‘G GTCAGGAA
GAGAGAGGAGTGTCTGOATGCACTAGAGTCCATCATGACAACT AAGTCAGTGAGTTTCAGACGTCTCAGT
CATTFAAGAAAACTIGTCCCTGGGTITGGAAAAGCATATACCATATTC AACAAGACCTTIGATGGAAGCCS
ATGUTCACTACAAGTCAGTCAGAACTIGGAATGAGATCCTCCCTT CAAAAGGGTGTTITAAGAGTTGGGGG
GAGOTGTCATCCTCATGTGAACG GGG TGTT TITCAATGGTATAATATTAGGACC TGACGGCAATGTCTTA
ATCCCAGAGATGCAATCATCCCTCCTCCAGCAACATATGGAGTTGTTIGS AATCCTCGGTTATCCCCCITGY
GCACCCCCTGGUCAGACCCGTCTACCGTTTICAAGGALGGTGACGAGGCT GAGGATTITGTTGAAGTICAC
CTICCCGATG TGCACAATCAGGTCTCAGGAGTTGACTTGGGTCTCCC GAACTGGEGGAAGTATGTATTAC
TGAG'E'GCAGGGGCCCTGACF(]CCTT(EATGTFGA'!‘AATYITCCTGA’J"GACATGT'!'G'I‘AGAAGAGTCAATCG
ATCAGAACCTACGCAACACAATCTCAGAGGGACAGGGAGGGAGG TGTCAGTCACTCCCCAAAGCGGGAA
GATCATATCTTCATGGGAATCACACAAGAGTGGGGGTGAGACE AGACTOTGAAGGCCTATITICTTTAGT
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TTGAATTTACY G AT TCUGTUTGCATTTC A TGTT TGGTGAGCGUTTITICTGTGCTCAGAGTG TG TEIATT
TTATGTAATTTAATTTCEITGTGAGCTCCTGTTTAGCAGGTCG TCCCTTCAGCAAGGACAL AAAAAGATTT
TAATTITATTAAAAAAAAAAAAAAAAAAGACCGGGAATTCGATATCAAGCTTATCGACCTS CAGATCGTT
CAAACATTTGGCAATAAAGTTITCTTAAGATTGAATCCTGTTGCCGGTCTTGCGATGATTATCAT ATAATTT
CTATFGAATTACGTTAAGCATGTAATAATTAACATGTAATGCATGACGTFATTTATGAGATGE GTTTTTAT
GATTAGAGTCCCGCAATTATACATTTAATACGCGATAGAAAACAAAATATAGCGCGC AAACTAGGATAA
ATTATCOCGCGCGGTGTCATCTATGTTACTAGAT

Figure 6G, SEQ IDNO: 14
Amino acid sequence of PDISP-G protein from Rabies virus ERA strain

MAKNVAIFGLLFSLLVLVPSQIFAKFPIY TIPDKLGPWSPIDIHHLSCPNNLVVEDEGCTNL
SGFSYMELKVGYILAIKMNGFTCTGVVTEAETY TNFVGYVTTTFKRKH FRPTPDACRAA
YNWKMAGDPRYEESLHNPYPDYRWLRTVKTTKESLVIISPSVADLDPYDRSLHSRVEPS
GKCSGVAVSSTYCSTNHDY TIWMPENPRLGMSCDIFTNSRGKRASKGSETCGFVDERGL
YKSLKGACKLKLCGVLGLRLMDGTWVAMQTSNETK W CPPDQLVNLHDFRSDEIEHLV
VEELVRKREECLDALESIMTTKSVSFRRLSHLRKLVPGEGKAYTIFNKTLMEADAHYKSY
RTWNEILPSKGCLRVGGRCHPHVYNGVFFNGIILG PDGNVLIPEMOQSSLLQQHMELLESSVI
PLVHPLADPSTVFKDGDEAEDFVEVHLPDVHNQVSGVDLGLPNWGKY VLLSAGALTAL
MLIFLMTCCRRVNRSEPTQHNLRGTGREVSVTPOSGKIISSWESHKSGGETRL*
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Figure 6H
Schematic representation of construct number 1471
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Figure 7A
Schematic representation of construct number 1194 .8Sacll and Stul restriction enzyme sites used

tor plasmid linearization are annotated on the representation.
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Figure 7B, SEQ ID NO: 15

Construct number 1194 from left to right t-DNA borders (underlined).2X355/CPMV-
HE/PIMSP/NOS into BeYDV+Replicase amplification system with Plastocyanin-Pi9-
Plastocyanin expression cassetle (suppressor of silencing)

TGGCAGGATATATTCTGGTGTAAACAAATTGACGCTTAGACAACTTAATAACACATTGCGGACGTTTTTA
ATGTACTGAATTAACGCCGAATCCCGGGCTGGTATATITATATG TIGTCAAATAACTCAAAAACCATAAA
AGTTTAAGTTAGCAAGTGTGTACATTTTYACTTGAACAAAAATATTCACCTACTACTGTTATAAATCATTA
TTAAACATTAGAGTAAAGAAATATGGATGATAAGAACAAGAGTAGTGATATITTGACAACAATTTIGTTG
CAACATITGAGAAAATTTITGTTGTTCTCTCTTITTCATTGGTCAAAAACAATAGAGAGAGAAAAAGGAAGA
GGGAGAATAAAAACATAATGTGAGTATGAGAGAGAAAGTTGTACAAAAGTTGTACCAAAATAGTTGTAC
AAATATCATTGAGGAATTTGACAAAAGCTACACAAATAAGGGTTAATTGCTGTAAATAAATAAGGATGA
CGCATTAGAGAGATGTACCATTAGAGAATTTTTGGCAAGTCATTAAAAAGAAAGAATAAATTATTTITAA
AATTAAAAGTTGAGTCATTIGATTAAACATGTGATTATTTAATGAATTGATGAAAGAGTTGGATTAAAGT
TGTATTAGTAATTAGAATTTGGTGTCAAATTTAATTTGACATTTGATCTTITCCTATATATTGCCCCATAGA
GTCAGTTAACTCATITITATATTTCATAGATCAAATAAGAGAAATAACGGTATATTAATCCCTCCAAAAA
AAAAAAACGGTATATTTACTAAAAAATCTAAGCCACGTAGGAGGATAACAGGATCCCCGTAGGAGGATA
ACATCCAATCCAACCAATCACAACAATCCTGATGAGATAACCCACTTTAAGCCCACGCATCTGTGGCACA
TCTACATTATCTAAATCACACATTCTTCCACACATCTGAGCCACACAAAAACCAATCCACATCTTTATCAC
CCATTCTATAAAAAATCACACTTTGTGAGTCTACACTTTGATTCCCTTCAAACACATACAAAGAGAAGAG
ACTAATTAATTAATTAATCATCTTGAGAGAAAATGGAACGAGCTATACAAGGAAACGACGCTAGGGAAC
AAGCTAACAGTGAACGTTGGGATGGAGGATCAGGAGGTACCACTTCTCCCT TCAAACTTCCTGACGAAAG
TCCGAGTTGGACTGAGTGGCGGCTACATAACGATGAGACGAATTCGAATCAAGATAATCCCCTTGGTTTC
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AAGOAAAGCTGUOGTTTUGGUAAAGTTOTATTTAAUAGATATCTCAGATACGACAGUACGGAAGCTICA
CTGCACAGAGTCCTTGUATCTTGGACGGUAGATICGGTTAACTATGCAGCATCTCGATTITTCGGTTTCGA
CCAGATCGGATGTACCTATAGTATTCGGTTTCGAGGAGTTAGTATCACCGTTTCTGGAGGGTCGCGAACT
CTTCAGCATCTCTGTGAGATAGCAATTCGGTCTAAGCAAGAACTGCTACAGCTTGCCCCAATCGAAGTGG )
AAAGTAATGTATCAAGAGGATGCCCTGAAGUGTACTCAAACCTTCGAAAAAGAAAGCGAGTAAGTTAAAA
TGCTTCITCGTCTCCTATTYATAATATGGTTTG TTAT TG T TAATT TG TTCTTGTAGAAGAGCTTAATTAAT
COTTGTTGTTATGAAATACTATTTGTATOAGATGAACTGG TG TAATGTAATTCATTTACATAAGTGGAGTC
AGAATCAGAATOTTICCTCCATAACTAACTAGACATGAAGACCTUCCGCGTACAATTGTCTTATATITGA
ACAACTAAAATTCAACATCTTTIGCCACAACTTTATAAGTGGTTAATATAGCTCAAATATATGGTCAAGTT
CAATAGATIAATAATGGAAATATCAGTTATCGAAATTCATTAACAATCAACTTAACGTTATTAACTACTA
ATTITATATCATCCCCTTTGATAAATGATAGTACACCAATTAGGAAGGAGCATGCTCGCCTAGGAGATTG
TCGTTICCCGCUTTCAG TITGCAAGCTGCTCTAGUCGTUTAGCCAATACGCAAACCGCCICTCCCUGUGCG
TTGGGAATTACTAGCGCGTGTCGACACGCGTGGCGCGCCCTAGCAGAAGGCATGTTGTTGTGACTCCGAG
GGGTIGCCTCAAACTCTATCTTATAACCGGCGTGGAGGCATGGAGGCAAGGGCATTTTGGTAATTTAAGT
AGTTAGTGGAAAATGACGTCATTTACTTAAAGACGAAG TCTTGCGACAAGGGGGGCCCACGCCGAATTTT
AATATTACCGGCGTGGCCCCACCTTATCGCGAGTGCTITAGCACGAGCGGTCCAGATTTAAAGTAGAAAA
GTTCCCGCCCACTAGGGTTAAAGGTGTTCACACTATAAAAGCATATACGATGTGATGGTATTTGATAAAG
COGTATATTGTATCAGGTATITCCGTCGGATACGAATTATICG TACAAGCTTCTTAAGCCGGTCAACATGGT
GGAGCACGACACACTIGTCTACTCCAAAAATATCAAAGATACAGTCTCAGAAGACCAAAGGGCAATTGA
GACTITTCAACAAAGGGTAATATCCGGAAACCTCCTCGGATTCCATTGCCCAGCTATCTGTCACTTTATTG
TGAAGATAGTGCGAAAAGGAAGGTGGCTCCTACAAATGCCATCATTIGCGATAAAGGAAAGGCCATCGTTG
AAGATGCCTCTGCCGACAGTGUTCCCAAAGATGGACCCCCACCCACGAGGAGCATCGTGGAAAAAGAAG
ACGTTCCAACCACGTCTTCAAAGCAAGTGGATTGATGTGATAACATGGTGGAGCACGACACACTTGTCTA
CTCCAAAAATATCAAAGATACAGTCTCAGAAGACCAAAGGGCAATTGAGACTTTTCAACAAAGGGTAAT
ATCCGEAAACCTCCTCGGATTCCATTGCCCAGCTATCTGTCACTTTAT TG TGAAGATAGTGGAAAAGGAA
GGTGGCTCCTACAAATGCCATCATIGCGATAAAGGAAAGGCCATCGTTGAAGATGCCTCTGCCGACAGTG
GTCCCAAAGATGUACCCCCACCCACGAGUAGCATCOTGGAAAAAGAAGACGTTCCAACCACGTCTTCAA
AGCAAGTGGATTOATGTGATATCTCCACTGACGTAAGGGATGACGCACAATCCCACTATCCTTCGCAAGA
COCTTCCTCIATATAAGGAAGTTCATI TCATTTGGAGAGG TATTAAAA TCTTAATAGG TTTTGATAAAAGC
GAACGTOGOGAAACCCGAACCAAACCTTCTTCTAAACTCTC ICTCATCTCTCITAAAGCAAACTTCTUTCT
TATCTITCTIGCGTGAGCGATCTICAACGTTGTCAGATCGTGCTTCGGCACCAGTACAACGTTTICTTICA
CTGAAGCGAAATCAAAGATCTCTTTGTGGACACGTAGTGCGGCGCCATTAAATAACGTGTACTTGTCCTA
TICTTGTCGGTGTGGTCITGGGAAAAGAAAGCTTGCTGGAGGCTGCTGTTCAGCCCCATACATTACTTIGTT
ACGATTCTGCTGACTYTCGGUGGGTGCAATATCTCTACTTCTGCTTGACGAGG TATTGTTGCCTGTACTTC
TYTCTPCTICTTCTIGCTGATTGG T TCTATAAGAAATCTAGTATTTTCTTTGAAACAGAGTTTTCCOGTGGT
TTTCOAACTTGGAGAAAGATTGTTAAGCTTCTGTATATTIC TGCCCAAATTTG TCGGGCCCATGGCHAAAA
ACGTTGUGATTTTCOGUTTATTGTT TTCTC Y CTTGTGTIGGTICCITCTCAGATCTTCGCCGOGGCTCCTC
AGUCAAAACGACACCCCCATCTGTCTATCCACTGGCCCCTGGATC TGO TGCCCAAACTAACTCCATGGTG
ACCCTGGGATGCCTGG TCAAGGGCTATTTCCOTGAGU CAGTGACAGTGACCTGGAACTCTGGATCCOTGT
CCAGCGGETGTGCACACCTICCCAGCTGTCCTGCAGTCTGACCTCTACACTCTGAGCAGCTCAGTGACTGTC
COCTCCAGCACCTGGUCCAGCGAGACCGTCACCTGCAACGTTGCCCACCCGGCCAGCAGCACCAAGGTG
GACAAGAAAATTGTGCCCAGGGATIGTGG TTGTAAGCCTTGCATATG TACAGTCCCAGAAGTATCATCTG
TCTTCATCTTCCCCCCAMAGCCCAAGUGATGTGCTCACCATTACTCTGACTCCTAAGGTCACG TG TG TTG TG
GTAGACATCAGCAAGGATGATCCCGAGG TCCAGTTCAGCTGGTTYGTAGATGATGTGGAGG TGCACACA
GCTCAGACGCAACCCCGGGAGGAGCAGTTCAACAGCACTTICCGCTCAGTCAGTGAACTTCCCATCATGE
ACCAGGACTGGCTCAATGGCAAGGAAGGCCTATITTCT TTAG T TGAATT TACTGTTATTICGGTGTGCATT
TCTATGTITGGTGAGCGGTTTTCTGTGCTCAGAGTGTGTTTATITTATGTAAT T FAATTTCTITGTGAGCTC
CTGTTTAGCAGGTCGTCCCTICAGCAAGGACACAAAAAGATTTTAATETTATTAAAAAAAAAAAAAAAAA
AGACCGGGAATTCOATATCAAGCTTATCGACCTGCAGATCGTTCAAACATTTOGCAATAAAGTTTCTTAA
GATTGAATCCTGTTGCCGGTCEIGCGATCATTATCATATAAT T TCTGTTGAATTACGTTAAGCATGTAATA
ATTAACATGTAATGCATGACGTTATTTATGAGATGGUTTTTTATGATTAGAGTCCCGCAATTATACATTTA
ATACGCGATAGAAAACAAAATATAGCGCGCAAACTAGGATAAATTATCGCGCGCGGTGTCATCTATGTT
ACTAGATCTCTAGAGTCTCAAGCTIGGCGCGGGGTACCGAGCTUGAATTCCGAGTGTACTTCAAG TCAGT
TGGAAATCAATAAAATGATTATTITATGAATATATT TCATTGTGCAAG TAGATAGAAATTACATATGTTAC
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ATAACACACUGAANATAAACAAAAAAACACAATUCAANACAAACACCTCAAACAAAATAACAUTATATAT
ATCCTCGTATGAGGAGAGGCACGTTCAGTGACTCOALUGATTICCCGAGCAAAAAAAGTCTCCCCGTCACAC
ATATAGTGGGTGACGCAATTATCTTCAAAGTAATCCTTCTGTTGACTTGTCATTGATAACATCCAGTCTTC
GTCAGGATTGCAAAGAATTATAGAAGGGATCCCACCTTITATTITCTTCETTITICCATATTTAGGGTTGA
CAGTGAAATCAGACTGGCAACCTATTAATTGCTICCACAATGGGACGAACTTGAAGGGGATOTCGTCGAT
GATATTATAGGTGGCGTGTTCATCGTAGTTGGTGAAGTCGATGGTCCCGTTCCAGTAGTTGTGTCGCCCGA
GACTTCTAGCCCAGGTGOTCTTTCCGGTACGAGTTGGTCCGCAGATGTAGAGGCTGGGGTGTCTGACCOC
AGTCCTTCCCTCATCCTUGITAGATCGGCCATCCACTCAAGGTCAGATTGTGCTTGATCG TAGUAGACAG
GATGTATGAAAGTGTAGGCATCGATOCTTACATGATATAGGTGCGTCTCTCTCCAGTTGTGCAGATCTTCG
TCGCAGCGOAGATCTGATTCTGTGAAGGGCGACACGTACTGCTCAGGTIGTGGAGGAAATAATTTGTTGG
CTGAATATTCCAGCCATTGAAGCTTITGTTGCCCATICATGAGGGAATTCTICTTTGATCATGTCAAGATAC
FCCTCCTTAGACGTTGCAGTCTGUATAATAGTICGCCATCGTGCGTCAGATITOCGAGCAGAGACCTTA'
GATCTCGGAAATCTCCTCTGGTTITAATATCTCCGTCCTI TGATATG TAATCAAGCGACTTGTYTAGAGTTTC
TAGCTGGCTGGATATTAGGGTOATTTCCTTCAAAATCGAAAAAAGAAGGATCCCTAATACAAGGTTITTTT
ATCAAGCTGGATAAGAGCATGATAGTGGOTAGTGCCATCTTGATGCAAGCTCAGAAGCAACACCAAGGAA
GAAAATAAGAAAAGGTGTGAGTTYCTCCCAGAGAAACTGGAATAAATCATCTCTTTGAGATGAGCACTTG
GGGTAGGTAAGGAAAACATATITAGATTGGAGTCTGAAGTTCTTGCTAGCAGAAGGCATGTIGTTGTGAC
TCCGAGGGGTTGCCTCAAACTCTATCTTATAACCGGCGTGGAGGCATGGAGGCAAGGGCATTTTGGTAAT
TFAAGTAGTTAGTGGAAAATGACGTCATTTACTTAAAGACGAAGTCTTIGCGACAAGGGGGGCCCACGCC
GAATTITAATATTACCGGCGTGGCCCCACCTTATCGCGAGTGCTITAGCACGAGCGGTCCAGATTTAAAG
TAGAAAAGTTCCCGCCCACTAGGGTTAAAGGTGTICACACTATAAAAGCATATACGATGTGATGGTATTT
GATGGAGCOTATATIGTATCAGGTATTTCCGTCGGATACGAATTATTCGTACGGCCGGCCACTAGTGGCA
CTGGCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGGCGTTACCCAACTTAATCGCCTTGCAGCAC
ATCCCCCTITCGCCAGCTGGCGTAATAGUGAAGAGGCCCGCACCGATCGUCCTTCCCAACAGTTGCGCAG
CCTGAATGGCGAATGCTAGAGCAGCTTGAGCTTGGATCAGATTGTCGTT TCCCGCCTICAGTTTAAACTAT
CAGTGTTTGACAGGATATATTGGCGGGTAAACCTAAGAGAAAAGAGCGTTTA

Figure 7C, SEQ 1D NO:16

Expression cassetie number 1091from BeYDV left LIR to BeYDYV right LIR. Open reading
frame ofPDISP/G protein from Rabies virus ERA strain is underlined,

CTAGCAGAAGGCATGTTGTTGTGACTCCGAGGGGTTGOCTCAAACTCTATCTTATAACCGGCGTGGAGGE
ATGGAGGCAAGGGUATTTTGGTAATTTAAGTAGT TAGTGGAAAATGACGTCATTTACTTAAAGACGAAGT
CTTGCGACAAGGGGGGCCCACGCCGAATTTTAATATTACCGGUGTGGCCCCACCTTATCGCGAGTGCTTT
AGCACGAGCGGTCCAGATTTAAAGTAGAAAAGTTCCCGCCCACTAGGGTTAAAGGTGTTCACACTATAA
AAGCATATACGATGTGATGGTATITGATAAAGCGTATATTGTATCAGGTATTTCCGTCGGATACGAATTA
TTCGTACAAGCTICTTAAGCCGOTCAACATGGFGOAGCACGACACACTTGTCTACTCCAAAAATATCAAA
GATACAGTCTCAGAAGACCAAAGGGCAATTIGAGACTTTTCAACAAAGGGTAATATCCGGAAACCTCCTC
GOATICCATTGCCCAGCTATCTGTCACTTITATTGTGAAGATAGTGGAAAAGGAAGGTGGCTCCTACAAAT
GCCATCATIGCGATAAAGGAAAGGCCATCOTTIGAAGATGCCTCTGCCGACAGTGGTCCCAAAGATGGAC
CLCCACCCACGAGOAGCATCUTGGAAAAAGAAGACGTTCCAACCACGTCTTCAAAGCAAGTGGATTGAT
GTGATAACATGGTGGAGCACGACACACTTGTCTACTCCAAAAATATCAAAGATACAGTCTCAGAAGACC
AAAGGGCAATTGAGACTTTTCAACAAAGGGTAATATCCGGAAACCTCCTCGGATTCCATTGCCCAGCTAT
CTGTCACTTTATTGTGAAGATAGTGGAAAAGGAAGGTGGCTCCTACAAATGCCATCATTGCGATAAAGGA
AAGGCCATCGTIGAAGATGCCTCTGCCOACAGTGGTCCCAAAGATGGACCCCCACCCACGAGGAGCATC
GTGGAAAAAGAAGACGTTCCAACCACGTCTTCAAAGCAAGTGGATTGATGTGATATCTCCACTGACGTAA
GGGATGACGCACAATCCCACTATCCTTCGCAAGACCCTTCCTCTATATAAGGAAGTICATITCATITGGAG
AGGTATTAAAATCTIAATAGGTTTTGATAAAAGCGAACGTGGGGAAACCCGAACCAAACCTTCTTCTAAA
CTCTCTCTCATCTCTCTTAAAGCAAACTTCTCTCTRGTCTTICTIGCG TGAGCGATCTTCAACG TIGTCAGA
TCGTGCTTCGGCACCAGTACAACGTETTCTITCACTGAAGCGAAATCAAAGATCTCITTGTGGACACGTAG
TGCOGGCACCATTAAATAACGTGTACTTG TCCTATTCTTG TCGG TG TGO TCTTGGGAAAAGAAAGCTTGCTG
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GAGGUTGUTUTTCAGCCCCATACATTACTIGT TACGATICTGUTGACT ITCGGUGGUTGCAATATCTICTAC
TYCTGUTTGACGAGGTATTOTYGCCTGTACTTCTFTCTTCTTCTICTTGC TGATTGGTTCTATAAGAAATCY
AGTATTTICTTTGAAACAGAGTITICCCG TOG TITICGAACTTGGAGAAAGATTG TTAAGCTTCTGTATAT
TCTGCCCAAATTTGTCGGGCCCATGGCOAAMAACGTTGCGATT FYCGGCTTATIGTTITCTCITCTTGTGTT
GGTTCCTTCTCAGATCITCGCCAAATTCCCTATITACACGATACCAGACAAGCTTGGTCCCTGRAGCCCUA
TTGACATACATCACCTCAGCTGCCCAAACAATTTIGGTAGTGGAGGACGAAGGATGCACCAACCTGTCAGE
GTICTCCTACATGUAACT TAAAGTTGGATACATC T TAGCCATAAAAATGAACGGGTTCACTTGCACAGGC
GUTOTGACGGAGGCTGAAACCTACACTAACTICGTTGGTTATGTCACAACCACGTICAAAAGAAAGCATT
TCCGCCCAACACCAGATGCATGTAGAGCCGCGTACAACTGGAAGATGGCCGGIGACCCCAGATATGAAG
AGTCTCTACACAATCCUTACCCTGACTACCGCTGGCTTCGAACTGTAAAAACCACCAAGGAGTCTCTCGT
TATCATATCTCCAAGTGTGGCAGATITGGACCCATATGACAGATCCCTTCACTCGAGGG TCTTCCCTAGCG
GOAAGTGCTCAGGAGTAGCGGTGTCTTUTACCTACTGCTCCACTAACCACGA TTACACCATTIGUATGCC
CGAGAATCOCGAGACTAGUGGATGICTTGTGACATITTIACCAATAGTAGAGCGAAGAGAGCATCCAAAGG
GAGTGAGACTTGCGGCTTTGTAGATGAAAGAGGCCTATATAAGTCTTTAAAAGGAGCATGCAAACTCAA
GTTATGTGGAGTTCTAGGACTTAGACTTATGGATGGAACATGGGTCGCGATGCAAACATCAAATGAAACT
AAATGGTGCCCTCCCGATCAGTTGGTGAACCTGCACGACTTTCGCTCAGACGAAATTGAGCACCTTGTIG
TAGAGGAGTTGGTCAGGAAGAGAGAGGAGTGTCTGGATGCACTAGAGTCCATCATGACAACCAAGTCAG
TGAGITTCAGACGECTCAGTCATTTAAGAAAACTTGTCCCTGGOTTIGGAAAAGCATATACCATATTCAA
CAAGACCTTGATGOAAGCCGATGCTCACTACAAGTCAGTCAGAACTTGGAATGAGATCCTCCCTTCAAAA
SGOTGITTAAGAGTIGGGGGGAGGTGTCATCCTCATGTGAACGGGGTGTTTITCAATGGTATAATATTAG
CACCTGACGGCAATGTCTTAATCCCAGAGATGCAATCATCCCTCCTCCAGCAACATATGGAG TTGTTGGA
ATCCTCGOTTATCCCCCTTGTGCACCCCCTGGCAGALCCGTCTACCUGTTTITCAAGGACGGTGACGAGGET
GAGGATITTGTTGAAGT TCACCTTCCCOATGTGCACAATCAGGTCTCAGGAGTTGACTTGGG TCTCCCGA
ACTGGUGGAAGTATGTATTACTGAGYGCAGGGGCCCTGACTGCCTTGATATTGATAATTITICCTGATGAL
ATGTIGTAGAAGAGTCAATCGATCAGAACCTACGCAACACAATCTCAGAGGGACAGGGAGGGAGGTGTC
AGTCACTCCCCAAAGCGGGAAGATCATATCTTCATGGGAATCACACAAGAGTGGGGGTGAGACCAGACT
GIGAAGGCCTATITICTTTAGTTIGAATITACTGTTATTCGGTGTGCATTTCTATG TITGGTGAGCGGTTTT
CTGTGCTCAGAGTGTGITTATITTATGTAATI TAATTTCTFTGTGAGCTCC TG T TTAGCAGGTCGTCCCTTC
AGCAAGGACACAAAAAGATTTTAATTTTATTAAAAAAAAAAAAAAAAAAGACCGGLAATTCGATATCAA
GUTTATCGACCTUCAGATCGTICAAACATTIGGCAATAAAGTTTCTTAAGATTGAA TCCTGTTGCCGGTCT
TGCGATGATYATCATATAATTTCTGTTGAATTACGTTAAGCATG TAATAATTAACATG TAATGCATGACGT
TATTIATGAGATGGGTITTTATGATTAGAGTCCCGCAATTATACATTTAATACGCGATAGAAAACAAAAT
ATAGCGCGCAAACTAGOATAAATTATCGCOCGUGUTGTCATCTATGTTACTAGATCTCTAGAGTCTCAAG
CTTGGCUCAGGUTACCGAGCTCGAATTCCGAGTUTACTTCAAGTCAGTTGGANATCAATAAAATGATTAT
TTTATGAATATATTTCATTGTGCAAGTAGATAGAAATTACATATGTTACATAACACACGAAATAAACAAA
AAAACACAATCCAAAACAAACACCCCAAACAAAATAACACTATATATATCCTCGTATGAGGAGAGGCAC
GTTCAGTGACTCGACGATTCCCGAGCAAAAAAAGTCTCCCCGTCACACATATAGTGGGTGACGCAATTAT
CTTCAAAGTAATCCTTCTUTFGACTTGTCATTGATAACATCCAGTCTTCGTCAGGATTGCAAAGAATTATA
GAAGGGATCCCACCTTTTATTTICTICTITTTTCCATATTTAGGG TTGACAGTGAAATCAGACTGGCAACT
TATTAATTGCTTCCACAATGGGACGAACTTGAAGGGGATGTCGTCGATGATATTATAGGTGGCGTGTTCA
TCOTAGTTGGTGAAGTCGATGGTCCCGTICCAGTAGTTGTGTCGCCCGAGACTTCTAGCCCAGGTGGTCTT
TCCOGTACGAGTIGUTCCGCAGATGTAGAGGCTGGGGTGTCTGACCCCAG TCCTTCCCTCATCCTGGTTA
GATCGGCCATCCACTCAAGGTCAGATIGTGCTIGATCGTAGGAGACAGGA TG TATGAAAGTGTAGGCATC
GATGCTTACATGATATAGGTGCGTCTCTCICCAGTTGTGCAGATCTTCG TGGCAGCGGAGATCTGATTCTG
TGAAGGGCGACACGTACTGCTCAGGTTGTGGAGGAAATAATTIGTTGGU TGAATATICCAGCCATTGAAG
CTTTGTTGCCCATTCATGAGGGAATTC T TCTT TGATCATGTCAAGATACTCCTCCTTAGACGTTGCAGTCT
GOATAATAGTTCGCCATCGTGCGTCAGATTTGCGAGGAGAGACCTTATGATCTCGGAAATCTCCTOTGGT
TITAATATCTCCGTCCTITGATATG TAATCAAGGACTTGTTTAGAGTTTCTAGCTGGCTGGATATTAGGGT
GATTTCCTTCAAAATCGAAAAAAGAAGGATCCCTAATACAAGGTTTTTITATCAAGCTGGATAAGAGCATG
ATAGTGGOTAGTGCCATCTTGATGAAGCTCAGAAGCAACACCAAGGAAGAAAATAAGAAAAGGTGTGAG
TTTCTCCCAGAGAAACTGOAATAAATCATCTCTITOAGATGAGCACTTGGGG TAGG TAAGGAAAACATAT
TTAGATIGGAGTCTGAAGTICTTGCTAGCAGAAGGCATG T TGTTGTOACTCCGAGGGGTTGCCTCAAACT
CTATCTTATAACCGGOGTGGAGGCATGGAGGCAAGGGCATT T IGGTAATI TAAGTAGTTAGTGGAAAATG
ACGTCATTTACTTAAAGACGAAGTCTTGUCGACAAGGGGGGCCCACGCCGAATTITAATATTACCGGOGTG
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GUUCCACCTTATCGUGAGTGCTTTAGCACGAGCGUTUUAUATTI AAAG TAGAAAAGTTCCCGCUCACTAG
GGITAAAGGTUTTCACACTATAAAAGCATATACGATGTUATGGTATTTGATGGAGCGTATATTGTATCAG
GTATTTCCGTCGGATACGAATTATTCGTAC

Figure 7D

Schemaiic representation of construct number 1091
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