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SEQIDNO:39 EE-1  ACETGFFTGCG

SEQIDNO:2  EE-2 ACEMGFFQDCG
SEQID NO:40 EE-3  ACELGYYNDCG
SEQIDNO:41  EE-4  ACETGFFLKCG
SEQIDNO:42  EE-5  ACELGFYRLCG

SEQ ID NO: 43 EE-6  ACETGFFLRCG
SEQ ID NO: 44 EE-7  ACETGYFSQCG
SEQ ID NO: 45 Peptide 45 ACIHSPTSLCG

SEQ ID NO: 46 EE-8  ACETGFYKTCG

SEQ ID NO: 47 EE-9  ACEMGYFGNCG
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FIG. 1 (cont’d)
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Delineation of Binding Site
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Mormalised Flucrescencs
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FIG. 2

Differential Tryptophan Quenching
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FIG. 3A

PGDP hound slIB4E
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FIG. 3C

m’GDP bound elF4E
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FIG. 4A
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FIG 4B
EE-02 bound elF4E

m’GDP bound elF4E
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FIG. 5
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FIG. 5 (cont’d)
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