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N-lterminal expression peptide (his)g
Promoter i Surface Ag (L) Core Pol (RT domain)
FIG. 9
N—lterminal expression peptide (his)g
Promoter l Surface Ag (L) Core X .
FIG. 10
N—lterminal expression peptide (his|)6
promoter | JJ]  Surface Ag (L) Core | Pol (RT domain) x |
FIG. 11

N-lterminal expression peptide (his)g

Promoter i Surface Ag (L) Core X Pol (RT domain) .



barkha.kdw
Rectangle


N-terminal expression peptide

5/29

FIG. 12
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FIG. 19
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FIG. 22
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FIG. 31
14 1/5 1/5 5/5 4/5 5/5
12 -
10
T

8 T

6

4 -

2

o [T 1

<
s éQ S &Q < éQ (.0on < éQ
\/‘)& ((}/b‘ \/‘)& W \/b(
9
(-OC)

Vaccination/Challenge



barkha.kdw
Rectangle


23/29

FIG. 32
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FIG. 33
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FIG. 34

H

eIpaW

OLAS)

0cdXL

9ldMl

vidAL

LML

X-SCORE

BIpAW

€0®%S

0cdML

9ldMl

VidXL

FdML

SCORE-D

H
|

elpaW

€O0%S

0cdXL

9ldMl

VidML

LdML

YVEC

500

olelolololololele
DOLH OO OO OO
<t OOANN—+

o

S99 N1 uoljjiw Jad sjodsg


barkha.kdw
Rectangle


Spots per 1 million

splenocytes

26/29

FIG. 35

140

120

100

80

60

40

20

I_T_I

i I

-20 -

I —
Corel11-27

X92-100 no stim
YVEC

Core11-27 X92-100 no stim
SCORE-D


barkha.kdw
Rectangle


27/29

FIG. 36
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FIG. 38
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