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<210> 1 
<211> 5388 
<212> DNA 
<213> Homo sapiens 

<400> 1 
aaaatgttgg agatctgcct gaagctggtg ggctgcaaat ccaagaaggg gctgtoctog 	60 

tcctccagct gttatctgga agaagccctt cagcggccag tagcatctga ctttgagcct 	120 

cagggtctga gtgaagccgc tcgttggaac tccaaggaaa accttctcgc tggacccagt 	180 

gaaaatgacc ccaacctttt cgttgcactg tatgattttg tggccagtgg agataacact 	240 

ctaagcataa ctaaaggtga aaagctccgg gtcttaggct ataatcacaa tggggaatgg 	300 

tgtgaagccc aaaccaaaaa tggccaaggc tgggtcccaa gcaactacat cacgccagtc 	360 

aacagtctgg agaaacactc ctggtaccat gggcctgtgt cccgcaatgc cgctgagtat 	420 

ctgctgagca gcgggatcaa tggcagcttc ttggtgcgtg agagtgagag cagtcctggc 	480 

cagaggtcca tctcgctgag atacgaaggg agggtgtacc attacaggat caacactgct 	540 

tctgatggca agctctacgt ctcctccgag agccgcttca acaccctggc cgagttggtt 	600 

catcatcatt caacggtggc cgacgggctc atcaccacgc tccattatcc agocccaaag 	660 

cgcaacaagc ccactgtcta tggtgtgtcc cccaactacg acaagtggga gatggaacgc 	720 

acggacatca ccatgaagca caagctgggc gggggccagt acggggaggt gtacgagggc 	780 

gtgtggaaga aatacagcct gacggtggcc gtgaagacct tgaaggagga caccatggag 	840 

gtggaagagt tcttgaaaga agctgcagtc atgaaagaga tcaaacaccc taacctggtg 	900 

cagctccttg gggtctgcac ccgggagccc ccgttctata tcatcactga gttcatgacc 	960 

tacgggaacc tcctggacta cctgagggag tgcaaccggc aggaggtgaa cgccgtggtg 	1020 

ctgctgtaca tggccactca gatctcgtca gccatggagt acctggagaa gaaaaacttc 	1080 

atccacagag atcttgctgc ccgaaactgc ctggtagggg agaaccactt ggtgaaggta 	1140 
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gctgattttg gcctgagcag gttgatgaca ggggacacct acacagccca tgctggagcc 	1200 

aagttcccca tcaaatggac tgcacccgag agcctggcct acaacaagtt ctccatcaag 	1260 

tccgacgtct gggcatttgg agtattgctt tgggaaattg ctacctatgg catgtcccct 	1320 

tacccgggaa ttgacctgtc ccaggtgtat gagctgctag agaaggacta ccgcatggag 	1380 

cgcccagaag gctgcccaga gaaggtctat gaactcatgc gagcatgttg gcagtggaat 	1440 

ccctctgacc ggccctcctt tgctgaaatc caccaagcct ttgaaacaat gttccaggaa 	1500 

tccagtatct cagacgaagt ggaaaaggag ctggggaaac aaggcgtccg tggggctgtg 	1560 

agtaccttgc tgcaggcccc agagctgccc accaagacga ggacctccag gagagctgca 	1620 

gagcacagag acaccactga cgtgcctgag atgcctcact ccaagggcca gggagagagc 	1680 

gatcctctgg accatgagcc tgccgtgtct ccattgctcc ctcgaaaaga gcgaggtccc 	1740 

ccggagggcg gcctgaatga agatgagcgc cttcteccca aagacaaaaa gaccaacttg 	1800 

ttcagcgcct tgatcaagaa gaagaagaag acagccccaa cccctcccaa acgcagcagc 	1860 

tccttccggg agatggacgg ccagccggag cgcagagggg ccggcgagga agagggccga 	1920 

gacatcagca acggggcact ggctttcacc ccettggaca cagctgaccc agccaagtcc 	1980 

ccaaagccca gcaatggggc tggggtcccc aatggagccc tccgggagtc cgggggctca 	2040 

ggcttccggt ctccccacct gtggaagaag tccagcacgc tgaccagcag ccgcctagcc 	2100 

accggcgagg aggaggogg tggcagacc agcaagcgct tcctgcgctc ttgctccgcc 	2160 

tcctgcgttc cccatggggc caaggacacg gagtggaggt cagtcacgct gcctcgggac 	2220 

ttgcagtcca cgggaagaca gtttgactcg tccacatttg gagggcacaa aagtgagaag 	2280 

ccggctctgc ctcggaagag ggcaggggag aacaggtctg accaggtgac ccgaggcaca 	2340 

gtaacgcctc cccccaggct ggtgaaaaag aatgaggaag ctgctgatga ggtcttcaaa 	2400 

gacatcatgg agtccagccc gggctccagc ccgcccaacc tgactccaaa acccctccgg 	2460 

cggcaggtca ccgtggcccc tgcctcgggc ctcccccaca aggaagaagc tggaaagggc 	2520 

agtgccttag ggacccctgc tgcagctgag ccagtgaccc ccaccagcaa agcaggctca 	2580 

ggtgcaccag ggggcaccag caagggcccc gccgaggagt ccagagtgag gaggcacaag 	2640 

cactcctctg agtcgccagg gagggacaag gggaaattgt ccaggctcaa acctgoccog 	2700 

ccgcccccac cagcagcctc tgcagggaag gctggaggaa agccctcgca gagcccgagc 	2760 

caggaggcgg ccggggaggc agtcctgggc gcaaagacaa aagccacgag tctggttgat 	2820 

gctgtgaaca gtgacgctgc caagcccagc cagccgggag agggcctcaa aaagcccgtg 	2880 
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2940 

3000 

3060 

3120 

3180 

3240 

3300 

3360 

3420 

3480 

3540 

3600 

3660 

3720 

3780 

3840 

3900 

3960 

4020 

4080 

4140 

4200 

4260 

4320 

4380 

4440 

4500 

4560 

4620 

ctcccggcca 

cccgttccct 

accgccttca 

gagcggatcg 

tgcctcgcca 

ggcaaaaacc 

aagtttgcct 

tgcccggcga 

tcggtgaagg 

gcccgtcgga 

agggactagt 

tgtggagtcc 

cccgctccgt 

ggcatgccag 

caggtgggaa 

cccccggctg 

tgtgtcaggc 

caagaaccgc 

ctgctgctgc 

ttgggtggaa 

gaaaaggatc 

cttgctctct 

caggtcactg 

gcagtggcta 

ctgcaagggc 

coctocccca 

acagccttca 

ctgagagaga 

cagtcctggt  

ctccaaagcc 

ccacgttgcc 

tccctctcat 

ccagcggcgc 

tctctaggaa 

tctacacgtt 

tccgagaggc 

cagcaggcag 

aaatcagtga 

gctgcctgca 

gagtcagcac 

agctctacta 

ctctgtcctc 

gacccgccag 

cggctgatgt 

ggcctccttc 

cctctgcctg 

atttcgggaa 

ccggggtggg 

aacagggtgc 

gaggcatggg 

tgtgacgtgc 

tcactgccga 

gtggggtgaa 

ccagagtgaa 

ctcctctaag 

cttttctgag 

atagagctgc 

cctggctgca  

acagtccgcc 

atcagcatcc 

atcaacccga 

catcaccaag 

ctccgagcag 

ctgcgtgagc 

catcaacaaa 

tggtccagcg 

catagtgcag 

gcacatgcgg 

cttggcccag 

cctacgtttg 

gaattttatc 

ccccgctccc 

ttccacttct 

cactccctgg 

gggcatgcac 

gtgcactcgc 

taaagccaac 

gcatgtcctt 

actgtgaatc 

catccctccc 

cagctggtgc 

ccgtcctttc 

acaaagtaga 

ttcttgaagc 

cactgggcac 

ctcttgaact  

aagccgtcgg 

tcggccctgg 

gtgtctcttc 

ggcgtggtcc 

atggccagcc 

tatgtggatt 

ctggagaata 

gccactcagg 

aggtagcagc 

gctcgcccat 

gagctctgcg 

caccgcctgc 

tgtggagttc 

acctagtgcc 

ccaagaatgg 

ccttgcccgt 

gggcatgcac 

catttcctca 

cagcctttgg 

tccatctgtc 

ctggcaagaa 

ccagcagaat 

caaatagccc 

acacatctgg 

ttcttacaag 

atttcaaagc 

ctgcgcacag 

gggcgaatgt 

ggacccccat 

caggggacca 

ggaaaacccg 

tggacagcac 

ccatccagca 

atctccggga 

acttcagcaa 

agtcaggggt 

acccgtgaca 

ccaggcagag 

cctcccgcac 

ctgctccgtg 

ccagactgag 

aagcctgaac 

cgtgtgctga 

acggctggtc 

cgtgcaggac 

gtcctgggca 

cacatcccca 

agcttgagtc 

ggaggcaggg 

cagactgggc 

gtgccctgaa 

gccctttcct 

cctgcctctg 

gtgggaggaa 

cttatttaat  

caoccagcc 

gccgtottcc 

ccagcctcca 

cgaggcgctg 

aatgaggaac 

gcttcagatc 

gctcctcagt 

caggtgtcag 

gtggctgaca 

ctgagggccc 

cttcctcctc 

gactgcagtc 

ctaccaggc 

agccoctcct 

tgaggccttg 

agacatgttt 

actctgccct 

agctcttgat 

ggtgggagct 

gagcccagct 

tcaagggtgg 

gacaagggag 

ccaggcaggt 

agggccatc 

ttggaacaag 

tgtagccgcc 

agggcctggc 

taccgtgagt 

ggactgtctt tttcattttt ttctctctgg 

acagcgcagt gctggaggcc 
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4680 

4740 

4800 

4860 

4920 

4980 

5040 

5100 

5160 

5220 

5280 

5340 

5388 

gacatagcct catgttctgt gggggtcatc 

coctgaaagc ctcacgtatt tcacagagca 

aggccggagc ccagatacgg gggctgtgac 

ttgacagagc agctaactcc gagagcagtg 

gggagaagcc accttcccac cccttcatac 

tagctttacg ctcatcacct aaacttgtac 

ggatcgtttt atgcggttct tacagcacat 

gccggaggga ggcactagtc accgacagcg 

ggtcccccga ctgcctgtct ccatgaggta 

ccactatatt ttacacgtat ctcttggtat 

gcgtgtgcat agcgtcctgc cctgccccct 

ctcggggtcc agtgcatttt gtttctgtat 

atctgtcctc tgtagtattt tttaaataaa  

agggagggtt aggaaaacca caaacggagc 

cgcctgccat cttctccccg aggctgcccc 

tctgggcagg gacccggggt ctcctggacc 

ggcaggtggc cgcccctgag gcttcacgcc 

cgcctcgtgc cagcagcctc gcacaggccc 

tttatttttc tgatagaaat ggtttcctct 

cacctctttg cccccgacgg ctgtgacgca 

gccttgaaga cagagcaaag cgcccaccca 

ctggtccctt ccttttgtta acgtgatgtg 

gcatctttta tagacgctct tttctaagtg 

cgggggcctg tggtggctcc ccctctgctt 

atgattctct gtggtttttt ttgaatccaa 

tcagtgttta cattagaa 

<210> 2 
<211> 1130 
<212> PRT 
<213> Homo sapiens 

<400> 2 

Met Leu Glu Ile Cys Leu Lys Leu Val Gly Cys Lys Ser Lys Lys Gly 
1 	 5 	 10 	 15 

Leu Ser Ser Ser Ser Ser Cys Tyr Leu Glu Glu Ala Leu Gln Arg Pro 
20 	 25 	 30 

Val Ala Ser Asp Phe Glu Pro Gln Gly Leu Ser Glu Ala Ala Arg Trp 
35 	 40 	 45 

Asn Ser Lys Glu Asn Leu Leu Ala Gly Pro Ser Glu Asn Asp Pro Asn 
50 	 55 	 60 

Leu Phe Val Ala Leu Tyr Asp Phe Val Ala Ser Gly Asp Asn Thr Leu 
65 	 70 	 75 	 80 

Ser Ile Thr Lys Gly Glu Lys Leu Arg Val Leu Gly Tyr Asn His Asn 
85 	 90 	 95 
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Gly Glu Trp Cys Glu Ala Gln Thr Lys Asn Gly Gln Gly Trp Val Pro 
100 	 105 	 110 

Ser Asn Tyr Ile Thr Pro Val Asn Ser Leu Glu Lys His Ser Trp Tyr 
115 	 120 	 125 

His Gly Pro Val Ser Arg Asn Ala Ala Glu Tyr Leu Leu Ser Ser Gly 
130 	 135 	 140 

Ile Asn Gly Ser Phe Leu Val Arg Glu Ser Glu Ser Ser Pro Gly Gln 
145 	 150 	 155 	 160 

Arg Ser Ile Ser Leu Arg Tyr Glu Gly Arg Val Tyr His Tyr Arg Ile 
165 	 170 	 175 

Asn Thr Ala Ser Asp Gly Lys Leu Tyr Val Ser Ser Glu Ser Arg Phe 
180 	 185 	 190 

Asn Thr Leu Ala Glu Leu Val His His His Ser Thr Val Ala Asp Gly 
195 	 200 	 205 

Leu Ile Thr Thr Leu His Tyr Pro Ala Pro Lys Arg Asn Lys Pro Thr 
210 	 215 	 220 

Val Tyr Gly Val Ser Pro Asn Tyr Asp Lys Trp Glu Met Glu Arg Thr 
225 	 230 	 235 	 240 

Asp Ile Thr Met Lys His Lys Leu Gly Gly Gly Gin Tyr Gly Glu Val 
245 	 250 	 255 

Tyr Glu Gly Val Trp Lys Lys Tyr Ser Leu Thr Val Ala Val Lys Thr 
260 	 265 	 270 

Leu Lys Glu Asp Thr Met Glu Val Glu Glu Phe Leu Lys Glu Ala Ala 
275 	 280 	 285 

Val Met Lys Glu Ile Lys His Pro Asn Leu Val Gin Leu Leu Gly Val 
290 	 295 	 300 

Cys Thr Arg Glu Pro Pro Phe Tyr Ile Ile Thr Glu Phe Met Thr Tyr 
305 	 310 	 315 	 320 

Gly Asn Leu Leu Asp Tyr Leu Arg Glu Cys Asn Arg Gln Glu Val Asn 
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325 	 330 	 335 

Ala Val Val Leu Leu Tyr Met Ala Thr Gln Ile Ser Ser Ala Met Glu 
340 	 345 	 350 

Tyr Leu Glu Lys Lys Asn Phe Ile His Arg Asp Leu Ala Ala Arg Asn 
355 	 360 	 365 

Cys Leu Val Gly Glu Asn His Leu Val Lys Val Ala Asp Phe Gly Leu 
370 	 375 	 380 

Ser Arg Leu Met Thr Gly Asp Thr Tyr Thr Ala His Ala Gly Ala Lys 
385 	 390 	 395 	 400 

Phe Pro Ile Lys Trp Thr Ala Pro Glu Ser Leu Ala Tyr Asn Lys Phe 
405 	 410 	 415 

Ser Ile Lys Ser Asp Val Trp Ala Phe Gly Val Leu Leu Trp Glu Ile 
420 	 425 	 430 

Ala Thr Tyr Gly Met Ser Pro Tyr Pro Gly Ile Asp Leu Ser Gln Val 
435 	 440 	 445 

Tyr Glu Leu Leu Glu Lys Asp Tyr Arg Met Glu Arg Pro Glu Gly Cys 
450 	 455 	 460 

Pro Glu Lys Val Tyr Glu Leu Met Arg Ala Cys Trp Gln Trp Asn Pro 
465 	 470 	 475 	 480 

Ser Asp Arg Pro Ser Phe Ala Glu Ile His Gln Ala Phe Glu Thr Met 
485 	 490 	 495 

Phe Gln Glu Ser Ser Ile Ser Asp Glu Val Glu Lys Glu Leu Gly Lys 
500 	 505 	 510 

Gln Gly Val Arg Gly Ala Val Ser Thr Leu Leu Gln Ala Pro Glu Leu 
515 	 520 	 525 

Pro Thr Lys Thr Arg Thr Ser Arg Arg Ala Ala Glu His Arg Asp Thr 
530 	 535 	 540 

Thr Asp Val Pro Glu Met Pro His Ser Lys Gly Gln Gly Glu Ser Asp 
545 	 550 	 555 	 560 

Page 6 



Pro Leu Asp His Glu Pro Ala Val Ser Pro Leu Leu Pro Arg Lys Glu 
565 	 570 	 575 

Arg Gly Pro Pro Glu Gly Gly Leu Asn Glu Asp Glu Arg Leu Leu Pro 
580 	 585 	 590 

Lys Asp Lys Lys Thr Asn Leu Phe Ser Ala Leu Ile Lys Lys Lys Lys 
595 	 600 	 605 

Lys Thr Ala Pro Thr Pro Pro Lys Arg Ser Ser Ser Phe Arg Glu Met 
610 	 615 	 620 

Asp Gly Gln Pro Glu Arg Arg Gly Ala Gly Glu Glu Glu Gly Arg Asp 
625 	 630 	 635 	 640 

Ile Ser Asn Gly Ala Leu Ala Phe Thr Pro Leu Asp Thr Ala Asp Pro 
645 	 650 	 655 

Ala Lys Ser Pro Lys Pro Ser Asn Gly Ala Gly Val Pro Asn Gly Ala 
660 	 665 	 670 

Leu Arg Glu Ser Gly Gly Ser Gly Phe Arg Ser Pro His Leu Trp Lys 
675 	 680 	 685 

Lys Ser Ser Thr Leu Thr Ser Ser Arg Leu Ala Thr Gly Glu Glu Glu 
690 	 695 	 700 

Gly Gly Gly Ser Ser Ser Lys Arg Phe Leu Arg Ser Cys Ser Ala Ser 
705 	 710 	 715 	 720 

Cys Val Pro His Gly Ala Lys Asp Thr Glu Trp Arg Ser Val Thr Leu 
725 	 730 	 735 

Pro Arg Asp Leu Gln Ser Thr Gly Arg Gln Phe Asp Ser Ser Thr Phe 
740 	 745 	 750 

Gly Gly His Lys Ser Glu Lys Pro Ala Leu Pro Arg Lys Arg Ala Gly 
755 	 760 	 765 

Glu Asn Arg Ser Asp Gln Val Thr Arg Gly Thr Val Thr Pro Pro Pro 
770 	 775 	 780 

Arg Leu Val Lys Lys Asn Glu Glu Ala Ala Asp Glu Val Phe Lys Asp 
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785 	 790 	 795 	 800 

Ile Met Glu Ser Ser Pro Gly Ser Ser Pro Pro Asn Leu Thr Pro Lys 
805 	 810 	 815 

Pro Leu Arg Arg Gln Val Thr Val Ala Pro Ala Ser Gly Leu Pro His 
820 	 825 	 830 

Lys Glu Glu Ala Gly Lys Gly Ser Ala Leu Gly Thr Pro Ala Ala Ala 
835 	 840 	 845 

Glu Pro Val Thr Pro Thr Ser Lys Ala Gly Ser Gly Ala Pro Gly Gly 
850 	 855 	 860 

Thr Ser Lys Gly Pro Ala Glu Glu Ser Arg Val Arg Arg His Lys His 
865 	 870 	 875 	 880 

Ser Ser Glu Ser Pro Gly Arg Asp Lys Gly Lys Leu Ser Arg Leu Lys 
885 	 890 	 895 

Pro Ala Pro Pro Pro Pro Pro Ala Ala Ser Ala Gly Lys Ala Gly Gly 
900 	 905 	 910 

Lys Pro Ser Gln Ser Pro Ser Gln Glu Ala Ala Gly Glu Ala Val Leu 
915 	 920 	 925 

Gly Ala Lys Thr Lys Ala Thr Ser Leu Val Asp Ala Val Asn Ser Asp 
930 	 935 	 940 

Ala Ala Lys Pro Ser Gln Pro Gly Glu Gly Leu Lys Lys Pro Val Leu 
945 	 950 	 955 	 960 

Pro Ala Thr Pro Lys Pro Gln Ser Ala Lys Pro Ser Gly Thr Pro Ile 
965 	 970 	 975 

Ser Pro Ala Pro Val Pro Ser Thr Leu Pro Ser Ala Ser Ser Ala Leu 
980 	 985 	 990 

Ala Gly Asp Gln Pro Ser Ser Thr Ala Phe Ile Pro Leu Ile Ser Thr 
995 	 1000 	 1005 

Arg Val Ser Leu Arg Lys Thr Arg Gln Pro Pro Glu Arg Ile Ala 
1010 	 1015 	 1020 
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Ser Gly Ala Ile Thr Lys Gly Val Val Leu Asp Ser Thr Glu Ala 
1025 	 1030 	 1035 

Leu Cys Leu Ala Ile Ser Arg Asn Ser Glu Gln Met Ala Ser His 
1040 	 1045 	 1050 

Ser Ala Val Leu Glu Ala Gly Lys Asn Leu Tyr Thr Phe Cys Val 
1055 	 1060 	 1065 

Ser Tyr Val Asp Ser Ile Gln Gln Met Arg Asn Lys Phe Ala Phe 
1070 	 1075 	 1080 

Arg Glu Ala Ile Asn Lys Leu Glu Asn Asn Leu Arg Glu Leu Gln 
1085 	 1090 	 1095 

Ile Cys Pro Ala Thr Ala Gly Ser Gly Pro Ala Ala Thr Gln Asp 
1100 	 1105 	 1110 

Phe Ser Lys Leu Leu Ser Ser Val Lys Glu Ile Ser Asp Ile Val 
1115 	 1120 	 1125 

Gln Arg 
1130 

<210> 3 
<211> 5388 
<212> DNA 
<213> Homo sapiens 

<400> 3 
aaaatgttgg agatctgcct gaagctggtg ggctgcaaat ccaagaaggg gctgtcctcg 	60 

tcctccagct gttatctgga agaagccctt cagcggccag tagcatctga ctttgagcct 	120 

cagggtctga gtgaagccgc tcgttggaac tccaaggaaa accttctcgc tggacccagt 	180 

gaaaatgacc ccaacctttt cgttgcactg tatgattttg tggccagtgg agataacact 	240 

ctaagcataa ctaaaggtga aaagctccgg gtcttaggct ataatcacaa tggggaatgg 	300 

tgtgaagocc aaaccaaaaa tggccaaggc tgggtcccaa gcaactacat cacgccagtc 	360 

aacagtagg agaaacactc ctggtaccat gggcctgtgt cccgcaatgc cgctgagtat 	420 

ctgctgagca gcgggatcaa tggcagcttc ttggtgcgtg agagtgagag cagtcctggc 	480 

cagaggtcca tctcgctgag atacgaaggg agggtgtacc attacaggat caacactgct 	540 

tctgatggca agctctacgt ctcctccgag agccgcttca acaccctggc cgagttggtt 	600 
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catcatcatt caacggtggc cgacgggctc atcaccacgc tccattatcc agccccaaag 	660 

cgcaacaagc ccactgtcta tggtgtgtcc cccaactacg acaagtggga gatggaacgc 	720 

acggacatca ccatgaagca caagagggc gggggccagt acggggaggt gtacgagggc 	780 

gtgtggaaga aatacagcct gacggtggcc gtgaagacct tgaaggagga caccatggag 	840 

gtggaagagt tcttgaaaga agctgcagtc atgaaagaga tcaaacaccc taacctggtg 	900 

cagctccttg gggtctgcac ccgggagccc ccgttctata tcatcattga gttcatgacc 	960 

tacgggaacc tcctggacta cctgagggag tgcaaccggc aggaggtgaa cgccgtggtg 	1020 

ctgctgtaca tggccactca gatctcgtca gccatggagt acctggagaa gaaaaacttc 	1080 

atccacagag atcttgctgc ccgaaactgc ctggtagggg agaaccactt ggtgaaggta 	1140 

gctgattttg gcctgagcag gttgatgaca ggggacacct acacagccca tgctggagcc 	1200 

aagttcccca tcaaatggac tgcacccgag agcctggcct acaacaagtt ctccatcaag 	1260 

tccgacgtct gggcatttgg agtattgctt tgggaaattg ctacctatgg catgteccct 	1320 

tacccgggaa ttgacctgtc ccaggtgtat gagctgctag agaaggacta ccgcatggag 	1380 

cgcccagaag gctgcccaga gaaggtctat gaactcatgc gagcatgttg gcagtggaat 	1440 

ccctctgacc ggccctcctt tgctgaaatc caccaagcct ttgaaacaat gttccaggaa 	1500 

tccagtatct cagacgaagt ggaaaaggag ctggggaaac aaggcgtccg tggggctgtg 	1560 

agtaccttgc tgcaggcccc agagctgccc accaagacga ggacctccag gagagctgca 	1620 

gagcacagag acaccactga cgtgcctgag atgcctcact ccaagggcca gggagagagc 	1680 

gatcctctgg accatgagcc tgccgtgtct ccattgctcc ctcgaaaaga gcgaggtccc 	1740 

ccggagggcg gcctgaatga agatgagcgc cttctcccca aagacaaaaa gaccaacttg 	1800 

ttcagcgcct tgatcaagaa gaagaagaag acagccccaa cccacccaa acgcagcagc 	1860 

tccttccggg agatggacgg ccagccggag cgcagagggg ccggcgagga agagggccga 	1920 

gacatcagca acggggcact ggctttcacc cccttggaca cagctgaccc agccaagtcc 	1980 

ccaaagccca gcaatggggc tggggtcccc aatggagccc tcogggagtc cgggggctca 	2040 

ggcttccggt ctccccacct gtggaagaag tccagcacgc tgaccagcag ccgcctagcc 	2100 

accggcgagg aggagggcgg tggcagctcc agcaagcgct tcctoptc ttgctccgcc 	2160 

tectgcgttc cccatggggc caaggacacg gagtggaggt cagtcacgct gcctcgggac 	2220 

ttgcagtcca cgggaagaca gtttgactcg tccacatttg gagggcacaa aagtgagaag 	2280 

ccggctctgc ctcggaagag ggcaggggag aacaggtctg accaggtgac ccgaggcaca 	2340 
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gtaacgcctc cccccaggct ggtgaaaaag aatgaggaag ctgctgatga ggtcttcaaa 	2400 

gacatcatgg agtccagccc gggctccagc ccgcccaacc tgactccaaa acccctccgg 	2460 

cggcaggtca ccgtggcccc tgcctogggc ctccoccaca aggaagaagc tggaaagggc 	2520 

agtgccttag ggaccectgc tgcagctgag ccagtgaccc ccaccagcaa agcaggctca 	2580 

ggtgcaccag ggtgcaccag caagggcccc gccgaggagt ccagagtgag gaggcacaag 	2640 

cactcctctg agtcgccagg gagggacaag gggaaattgt ccaggctcaa acctgccccg 	2700 

ccgcccccac cagcagcctc tgcagggaag gctggaggaa agccctcgca gagcccgagc 	2760 

caggaggcgg ccggggaggc agtcctgggc gcaaagacaa aagccacgag tctggttgat 	2820 

gctgtgaaca gtgacgctgc caagcccagc cagccgggag agggcctcaa aaagcccgtg 	2880 

ctcccggcca ctccaaagcc acagtecgcc aagccgtcgg ggaccoccat cagcccagcc 	2940 

cccgttccct ccacgttgcc atcagcatcc tcggccctgg caggggacca gccgtcttcc 	3000 

accgccttca tccctctcat atcaacccga gtgtotettc ggaaaacccg ccagcctcca 	3060 

gagcggatcg ccagcggcgc catcaccaag ggcgtggtcc tggacagcac cgaggcgctg 	3120 

tgcctcgcca tctctaggaa ctccgagcag atggccagcc acagcgcagt gctggaggcc 	3180 

ggcaaaaacc tctacacgtt ctgcgtgagc tatgtggatt ccatccagca aatgaggaac 	3240 

aagtttgcct tccgagaggc catcaacaaa ctggagaata atctccggga gcttcagatc 	3300 

tgcccggcga cagcaggcag tggtccagcg gccactcagg acttcagcaa gctcctcagt 	3360 

tcggtgaagg aaatcagtga catagtgcag aggtagcagc agtcaggggt caggtgtcag 	3420 

gcccgtcgga gctgcctgca gcacatgcgg gctcgcccat acccgtgaca gtggctgaca 	3480 

agggactagt gagtcagcac cttggcccag gagctctgcg ccaggcagag ctgagggccc 	3540 

tgtggagtcc agctctacta cctacgtttg caccgcctgc ccteccgcac cttcctcctc 	3600 

cccgctccgt ctctgtoctc gaattttatc tgtggagttc ctgctccgtg gactgcagtc 	3660 

ggcatgccag gacccgccag ccccgctccc acctagtgcc ccagactgag ctctccaggc 	3720 

caggtgggaa cggctgatgt ggactgtctt tttcattttt ttctctctgg agcccctcct 	3780 

cccccggctg ggcctccttc ttccacttct ccaagaatgg aagcctgaac tgaggccttg 	3840 

tgtgtcaggc cctctgcctg cactccctgg cottgcccgt cgtgtgctga agacatgttt 	3900 

caagaaccgc atttcgggaa gggcatgcac gggcatgcac acggctggtc actctgccct 	3960 

ctgctgctgc ccggggtggg gtgcactcgc catttcctca cgtgcaggac agctcttgat 	4020 

ttgggtggaa aacagggtgc taaagccaac cagcctttgg gtcctgggca ggtgggagct 	4080 
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gaaaaggatc gaggcatggg gcatgtcctt tccatctgtc cacatcocca gagcccagct 	4140 

cttgctctct tgtgacgtgc actgtgaatc ctggcaagaa agcttgagtc tcaagggtgg 	4200 

caggtcactg tcactgccga catccctccc ccagcagaat ggaggcaggg gacaagggag 	4260 

gcagtggcta gtggggtgaa cagctggtgc caaatagccc cagactgggc ccaggcaggt 	4320 

ctgcaagggc ccagagtgaa ccgtcctttc acacatctgg gtgccctgaa agggcccttc 	4380 

ccctccccca ctcctctaag acaaagtaga ttcttacaag gccctttcct ttggaacaag 	4440 

acagccttca cttttctgag ttcttgaagc atttcaaagc cctgcctctg tgtagccgcc 	4500 

ctgagagaga atagagctgc cactgggcac ctgcgcacag gtgggaggaa agggcctggc 	4560 

cagtcctggt cctggctgca ctcttgaact gggcgaatgt cttatttaat taccgtgagt 	4620 

gacatagcct catgttctgt gggggtcatc agggagggtt aggaaaacca caaacggagc 	4680 

ccctgaaagc ctcacgtatt tcacagagca cgcctgccat cttctccccg aggctgcccc 	4740 

aggccggagc ccagatacgg gggctgtgac tctgggcagg gacccggggt ctcctggacc 	4800 

ttgacagagc agctaactcc gagagcagtg ggcaggtggc cgcccctgag gcttcacgcc 	4860 

gggagaagcc accttcccac cccttcatac cgcctcgtgc cagcagcctc gcacaggccc 	4920 

tagctttacg ctcatcacct aaacttgtac tttatttttc tgatagaaat ggtttcctct 	4980 

ggatcgtttt atgcggttct tacagcacat cacctctttg cccccgacgg ctgtgacgca 	5040 

gccggaggga ggcactagtc accgacagcg gccttgaaga cagagcaaag cgcccaccca 	5100 

ggtcccccga ctgcctgtct ccatgaggta ctggtccctt ccttttgtta acgtgatgtg 	5160 

ccactatatt ttacacgtat ctcttggtat gcatctttta tagacgctct tttctaagtg 	5220 

gcgtgtgcat agcgtcctgc cctgccccct cgggggcctg tggtggctcc coctagctt 	5280 

ctcggggtcc agtgcatttt gtttctgtat atgattctct gtggtttttt ttgaatccaa 	5340 

atctgtcctc tgtagtattt tttaaataaa tcagtgttta cattagaa 	 5388 

<210> 4 
<211> 1130 
<212> PRT 
<213> Homo sapiens 

<400> 4 

Met Leu Glu lle Cys Leu Lys Leu Val Gly Cys Lys Ser Lys Lys Gly 
1 	 5 	 10 	 15 

Leu Ser Ser Ser Ser Ser Cys Tyr Leu Glu Glu Ala Leu Gln Arg Pro 
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20 
	

25 	 30 

Val Ala Ser Asp Phe Glu Pro Gln Gly Leu Ser Glu Ala Ala Arg Trp 
35 	 40 	 45 

Asn Ser Lys Glu Asn Leu Leu Ala Gly Pro Ser Glu Asn Asp Pro Asn 
50 	 55 	 60 

Leu Phe Val Ala Leu Tyr Asp Phe Val Ala Ser Gly Asp Asn Thr Leu 
65 	 70 	 75 	 80 

Ser Ile Thr Lys Gly Glu Lys Leu Arg Val Leu Gly Tyr Asn His Asn 
85 	 90 	 95 

Gly Glu Trp Cys Glu Ala Gln Thr Lys Asn Gly Gln Gly Trp Val Pro 
100 	 105 	 110 

Ser Asn Tyr Ile Thr Pro Val Asn Ser Leu Glu Lys His Ser Trp Tyr 
115 	 120 	 125 

His Gly Pro Val Ser Arg Asn Ala Ala Glu Tyr Leu Leu Ser Ser Gly 
130 	 135 	 140 

Ile Asn Gly Ser Phe Leu Val Arg Glu Ser Glu Ser Ser Pro Gly Gln 
145 	 150 	 155 	 160 

Arg Ser Ile Ser Leu Arg Tyr Glu Gly Arg Val Tyr His Tyr Arg Ile 
165 	 170 	 175 

Asn Thr Ala Ser Asp Gly Lys Leu Tyr Val Ser Ser Glu Ser Arg Phe 
180 	 185 	 190 

Asn Thr Leu Ala Glu Leu Val His His His Ser Thr Val Ala Asp Gly 
195 	 200 	 205 

Leu Ile Thr Thr Leu His Tyr Pro Ala Pro Lys Arg Asn Lys Pro Thr 
210 	 215 	 220 

Val Tyr Gly Val Ser Pro Asn Tyr Asp Lys Trp Glu Met Glu Arg Thr 
225 	 230 	 235 	 240 

Asp Ile Thr Met Lys His Lys Leu Gly Gly Gly Gln Tyr Gly Glu Val 
245 	 250 	 255 
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Tyr Glu Gly Val Trp Lys Lys Tyr Ser Leu Thr Val Ala Val Lys Thr 
260 	 265 	 270 

Leu Lys Glu Asp Thr Met Glu Val Glu Glu Phe Leu Lys Glu Ala Ala 
275 	 280 	 285 

Val Met Lys Glu Ile Lys His Pro Asn Leu Val Gln Leu Leu Gly Val 
290 	 295 	 300 

Cys Thr Arg Glu Pro Pro Phe Tyr Ile Ile Ile Glu Phe Met Thr Tyr 
305 	 310 	 315 	 320 

Gly Asn Leu Leu Asp Tyr Leu Arg Glu Cys Asn Arg Gln Glu Val Asn 
325 	 330 	 335 

Ala Val Val Leu Leu Tyr Met Ala Thr Gln Ile Ser Ser Ala Met Glu 
340 	 345 	 350 

Tyr Leu Glu Lys Lys Asn Phe Ile His Arg Asp Leu Ala Ala Arg Asn 
355 	 360 	 365 

Cys Leu Val Gly Glu Asn His Leu Val Lys Val Ala Asp Phe Gly Leu 
370 	 375 	 380 

Ser Arg Leu Met Thr Gly Asp Thr Tyr Thr Ala His Ala Gly Ala Lys 
385 	 390 	 395 	 400 

Phe Pro Ile Lys Trp Thr Ala Pro Glu Ser Leu Ala Tyr Asn Lys Phe 
405 	 410 	 415 

Ser Ile Lys Ser Asp Val Trp Ala Phe Gly Val Leu Leu Trp Glu Ile 
420 	 425 	 430 

Ala Thr Tyr Gly Met Ser Pro Tyr Pro Gly Ile Asp Leu Ser Gln Val 
435 	 440 	 445 

Tyr Glu Leu Leu Glu Lys Asp Tyr Arg Met Glu Arg Pro Glu Gly Cys 
450 	 455 	 460 

Pro Glu Lys Val Tyr Glu Leu Met Arg Ala Cys Trp Gln Trp Asn Pro 
465 	 470 	 475 	 480 

Ser Asp Arg Pro Ser Phe Ala Glu Ile His Gln Ala Phe Glu Thr Met 
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485 	 490 	 495 

Phe Gln Glu Ser Ser Ile Ser Asp Glu Val Glu Lys Glu Leu Gly Lys 
500 	 505 	 510 

Gln Gly Val Arg Gly Ala Val Ser Thr Leu Leu Gln Ala Pro Glu Leu 
515 	 520 	 525 

Pro Thr Lys Thr Arg Thr Ser Arg Arg Ala Ala Glu His Arg Asp Thr 
530 	 535 	 540 

Thr Asp Val Pro Glu Met Pro His Ser Lys Gly Gln Gly Glu Ser Asp 
545 	 550 	 555 	 560 

Pro Leu Asp His Glu Pro Ala Val Ser Pro Leu Leu Pro Arg Lys Glu 
565 	 570 	 575 

Arg Gly Pro Pro Glu Gly Gly Leu Asn Glu Asp Glu Arg Leu Leu Pro 
580 	 585 	 590 

Lys Asp Lys Lys Thr Asn Leu Phe Ser Ala Leu Ile Lys Lys Lys Lys 
595 	 600 	 605 

Lys Thr Ala Pro Thr Pro Pro Lys Arg Ser Ser Ser Phe Arg Glu Met 
610 	 615 	 620 

Asp Gly Gln Pro Glu Arg Arg Gly Ala Gly Glu Glu Glu Gly Arg Asp 
625 	 630 	 635 	 640 

Ile Ser Asn Gly Ala Leu Ala Phe Thr Pro Leu Asp Thr Ala Asp Pro 
645 	 650 	 655 

Ala Lys Ser Pro Lys Pro Ser Asn Gly Ala Gly Val Pro Asn Gly Ala 
660 	 665 	 670 

Leu Arg Glu Ser Gly Gly Ser Gly Phe Arg Ser Pro His Leu Trp Lys 
675 	 680 	 685 

Lys Ser Ser Thr Leu Thr Ser Ser Arg Leu Ala Thr Gly Glu Glu Glu 
690 	 695 	 700 

Gly Gly Gly Ser Ser Ser Lys Arg Phe Leu Arg Ser Cys Ser Ala Ser 
705 	 710 	 715 	 720 
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Cys Val Pro His Gly Ala Lys Asp Thr Glu Trp Arg Ser Val Thr Leu 
725 	 730 	 735 

Pro Arg Asp Leu GIn Ser Thr Gly Arg GIn Phe Asp Ser Ser Thr Phe 
740 	 745 	 750 

Gly Gly His Lys Ser Glu Lys Pro Ala Leu Pro Arg Lys Arg Ala Gly 
755 	 760 	 765 

Glu Asn Arg Ser Asp GIn Val Thr Arg Gly Thr Val Thr Pro Pro Pro 
770 	 775 	 780 

Arg Leu Val Lys Lys Asn Glu Glu Ala Ala Asp Glu Val Phe Lys Asp 
785 	 790 	 795 	 800 

Ile Met Glu Ser Ser Pro Gly Ser Ser Pro Pro Asn Leu Thr Pro Lys 
805 	 810 	 815 

Pro Leu Arg Arg GIn Val Thr Val Ala Pro Ala Ser Gly Leu Pro His 
820 	 825 	 830 

Lys Glu Glu Ala Gly Lys Gly Ser Ala Leu Gly Thr Pro Ala Ala Ala 
835 	 840 	 845 

Glu Pro Val Thr Pro Thr Ser Lys Ala Gly Ser Gly Ala Pro Gly Gly 
850 	 855 	 860 

Thr Ser Lys Gly Pro Ala Glu Glu Ser Arg Val Arg Arg His Lys His 
865 	 870 	 875 	 880 

Ser Ser Glu Ser Pro Gly Arg Asp Lys Gly Lys Leu Ser Arg Leu Lys 
885 	 890 	 895 

Pro Ala Pro Pro Pro Pro Pro Ala Ala Ser Ala Gly Lys Ala Gly Gly 
900 	 905 	 910 

Lys Pro Ser GIn Ser Pro Ser GIn Glu Ala Ala Gly Glu Ala Val Leu 
915 	 920 	 925 

Gly Ala Lys Thr Lys Ala Thr Ser Leu Val Asp Ala Val Asn Ser Asp 
930 	 935 	 940 

Ala Ala Lys Pro Ser GIn Pro Gly Glu Gly Leu Lys Lys Pro Val Leu 
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945 	 950 	 955 	 960 

Pro Ala Thr Pro Lys Pro Gln Ser Ala Lys Pro Ser Gly Thr Pro Ile 
965 	 970 	 975 

Ser Pro Ala Pro Val Pro Ser Thr Leu Pro Ser Ala Ser Ser Ala Leu 
980 	 985 	 990 

Ala Gly Asp Gln Pro Ser Ser Thr Ala Phe Ile Pro Leu Ile Ser Thr 
995 	 1000 	 1005 

Arg Val Ser Leu Arg Lys Thr Arg Gln Pro Pro Glu Arg Ile Ala 
1010 	 1015 	 1020 

Ser Gly Ala Ile Thr Lys Gly Val Val Leu Asp Ser Thr Glu Ala 
1025 	 1030 	 1035 

Leu Cys Leu Ala Ile Ser Arg Asn Ser Glu Gln Met Ala Ser His 
1040 	 1045 	 1050 

Ser Ala Val Leu Glu Ala Gly Lys Asn Leu Tyr Thr Phe Cys Val 
1055 	 1060 	 1065 

Ser Tyr Val Asp Ser Ile Gln Gln Met Arg Asn Lys Phe Ala Phe 
1070 	 1075 	 1080 

Arg Glu Ala Ile Asn Lys Leu Glu Asn Asn Leu Arg Glu Leu Gln 
1085 	 1090 	 1095 

Ile Cys Pro Ala Thr Ala Gly Ser Gly Pro Ala Ala Thr Gln Asp 
1100 	 1105 	 1110 

Phe Ser Lys Leu Leu Ser Ser Val Lys Glu Ile Ser Asp Ile Val 
1115 	 1120 	 1125 

Gln Arg 
1130 

<210> 5 
<211> 16 
<212> DNA 
<213> Homo sapiens 

<400> 5 
atgaactcag tgatga 	 16 
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<210> 6 
<211> 26 
<212> DNA 
<213> Homo sapiens 

<400> 6 
gagcccccgt tctatatcat cautgc 	 26 

<210> 7 
<211> 19 
<212> DNA 
<213> Homo sapiens 

<400> 7 
cocctaccag gcagtttcg 	 19 

<210> 8 
<211> 22 
<212> DNA 
<213> Homo sapiens 

<400> 8 
caggaggtga acgccgtggt gc 	 22 

<210> 9 
<211> 21 
<212> DNA 
<213> Homo sapiens 

<400> 9 
cgttggaact ccaaggaaaa c 	 21 

<210> 10 
<211> 26 
<212> DNA 
<213> Homo sapiens 

<400> 10 
attccccatt gtgattatag cctaag 	 26 

<210> 11 
<211> 26 
<212> DNA 
<213> Homo sapiens 

<400> 11 
ctggacccag tgaaaatgac cccaac 	 26 
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