<110>
<120>
<130>

<150>
<151>

<160> 11
<170>
<210> 1
211>
<212>
213>

<400> 1
aaaatgttgg

DNA

tcctecaget
cagggtctga
gaaaatgacc
ctaagcataa
tgtgaagece
aacagtctgg
ctgetgagea
cagaggtcca
tectgatggca
catcatcatt
cgcaacaage
acggacatca
gtgtggaaga
gtggaagagt
cagctecttg
tacgggaacc
ctgetgtaca

atccacagag

5388

Homo sapiens

agatctgect
gttatctgga
gtgaagccge
ccaacctttt
ctaaaggtga
aaaccaaaaa
agaaacactc
gegggatcaa
tetegetgag
agctctacgt
caacggtgge
ccactgtcta
ccatgaagca
aatacagcct
tcttgaaaga
gggtetgeac
tcetggacta
tggecactea

atcttgetge

SEQUENCE LISTING

Patentln version 3.5

gaagctggte
agaagccctt
tcgttggaac
cgttgeactg
aaagctcegg
tggccaagge
ctggtaccat
tggcagette
atacgaaggg
ctcctecgag
cgacgggctc
tggtgtgtee
caagctgggc
gacggtggee
agctgcagtce
ccgggagecce
cctgagggag
gatctcgtca

ccgaaactge

OTSUKA PHARMACEUTICAL CO., LTD.

ggctgcaaat
cagcggecag
tccaaggaaa
tatgattttg
gtcttagget
tgggteccaa
gggectgtgt
ttggtgegte
agggtgtace
agccgctteca
atcaccacgc
cccaactacg
gggggecagt
gtgaagacct
atgaaagaga
ccgttctata
tgcaaccgge
geccatggagt

ctggtagggg
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ccaagaaggg
tagcatctga
accttctege
tggccagtgg
ataatcacaa
gcaactacat
cccgcaatge
agagtgagag
attacaggat
acaccctggce
tccattatce
acaagtggga
acggggaggt
tgaaggagga
tcaaacaccc
tcatcactga
aggaggtgaa
acctggagaa

agaaccactt

Method for determining expression level of ABL T3151 mutation
674134

JP 2017-087578
2017-04-26

getgtecteg
ctttgagect
tggacccagt
agataacact
tggggaatgg
cacgccagtc
cgctgagtat
cagtcetgge
caacactgct
cgagttggtt
agccccaaag
gatggaacgc
gtacgagggc
caccatggag
taacctggtg
gttcatgace
cgoecgtggte
gaaaaacttc

ggtgaaggta

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140



getgattttg
aagttcccca
tccgacgtct
tacccgggaa
cgcccagaag
cecctetgace
tccagtatcet
agtaccttge
gagcacagag
gatccteotgg
CcCggageece
ttcagegect
teettecgeg
gacatcagca
ccaaagccca
ggcttecggt
accggegagg
teectgegtte
ttgecagtcca
ccggetetge
gtaacgcctc
gacatcatgg
cggcaggtca
agtgccttag
ggtgcaccag
cactcctectg
cegeccccac
Ccaggaggcogg

gctgtgaaca

gcctgageag
tcaaatggac
gggcattigg
ttgacctgte
gectgecccaga
ggecctectt
cagacgaagt
tgcaggeccce
acaccactga
accatgagce
gcctgaatga
tgatcaagaa
agatggacgg
acggggcact
gcaatggggc
ctccccacct
aggaggeces
cccatggggc
cgggaagaca
ctcggaagag
cccccagget
agtccagccc
ccgtggecce
ggacccctge
ggggcaccag
agtcgccagg
cagcagcctc
ccggegagec
gtgacgetgce

gttgatgaca
tgcacccgag
agtattgett
ccaggtgtat
gaaggtctat
tgctgaaatce
ggaaaaggag
agagctgecc
cgtgcctgag
tgecgtgtcet
agatgagcgc
gaagaagaag
ccagccggag
ggctttcacce
tggggtcece
gtggaagaag
tggcagctce
caaggacacg
gtttgacteg
ggcaggggag
ggtgaaaaag
gggetecage
tgectoggee
tgcagetgag
Caagggeecce
gagggacaag
tgcagggaag
agtcctgggc

caagcccage

ggggacacct
agectggect
tgggaaattyg
gagctgetag
gaactcatge
caccaagcct
ctggggaaac
accaagacga
atgcctcact
ccattgetce
cttcteccea
acagccccaa
cgcagaggse
cccttggaca
aatggagcce
tccageacge
agcaagecgcet
gagtggaggt
tccacatttg
aacaggtctg
aatgaggaag
CCECCcaace
ctcccecaca
ccagtgacce
gocgaggagt
gggaaattgt
gotggaggaa
gcaaagacaa

cagccgggag
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acacagccca
acaacaagtt
ctacctatgg
agaaggacta
gagcatgttg
ttgaaacaat
aaggegteeg
ggacctccag
ccaagggeca
ctcgaaaaga
aagacaaaaa
cccctoccaa
ccggogagea
cagctgacce
tecegggagte
tgaccagcag
teotgegete
cagtcacgcet
gagggcacaa
accaggtgac
ctgetgatga
tgactccaaa
aggaagaage
ccaccageaa
ccagagtgag
ccaggctcaa
agccctogea
aagccacgag

agggectcaa

tgctggagee
ctccatcaag
catgtcccet
ccgecatggag
gcagtggaat
gttccaggaa
tgegectete
gagagctgea
gggagagage
gegaggtece
gaccaacttg
acgeageage
agagggeoga
agccaagtcc
cggggectca
ccgectagee
ttgeteogee
gectegggac
aagtgagaag
ccgaggeaca
ggtcttcaaa
accccteogg
tggaaagggc
agcaggctca
gaggcacaag
acctgececg
gageccgage
tetggttgat

aaagecogte

1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700
2760
2820
2880



ctceceggeca
ccegttecct
accgecttca
gageggateg
tgectegeca
ggcaaaaacc
aagtttgect
tgcccggega
toggtgaagg
geocecgtogea
aggeactagt
tgtggagtec
cccgeteogt
ggcatgccoag
caggtgggaa
cceocggetg
tgtetoagge
caagaaccge
ctgetgetge
tteggstegaa
gaaaaggatc
cttgctctet
caggtcactg
gcagtgegcta
ctgcaaggge
ccctecccca
acagccttea
ctgagagaga
cagtcctggt

ctccaaagcc
ccacgttgec
teecteteat
cCagegecee
tctctaggaa
tctacacgtt
tccgagagge
cagcaggcag
aaatcagtga
getgectgea
gagtcagcac
agctctacta
ctetgtecte
gaccogeoag
cggetgatgt
ggcctectte
cctetgectg
atttcgggaa
ccggggteee
aacagggtgc
gaggeatgeg
tgtgacgtec
tcactgecga
gtegegtgaa
ccagagtgaa
ctcectctaag
cttttetgag
atagagctge
cctggetgea

acagtccgcec
atcagcatcc
atcaacccga
catcaccaag
ctccgageag
ctgcgtgage
catcaacaaa
tggtccageg
catagtgcag
gcacatgegg
cttggeccag
cctacgtttg
gaattttate
cccegetece
ggactgtett
ttecacttct
cactccctgg
gggcatgcac
gtgcactege
taaagccaac
gcatgtecctt
actgtgaatc
catccctece
cagctggtgc
ccgtectttc
acaaagtaga
ttcttgaage
cactgggcac

ctcttgaact

aagccgtegg
tcggeectgg
gtgtetettc
ggegtggtee
atggccagcc
tatgtggatt
ctggagaata
geccactcagg
aggtagcagc
gctecgeccat
gagctetgeg
caccgectge
tgtggagttc
acctagtgec
tttcattttt
ccaagaatgg
ccttgecegt
gggcatgecac
catttcctca
cagecctttgg
tccatetgte
ctggcaagaa
ccagcagaat
caaatagccc
acacatctgg
ttcttacaag
atttcaaagc
ctgcgecacag

gggegaatgt
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ggaccccoat
caggggacca
ggaaaacccg
tggacagcac
acagcgcagt
ccatccagca
atctccggga
acttcagcaa
agtcaggggt
acccgtgaca
ccaggcagag
ccteccgeac
ctgctocgtg
ccagactgag
ttcteotetgg
aagcctgaac
cgtgtgetga
acggetggte
cgtgcaggac
gtoctgggea
cacatcccca
agcttgagte
ggaggeoages
cagactgggc
gtgcectgaa
gcoctttect
cctgectetg
gtgggaggaa
cttatttaat

cageccagee
gecgtettee
ccagccteca
cgaggegetg
gotggaggce
aatgaggaac
gcttcagate
gctocteagt
caggtgtcag
gtggetgaca
ctgagggecc
cttectecte
gactgcagtc
ctctecagge
ageceoctect
tgaggecttg
agacatgttt
actctgecct
agctcttgat
ggtgggagot
gagcccaget
tcaagggteg
gacaagggag
ccaggcaggt
agggocctte
ttggaacaag
tgtagccgece
agggectgge
taccgtgagt

2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080
4140
4200
4260
4320
4380
4440
4500
4560
4620



gacatagoect
ccctgaaage
aggcoggage
ttgacagage
gggagaagcc
tagctttacg
ggatcgtttt
gocggaggega
ggtcccecga
ccactatatt
gegtgtgeat
ctcggggtece
atctgtccte
210> 2

211>
212>
213

<400> 2

PRT

1

1130

catgttotgt
cteacgtatt
ccagatacgg
agctaactce
accttcccac
ctcatcacct
atgeggttet
ggcactagte
ctgectgtet
ttacacgtat
agegtectge
agtgeatttt
tgtagtattt

Homo sapiens

gggegteate
tcacagagca
gggotgtgac
gagageagtg
ccctteatac
aaacttgtac
tacagcacat
accgacageg
ccatgaggta
ctettggtat
cctgccccct
gtttotgtat

tttaaataaa

agggagegtt
cgeectgecat
tetgggcagg
ggcaggtege
cgectegtge
tttattttte
cacctetttg
gecttgaaga
ctggtecctt
gcatctttta
cgggggecte
atgattctet
tcagtgttta

Met Leu Glu Ile gys Leu Lys Leu Val ?6y Cys

Leu Ser Ser Ser Ser Ser Cys Tyr %gu Glu Glu

20

Val Ala Ser Asp Phe Glu Pro gén Gly Leu Ser

35

Asn Ser Lys Glu Asn Leu Leu Ala Gly Pro Ser

50

65

55

Leu Phe Val Ala Leu Tyr Asp Phe Val Ala Ser
70 75

Ser Ile Thr Lys Gly Glu Lys Leu Arg Val Leu
85 90
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aggaaaacca
cttetecceg
gacccgggst
cgeeccctgag
cagcagccte
tgatagaaat
cccccgacgg
cagagcaaag
ccttttgtta
tagacgctct
tggtggetee
gtggtttttt

cattagaa

caaacggage
aggectgecce
ctecetggace
gottcacgee
gcacaggece
ggtttectot
ctgtgacgca
cgeccaccea
acgtgatgteg
tttctaagtg
cectetgett

ttgaatccaa

Lys Ser Lys %gs Gly

Ala Leu Gln Arg Pro
30

Glu Ala Ala Arg Trp
45

Glu Asn Asp Pro Asn
60

Gly Asp Asn Thr Leu

80

Gly Tyr Asn His Asn
95

4680
4740
4800
4860
4920
4980
5040
5100
5160
5220
5280
5340
5388



Gly Glu Trp ?gg Glu Ala GIn Thr Lys

Ser Asn Tyr Ile Thr
115

His Gly Pro Val
130

Ile Asn Gly Ser
145

Arg Ser Ile Ser

Ser

Phe

Leu
165

Asn Thr Ala Ser Asp
180

Asn Thr Leu Ala
195
Leu Ile Thr Thr
210
Val Tyr Gly Val
225

Asp Ile Thr Met

Tyr Glu Gly Val Trp
260

Leu Lys Glu Asp
275

Val Met Lys Glu Ile

290

Cys Thr Arg Glu Pro

305

Gly Asn Leu Leu Asp

Glu

Leu

Ser

Lys

245

Thr

105

Pro Val Asn Ser
120

Arg Asn Ala Ala

135

Leu Val
150

Arg Glu
Arg Tyr Glu Gly

Leu Tyr
185

Gly Lys

His His
200

Leu Val

His Tyr Pro Ala

215

Pro Asn Tyr Asp

230

His Lys Leu Gly

Tyr Ser
265

Lys Lys

Val Glu
280

Met Glu

Lys His Pro Asn

295

Pro Phe
310

Tyr Ile

Asn Gly

Leu Glu

Glu Tyr

Ser

Val
170

Val Ser

His Ser
Lys

Pro

Lys

Leu Thr

Glu Phe

Leu Val

Thr
315

Ile

GIn

Lys

Leu

140

Ser

Tyr

Ser

Thr

Arg

220

Glu

Gln

Val

Leu

Gln

300

Glu

Gly Trp Val Pro
110

His Ser Trp Tyr
125
Leu Ser Ser Gly

Gly GiIn
160

Ser Pro

Arg lle
175

His Tyr

Glu Ser
190

Arg Phe

Val Ala
205

Asp Gly

Asn Lys Pro Thr

Met Glu Arg Thr

240

Tyr Gly Glu Val
255

Ala Val Lys Thr

270

Lys Glu Ala Ala
285

Leu Leu Gly Val

Phe Met Thr Tyr
320

Tyr Leu Arg Glu Cys Asn Arg GIn Glu Val Asn
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Ala Val Val

Tyr Leu Glu
355

Cys Leu Val
370

Ser Arg Leu
385

Phe Pro Ile

Ser Ile Lys

Ala Thr Tyr
435

Tyr Glu Leu
450

Pro Glu Lys
465

Ser Asp Arg

Phe GIn Glu

GIn Gly Val
515

Pro Thr Lys
530

Thr Asp Val
545

325

Leu Leu
340

Lys Lys

Gly Glu

Met Thr

Lys Trp
405

Ser Asp
420

Gly Met

Leu Glu

Val Tyr

Pro Ser

485

Ser Ser
500
Arg Gly

Thr Arg

Pro Glu

330

Tyr Met Ala Thr Gln Ile
345

Asn Phe [le His Arg Asp
360

Asn His Leu Val Lys Val
375

Gly Asp Thr Tyr Thr Ala
390 395

Thr Ala Pro Glu Ser Leu
410

Val Trp Ala Phe Gly Val
425

Ser Pro Tyr Pro Gly Ile
440

Lys Asp Tyr Arg Met Glu
455

Glu Leu Met Arg Ala Cys
470 415

Phe Ala Glu Ile His GIn
490

Ile Ser Asp Glu Val Glu
505

Ala Val Ser Thr Leu Leu
520

Thr Ser Arg Arg Ala Ala
535

Met Pro His Ser Lys Gly
550 555
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335

Ser Ser Ala Met Glu
350

Leu Ala
365

Ala Asp
380

His Ala

Ala Tyr

Leu Leu

Asp Leu
445

Arg Pro
460

Trp Gln

Ala Phe

Lys Glu

Gln Ala
525

Glu His
540

Gln Gly

Ala Arg Asn

Phe Gly Leu

Gly

Asn

Trp

430

Ser

Glu

Trp

Glu

Leu

°10

Pro

Ala

Lys

415

Glu

Gln

Gly

Asn

Thr

495

Gly

Glu

Lys

400

Phe

Ile

Val

Cys

Pro

480

Met

Lys

Leu

Arg Asp Thr

Glu Ser Asp

560



Pro Leu Asp His Glu Pro Ala Val Ser

565

Arg Gly Pro Pro Glu Gly Gly Leu Asn

580

Lys Asp Lys Lys Thr Asn Leu
595

Lys Thr Ala Pro Thr Pro Pro
610 615

Asp Gly GIn Pro Glu Arg Arg
625 630

[le Ser Asn Gly Ala Leu Ala
645

Ala Lys Ser Pro Lys Pro Ser
660

Leu Arg Glu Ser Gly Gly Ser
675

Lys Ser Ser Thr Leu Thr Ser
690 695

Gly Gly Gly Ser Ser Ser Lys
705 710

Cys Val Pro His Gly Ala Lys
725

Pro Arg Asp Leu GIn Ser Thr
740

Gly Gly His Lys Ser Glu Lys
755

Glu Asn Arg Ser Asp GlIn Val
770 775

Arg Leu Val Lys Lys Asn Giu Glu Ala Ala Asp Glu Val

Phe
600

Lys Arg Ser Ser

585

Ser

Gly Ala

Phe

Asn Gly Ala Gly Val

Gly Phe Arg Ser Pro

680

Ser Arg Leu Ala Thr

Arg Phe Leu Arg Ser

Asp Thr Glu Trp Arg

Gly Arg Gln Phe Asp Ser

Pro Ala Leu Pro Arg Lys

160

Thr Arg Gly Thr Val Thr

Thr

665

745

Pro Leu Leu Pro Arg Lys Glu
570 5715

Glu Asp Glu Arg Leu Leu Pro
590

Ala Leu Ile Lys Lys Lys Lys
605

Ser Phe Arg Glu Met

620

Glu Glu Gly Arg Asp

640

Gly Glu
635

Thr Ala Asp Pro

655

Pro Leu Asp

650

Asn Gly Ala
670

Pro

His Leu Trp Lys
685

Gly Glu Glu Glu

700

Ser Ala Ser

120

Cys
715

Val Thr
135

Ser Leu

130

Ser Thr
750

Phe

Arg Ala Gly

165

Pro Pro Pro

180

Phe Lys Asp
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185 790 795 800

[le Met Glu Ser Ser Pro Gly Ser Ser Pro Pro Asn Leu Thr Pro Lys
805 810 815

Pro Leu Arg Arg Gln Val Thr Val Ala Pro Ala Ser Gly Leu Pro His
820 825 830

Lys Glu Glu Ala Gly Lys Gly Ser Ala Leu Gly Thr Pro Ala Ala Ala
835 840 845

Glu Pro Val Thr Pro Thr Ser Lys Ala Gly Ser Gly Ala Pro Gly Gly
850 855 860

Thr Ser Lys Gly Pro Ala Glu Glu Ser Arg Val Arg Arg His Lys His
865 870 875 880

Ser Ser Glu Ser Pro Gly Arg Asp Lys Gly Lys Leu Ser Arg Leu Lys
885 890 895

Pro Ala Pro Pro Pro Pro Pro Ala Ala Ser Ala Gly Lys Ala Gly Gly
900 905 910

Lys Pro Ser Gin Ser Pro Ser GIn Glu Ala Ala Gly Glu Ala Val Leu
915 920 925

Gly Ala Lys Thr Lys Ala Thr Ser Leu Val Asp Ala Val Asn Ser Asp
930 935 940

Ala Ala Lys Pro Ser Gln Pro Gly Glu Gly Leu Lys Lys Pro Val Leu
945 950 955 960

Pro Ala Thr Pro Lys Pro Gln Ser Ala Lys Pro Ser Gly Thr Pro Ile
965 970 975

Ser Pro Ala Pro Val Pro Ser Thr Leu Pro Ser Ala Ser Ser Ala Leu
980 985 990

Ala Gly Asp GIn Pro Ser Ser Thr Ala Phe Ile Pro Leu Ile Ser Thr
995 1000 1005

Arg Val Ser Leu Arg Lys Thr Arg Gln Pro Pro Glu Arg lle Ala
1010 1015 1020
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Ser Gly Ala Ile Thr Lys Gly Val Val Leu Asp Ser Thr
1025 1030 1035

Leu Cys Leu Ala Ile Ser Arg Asn Ser Glu GIn Met Ala
1040 1045 1050

Ser Ala Val Leu Glu Ala Gly Lys Asn Leu Tyr Thr Phe
1055 1060 1065

Tyr
1070

Ser

Arg
1085

Ile
1100

Phe Ser
1115

GIn Arg
1130

210> 3

<211> 5388

<212> DNA

Lys Leu Leu Ser Ser
1120

<213> Homo sapiens

<400> 3
aaaatgttgg

tectecaget
cagggtctga
gaaaatgacc
ctaagcataa
tgtgaagcce
aacagtctgg
ctgctgagea
cagaggtcca

tctgatggea

agatctgect
gttatctgga
gtgaagecge
ccaacctttt
ctaaaggtga
aaaccaaaaa
agaaacactc
gegggatcaa
tctegetgag
agctctacgt

gaagetggte
agaagccctt
tcgttggaac
cgttgcactg
aaagctecgg
tggccaagge
ctggtaccat
tggcagettc
atacgaaggg

ctcctecgag

Val Asp Ser Ile GIn Gln Met Arg Asn
1075

Glu Ala Ile Asn Lys Leu Glu Asn Asn Leu
1090

Cys Pro Ala Thr Ala Gly Ser Gly Pro Ala A

1105 1

Val Lys Glu Ile

ggctgcaaat
cagcggecag
tccaaggaaa
tatgattttg
gtcttagget
tgggteccaa
ggegectgtgt
ttgegtgcete
agggtgtacc

agccgettca

Page 9

1080

Arg Glu
1095

a Thr
1

I
110

Ser Asp
1125

ccaagaaggg
tagcatctga
accttctege
tggccagteg
ataatcacaa
gcaactacat
cccgecaatge
agagtgagag
attacaggat

acaccctgge

Glu Ala

Ser His

Cys Val

Lys Phe Ala Phe

Leu Gin

GIn Asp

Ile Val

getgtecteg
ctttgagect
tggacccagt
agataacact
tggggaateg
cacgccagtc
cgctgagtat
cagtcctgge
caacactget

cgagttgegtt

60
120
180
240
300
360
420
480
940
600



catcatcatt
cgcaacaagc
acggacatca
gtgtggaaga
gtggaagagt
cagctccttg
tacgggaacc
ctgctgtaca
atccacagag
getgattttg
aagttcccca
tccgacgtet
tacccgggaa
cgcccagaag
ccctectgace
tccagtatet
agtaccttge
gagcacagag
gatcctetgg
Cccggaggecey
ttcagecgect
tecttecgeg
gacatcagca
ccaaagecca
ggcttecggt
accggegagys
tcotgegtte
ttgcagtcca
ccggetetge

caacggtggc
ccactgtcta
ccatgaagca
aatacagcct
tcttgaaaga
gggteotgeac
tcctggacta
tggccactca
atcttgetge
gecctgageag
tcaaatggac
gggeattigg
ttgacctgte
gctgeccaga
ggcectectt
cagacgaagt
tgcaggecce
acaccactga
accatgagcc
gcctgaatga
tgatcaagaa
agatggacgg
acggggeact
gcaatggggc
ctccecacct
aggagggces
cccatgggge
cgggaagaca

ctcggaagag

cgacgggete
tggtgtgtec
caagetgggce
gacggtggee
agctgcagte
CCEELALCCe
cctgagggag
gatctcgtca
ccgaaactgce
gttgatgaca
tgcacccgag
agtattgett
ccaggtgtat
gaaggtctat
tgctgaaatce
ggaaaaggag
agagctgccc
cgtgectgag
tgeegtgtet
agatgagegc
gaagaagaag
ccagccggag
ggcttteace
tggggtooce
gtggaagaag
tggcagetce
caaggacacg
gtttgactog

ggcaggegag

atcaccacgc
cccaactacg
gggggccagt
gtgaagacct
atgaaagaga
ccgttctata
tgcaaccggce
gccatggagt
ctggtagegs
ggggacacct
agocctggect
tgggaaattg
gagctgctag
gaactcatgc
caccaagcct
ctggggaaac
accaagacga
atgcctcact
ccattgetce
cttctecceoa
acagccccaa
cgcagageesg
cccttggaca
aatggagccce
tccagcacge
agcaagcget
gagtggaget
tccacatttg
aacaggtctg
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tccattatce
acaagtggga
acggggaggt
tgaaggagga
tcaaacacce
tcatcattga
aggaggtgaa
acctggagaa
agaaccactt
acacagccea
acaacaagtt
ctacctatgg
agaaggacta
gagcatgttg
ttgaaacaat
aaggegtecog
ggacctccag
ccaagggeca
ctcgaaaaga
aagacaaaaa
ccccteccaa
ccggcgagea
cagctgaccc
tcogggagte
tgaccagcag
teetgegete
cagtcacgcet
gagggeacaa

accaggtgac

agccccaaag
gatggaacgce
gtacgaggge
caccatggag
taacctggtg
gttcatgace
cgeegtggte
gaaaaacttc
getgaaggta
tgctggagee
ctccatcaag
catgtcccct
ccgeatggag
geagtggaat
gttccaggaa
tggggotsete
gagagctgcea
ggeagagage
gegaggtece
gaccaacttg
acgcagecage
agagggecga
agccaagtce
cggggectca
ccgectagee
ttgetecgee
geectegggac
aagtgagaag

ccgaggcaca

660

120

780

840

900

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340



gtaacgectc
gacatcatgg
cggcaggtca
agtgccttag
ggtgcaccag
cactcctetg
cCgoocecac
Caggagecee
gctgtgaaca
ctceceggeca
ccecgttecct
accgeccttca
gagoggatog
tgectegeca
ggcaaaaace
aagtttgect
tgececggega
teggtgaagg
geccogtogga
agggactagt
tgtggagtcc
ceccgeteegt
ggcatgccag
caggtgggaa
cccccggetg
tgtgtcagge
caagaaccge
ctgctgetge

ttgggtggaa

cccccagget
agtccagcce
ccgtggecce
ggacccctge
gggegeoacecag
agtcgccagg
cagcagccte
Ccgegeagec
gtgacgetge
ctccaaagcco
ccacgttgec
tcccteteat
ccagegegege
tctctaggaa
tctacacgtt
tccgagagge
cagcaggcag
aaatcagtga
getgoctgea
gagtcagcac
agctctacta
ctctgtecte
gacccgecag
cggetgatgt
ggectectte
cctetgectg
atttcgggaa
ccggegtgge

aacagggtgc

ggtgaaaaag
gggotcocage
tgecotoggge
tgcagectgag
Caaggeceee
gagggacaag
tgcagggaag
agtcctgggce
caageccage
acagtccgcec
atcagcatcc
atcaacccga
catcaccaag
ctccgagceag
ctgcgtgage
catcaacaaa
tggtccageg
catagtgcag
gcacatgogg
cttggeccag
cctacgtttg
gaattttatc
ccccgetece
ggactgtett
ttccacttct
cactcectgg
gggcatgeac
gtgcactegce

taaagccaac

aatgaggaag
ccgeccaace
ctcccccaca
ccagtgacce
geccgaggagt
gggaaattgt
getggaggaa
gcaaagacaa
cagecgggag
aagccgtegg
tcggeocteg
gtgtctette
ggcgtggtoo
atggccagec
tatgtggatt
ctggagaata
gccactcagg
aggtagcage
getegeccat
gagctetgeg
caccgectge
tgtggagttc
acctagtgcc
ttteattttt
ccaagaatgg
ccttgecegt
ggegcatgeac
catttcctea

cagecttteg
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ctgetgatga
tgactccaaa
aggaagaagce
ccaccagcaa
ccagagtgag
ccaggctcaa
agccctcgea
aagccacgag
agggcctcaa
ggaccccoat
caggggacca
ggaaaaccog
tggacagcac
acagcgcagt
ccatccagcea
atctccggga
acttcagcaa
agtcaggget
acccgtgaca
ccaggeagag
cctecogeac
ctgctecgte
ccagactgag
ttctetetgg
aagcctgaac
cgtgtgctga
acggetggte
cgtgcaggac
gtoctgggca

ggtcttcaaa
acccctecegg
tggaaaggec
agcaggctca
gaggcacaag
acctgecceg
gagcccgage
tctggttgat
aaagccegtg
cageecagec
geegtettee
ccagccteca
cgaggegeteg
getggaggee
aatgaggaac
gettcagate
gctecteagt
caggtgtcag
gtggctgaca
ctgagggcce
cttectecte
gactgcagtc
ctctccagge
agcccctect
tgaggecttg
agacatgttt
actctgecct
agctcttgat

ggtgggaget

2400
2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3360
3420
3480
3540
3600
3660
3720
3780
3840
3900
3960
4020
4080



gaaaaggatc
cttgctetet
caggtcactg
gecagtggeta
ctgcaaggge
ccctecccca
acagccttca
ctgagagaga
cagtectggt
gacatagcct
ccctgaaage
aggecggage
ttgacagage
gggagaagee
tagctttacg
ggategtttt
gcocggagegea
ggtccceoga
ccactatatt
gogtgtgeat
ctoggeggtec
atctgtcote
210> 4
G125 PRI
<213> Homo
<400> 4

gaggcatggg
tgtgacgtgce
tcactgecga
gtggggtgaa
ccagagtgaa
ctoctctaag
cttttctgag
atagagctge
cctggetgea
catgttetgt
ctcacgtatt
ccagatacgg
agctaactcc
accttcccac
ctcatcacct
atgeggttet
ggcactagtc
ctgectgtet
ttacacgtat
agcgtectge
agtgcatttt
tgtagtattt

sapiens

gcatgtectt
actgtgaatc
catccctece
cagctggtge
ccgtccttte
acaaagtaga
ttcttgaage
cactgggcac
ctcttgaact
gegggteate
tcacagagca
gggctgtgac
gagagcagtg
cccttcatac
aaacttgtac
tacagcacat
accgacagcg
ccatgaggta
ctettggtat
cctgececct
gtttctgtat

tttaaataaa

tccatotgte
ctggcaagaa
ccagcagaat
caaatagccc
acacatctgg
ttcttacaag
atttcaaagc
ctgcgeacag
gggogaatgt
agggagggtt
cgectgecat
totgegoage
ggcaggtgge
cgectegtge
tttattttte
cacctctttg
gecttgaaga
ctggtecott
gcatctttta
cgggggcotyg
atgattctet
tcagtgttta

?et Leu Glu Ile gys Leu Lys Leu Val Gly Cys

10

cacatcccca
agcttgagte
ggaggcagee
cagactgggc
gtgccctgaa
gecotttoct
cctgectetg
gtgggaggaa
cttatttaat
aggaaaacca
cttctccceg
gaccoggggt
cgeccctgag
cagcagectce
tgatagaaat
cCCCCgaces
cagagcaaag
cottttgtta
tagacgctcet
tggtggetee
gtggtttttt

cattagaa

gagcccaget
tcaagggteg
gacaagggag
ccaggcaggt
agggeccttc
ttggaacaag
tgtageegece
agggeetgge
taccgtgagt
caaacggage
aggetgecce
ctectggacce
gctteacgee
gcacaggecce
ggtttectet
ctgtgacgea
cgeccaceea
acgtgatgtsg
tttctaagteg
ccotetgett

ttgaatccaa

Lys Ser Lys %%s Gly

Leu Ser Ser Ser Ser Ser Cys Tyr Leu Glu Glu Ala Leu Gin Arg Pro
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4140
4200
4260
4320
4380
4440
4500
4560
4620
4680
4740
4800
4860
4920
4980
5040
5100
5160
9220
5280
5340
5388



20 25

Val Ala Ser Asp Phe Glu Pro GlIn Gly Leu Ser
35 40

Asn Ser Lys Glu Asn Leu Leu Ala Gly Pro Ser
50 b5

Leu Phe Val Ala Leu Tyr Asp Phe Val Ala Ser
65 70 75

Ser Ile Thr Lys Gly Glu Lys Leu Arg Val Leu
85 90

Gly Glu Trp Cys Glu Ala GIn Thr Lys Asn Gly
100 105

Ser Asn Tyr Ile Thr Pro Val Asn Ser Leu Glu
115 120

His Gly Pro Val Ser Arg Asn Ala Ala Glu Tyr
130 135

Ile Ash Gly Ser Phe Leu Val Arg Glu Ser Glu

145 150 155

Arg Ser Ile Ser Leu Arg Tyr Glu Gly Arg Val
165 170

Asn Thr Ala Ser Asp Gly Lys Leu Tyr Val Ser
180 185

Asn Thr Leu Ala Glu Leu Val His His His Ser
195 200

Leu Ile Thr Thr Leu His Tyr Pro Ala Pro Lys
210 215

Val Tyr Gly Val Ser Pro Asn Tyr Asp Lys Trp
225 230 235

Asp Ile Thr Met Lys His Lys Leu Gly Gly Gly
245 250

Page 13

Glu Ala
45

Glu Asn

60

Gly Asp

Gly Tyr

Gin Gly

Lys

— -

Leu Leu
140

Ser Ser

Tyr His

Ser Glu

Thr Val
205

Arg Asn
220

Glu Met

Gln Tyr

30

Ala Arg Trp
Asp Pro Asn
Asn Thr Leu

80

Asn His Asn
95

Trp Val Pro
110

Ser Trp Tyr
Ser Ser Gly

Pro Gly GIn
160

Tyr Arg lle
175

Ser Arg Phe
190

Ala Asp Gly
Lys Pro Thr

Glu Arg Thr
240

Gly Glu Val
255



Tyr Glu Gly Val Trp Lys
260

Leu Lys Glu Asp Thr Met
275

Val Met Lys Glu Ile Lys
290

Cys Thr Arg Glu Pro Pro
305 310

Gly Asn Leu Leu Asp Tyr
325

Ala Val Val Leu Leu Tyr
340
Tyr Leu Glu Lys Lys Asn
355

Cys Leu Val Gly Glu Asn
370

Ser Arg Leu Met Thr Gly
385 390

Phe Pro Ile Lys Trp Thr
405

Ser Ile Lys Ser Asp Val
420

Ala Thr Tyr Gly Met Ser
435

Tyr Glu Leu Leu Glu Lys
450

Pro Glu Lys Val Tyr Glu
465 470

Lys Tyr Ser Leu

265

Glu Val Glu
280

Glu

His Pro Asn Leu

295

Phe Tyr Ile Ile

Cys
330

Leu Arg Glu

Met Ala Thr
345

Gln

Phe Ile His
360

Arg

His Leu Val
375

Lys

Asp Thr Tyr Thr

Ala Pro Glu Ser

410

Trp Ala Phe
425

Gly

Pro Tyr Pro Gly
440

Asp Tyr Arg Met
455

Leu Met Arg Ala

Thr Val Ala Val Lys Thr
270

Phe Leu Lys Glu Ala Ala

285

Val GIn Leu

300

Leu Gly Val

Glu Phe Met Thr Tyr

320

Ca) »=—t
— —
1

Glu Val Asn
335

Asn Arg GlIn

Ala Met Glu
350

Ile Ser Ser

Leu Ala
365

Asp Ala Arg Asn

Val Ala Asp Phe Gly Leu

380

Ala His Ala Gly Ala Lys
395 400

Ala Tyr Asn Lys Phe

415

Leu

Val Leu Leu Trp Glu Ile

430

Ile Asp Leu Ser GIn Val

445

Glu Arg Pro Glu Gly Cys

460

Cys Trp GIn Trp Asn Pro
475 480

Ser Asp Arg Pro Ser Phe Ala Glu Ile His Gln Ala Phe Glu Thr Met

Page 14



485

Phe Gln Glu Ser Ser Ile Ser Asp
500

GIn Gly Val Arg Gly Ala Val Ser
515 520

Pro Thr Lys
530

Thr Arg Thr Ser Arg
535

Pro Glu Met Pro His
550

Thr Asp Val
545

Pro Leu Asp His Glu Pro Ala Val
565

Arg Gly Pro Pro Glu Gly Gly Leu
580

Lys Asp Lys Lys Thr Asn Leu Phe
595 600

Lys Thr Ala Pro Thr Pro Pro Lys
610 615

Asp Gly GIn
625

Pro Glu Arg Arg Gly
630

Ile Ser Asn Gly Ala Leu Ala Phe
645

Ala Lys Ser Pro Lys Pro Ser Asn

660

Ser Gly Gly Ser Gly
680

Leu Arg Glu
675

Thr Leu Thr Ser Ser
695

Lys Ser Ser
690

Gly Gly Gly Ser Ser Ser Lys Arg
705 710

Glu
505
Thr
Arg
Ser
Ser
Asn
585
Ser
Arg
Ala
Thr
Gly
665
Phe

Arg

Phe

490

Val Glu Lys

Leu Leu GIn

Ala Ala Glu
540

Gly GIn
555

Lys

Pro Leu Leu

570

Glu Asp Glu
Ala

Leu Ile

Ser Ser
620

Ser

Glu Glu
635

Gly

Pro
650

Leu Asp

Ala Gly Val

Arg Ser Pro

Leu Ala Thr
700

Leu Arg Ser
715
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495

Glu Leu Gly
510

Ala Pro Glu
525

His Arg Asp
Gly Glu Ser

Pro Arg Lys
575

Arg Leu Leu
590

Lys Lys Lys
605

Phe Arg Glu
Glu Gly Arg

Thr Ala Asp
655

Pro Asn Gly
670

His Leu Trp
685

Gly Glu Glu

Cys Ser Ala

Lys

Leu

Thr

Pro

Lys

Met

Asp

640

Pro

Ala

Lys

Glu

Ser
120



Cys Val Pro
Pro Arg Asp

Gly Gly His
755

Glu Asn Arg
770

Arg Leu Val
785

[le Met Glu
Pro Leu Arg

Lys Glu Glu
835

Glu Pro Val
850

Thr Ser Lys
865

Ser Ser Glu

Pro Ala Pro

Lys Pro Ser

915

Gly Ala Lys
930

Ala Ala Lys

His Gly Ala
725

Leu GIn Ser
740

Lys Ser Glu

Ser Asp GlIn

Lys Lys Asn
790

Ser Ser Pro
805

Arg GIn Val
820

Ala Gly Lys

Thr Pro Thr

Gly Pro Ala
870

Ser Pro Gly
885

Pro Pro Pro
900
GIn Ser Pro

Thr Lys Ala

Pro Ser GIn

Lys Asp Thr

Thr Gly Arg
745

Lys Pro Ala
760

Val
775

Thr Arg

Glu Glu Ala

Gly Ser Ser

Val Ala

825

Thr

Ser Ala

840

Gly

Ser Lys Ala

855

Glu Glu Ser

Arg Asp Lys

Ala
905

Pro Ala

Ser GIn Glu
920

Thr Ser
935

Leu

Pro Gly Glu

Glu Trp Arg Ser Val Thr
730 735

GIn Phe Asp Ser Ser Thr
750

Leu Pro Arg Lys Arg Ala
765
Gly Thr Val Thr Pro Pro
780
Ala Asp Glu Val Phe Lys
795

Thr Pro
815

Pro Pro Asn Leu
810
Pro Ala Ser Gly Leu Pro
830
Leu Gly Thr Pro Ala Ala
845
Gly Ser Gly Ala Pro Gly
860
Arg Val Arg Arg His Lys
875
Gly Lys Leu Ser Arg Leu
890 895
Ser Ala Gly Lys Ala Gly
910
Ala Ala Gly Glu Ala Val
925

Val Asp Ala Val Asn Ser
940

Gly Leu Lys Lys Pro Val
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Leu
Phe
Gly
Pro
Asp
800
Lys
His
Ala
Gly
His
880
Lys
Gly
Leu

Asp

Leu



945

Pro Ala Thr Pro b%g Pro GIn Ser Ala Lys Pro Ser Gly Thr Pro Ile
Ser Pro Ala ggg Val Pro Ser Thr Leu Pro Ser Ala Ser Ser Ala Leu

Ala Gly Asp GIn Pro Ser Ser Thr
995 1000

Arg

Ser

Leu

Ser

Ser

Arg

Ile

Phe

Gln

Val Ser Leu
1010

ly
025

950

Arg Lys Thr
1015

Ala Ile Thr Lys Gly Val Val Leu Asp Ser
1030

955 960

970 975

985 990

Ala Phe Ile Pro Leu
1005

Arg GIn Pro Pro Glu Arg Ile Ala
1020

Thr Glu Ala
1035

Cys Leu Ala lle Ser ?6%5 Asn Ser Glu GIn Met Ala Ser His

1040

Ala Val Leu
1055

Tyr Val Asp
1070

Glu Ala Ile
1085

Cys Pro Ala
1100

Ser Lys Leu
1115

<210> 5
211> 16
<212> DNA

<213>

Homo sapie

<400> 5
atgaactcag tgatga

Glu Ala Gly
1060

Ser Ile GlIn
1075

Asn Lys Leu
1090

Thr Ala Gly
1105

Leu Ser Ser
112

ns

1050

Lys Asn Leu Tyr Thr Phe Cys Val

1065

Gin Met Arg Asn Lys Phe Ala Phe
1080

Glu Asn Asn Leu Arg Glu Leu GIn
1095

Ser Gly Pro Ala ? ? Thr GIn Asp

I
110
Val Lys Glu Ile Ser Asp Ile Val
1125
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Ile Ser Thr

16



210> 6

211> 26

<212> DNA

<213> Homo sapiens

<400> 6
gageccccgt tcotatatcat cautge

Q210> 7

211> 19

<212> DNA

<213> Homo sapiens

<400> 7
cccctaccag gecagttteg

210> 8

Q211> 22

<212> DNA

<213> Homo sapiens

<400> 8
caggaggtga acgeogtggt g

210> 9

Q211> 2

<212> DNA

<213> Homo sapiens

400> 9
cgttggaact ccaaggaaaa ¢

210> 10

Q211> 26

<212> DNA

<213> Homo sapiens

400> 10
attccccatt gtgattatag cctaag

Q210> 1

Q211> 26

<212> DNA

<213> Homo sapiens

<400> 11
ctggacccag tgaaaatgac cccaac
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26

19

22

21

26

26



