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Anti-BTLA 1B4 VH
V segment: 2-05
D segment: 3-10
J segment: JH6b

@ I T L K E $ 6 P T L V K P T Q@ T L
1 CAG ATC ACC TTG AAG GAG TCT GGT CCT ACG CTG GTG AAA CCC ACA CAG ACC CTC

CDR1

T LT ¢ T F S G F S L N T I G V G V
55 ACG CTG ACC TGC ACC TTC TCT GGG TTC TCA CTC AAC ACT ATT GGA GTG GGT GTA

CDR1 CDR2

———— ey o vt Pt i

N W I R @& P P G K A L E W L A L I Y
109 AAC TGG ATC CGT CAG CCC CCA GGA AAG GCC CTG GAG TGG CTT GCA CTC ATT TAT

CDR2

W D D D K R Y S P S L K R R L T I S

163 TGG GAT GAT GAT AAG CGC TAC AGC CCA TCT CTG_AAG_AGG AGG_CTC ACC ATC.TCC . . .

K b T $ K N Q V V L T M T N M D P V
217 AAG GAC ACC TCC AAA AAC CAG GTG GTC CTC ACA ATG ACC AAC ATG GAC CCT QTG

CDR3

b T AT Y Y C A H S 6 I T E V R G V
271 GAC ACA GCC ACA TAT TAC TGT GCA CAC AGC GGG ATT ACT GAG GTT CGG GGA GTT

CDR3

I T H Y Y G M DV W G@ ¢ 6@ T TV TV
325 ATT ATA CAT TAC TAC GGT ATG GAC GTC TGG GGC CAA GGG ACC ACG GTC ACC GTC

S S
379 TCC TCA
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Anti-BTLA 1B4 VK

V segment: A27
J segment: JK5

E I v L T a s P G T 1L S L S P G E R
1 GAA ATT GTG TTG ACG CAG TCT CCA GGC ACC CTG TCT TTG TCT CCA GGG GAA AGA

CDR1

AT L. $ ¢C R A S Q@ S V S S S Y L A W
55 GCC ACC CTC TCC TGC AGG GCC AGT CAG AGT GTT AGC AGC AGC TAC TTA GCC TGG

COR2

Y ¢ ¢ K P G @ A P R L L I Y G A S S
109 TAC CAG CAG AAA CCT GGC CAG GCT CCC AGG CTC CTC ATC TAT GGT GCA TCC AGC

CDR2

B e L —

R AT G I P B R E S G S 6 S F T D F
163 AGG GCC ACT GGC ATC CCA GAC AGG TTC AGT GGC AGT_GGG TCT _GGG_ACA GAC TIC_. _

rpringrnr

T L T I § R L E P E D F A VYV Y Y C Q@
217 ACT CTC ACC ATC AGC AGA CTG GAG CCT GAA GAT TIT GCA GTG TAT TAC TGT CAG

CDR3

@ vy ¢ s § I T F 6 Q@ 6 T R L E I K
271 CAG TAT GGT AGC TCA ATC ACC TTC GGC CAA GGG ACA CGA CTG GAG ATT AAA

FIG.1B
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Anti-BTLA E4HS VH
V segment: 2-70
D segment: 3-10
J segment: JH6bL

Q v T L R E S @ P A L V K P T QTL
1 CAG GTC ACC TTG AGG GAG TCT GGT CCT GCG CTG GTG AAA CCC ACA CAG ACC CTC

CDR1

T L T ¢ T F S G F S L S T S G M C V
55 ACA CTG ACC TGC ACC TTC TCT GGG TTC TCA CTC AGC ACT AGT GGA ATG ‘TGT GTG

COR CDR2

e

———

S W I R Q P P G K A L E W L A L I D
109 AGC TGG ATC CGT CAG CCC CCA GGG AAG GCC CTG GAG TGG CTT GCA CTC ATT GAT

CDR2

W DDV K Y Y S S S L KTIKTLTTI:S
163 TGG GAT GAT GTT AAA TAC TAC AGC TCA TCT CTG AAG ACC AFG CTC ACC ATC TCC

K b 1T $ K NQ V VvV L T M T D M D P V
217 AAG GAC ACC TCC AAA AAC CAG GTG GTC CTT ACA ATG ACC GAC ATG GAC CCT GTG

CDR3

b T AT Y Y CAIRTITRFTMF R G V
271 GAC ACT GCC ACG TAT TAC TGT GCA CGG ATA CGG TTT ACT ATG TTT CGG GGA GTC

CDR3

Y Y Y Y Y G L DV W G Q@ 6 T T.v T V
325 TAC TAC TAT TAC TAC GGT TTG GAC GTC TGG GGC CAA GGG ACC ACG GTC ACC GTC
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Anti-BTLA E4HS VK
V segment: A27

J segment: JK3

E I v L T Q@ $ P 6 T L S L S P G E R
1 GAA ATT GTG TTG ACG CAG TCT CCA GGC ACC CTG TCT TTG TCT CCA GGG GAA AGA

CDR1

AT L S C R A S Q S V § S S Y L A M
55 GCC ACC CTC TCC TGC AGG GCC AGT CAG AGT GTT AGC AGC AGC TAC TTA GCC’ TGG

CDR2

Y ¢ ¢ K P G @ A P R L L I Y G A S S
109 TAC CAG CAG AAA CCT GGC CAG GCT CCC AGG CTC CTC ATC TAT GGT GCA TCC AGC

R AT I PDURTF S GS &S G TDF
1163 AGG GCC ACT GGC ATC CCA GAC AGG TTC AGT GGC AGT 6GG TCT GGG ACA GAC TTC

CDR3

Pt

: T L T I § R L E P E D F A V Y Y C Q
217 ACT CTC ACC ATC AGC AGA CTG GAG CCT GAA GAT TTT GCA GTG TAT TAC TGT CAG

CDR3

Q Yy 6 s s p P I T F G P G T K VvV D I
271 CAG TAT GGT AGC TCA CCT CCG ATC ACT TTC GGC CCT GGG ACC AAA GTG GAT ATC

K
325 AAA
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Anti-BTLA 3C2 VH
V segment: 4-59
D segment: 6-19
J segment: JH4b

Q v ¢ L @ E S GG P G L V K P S E T L
1 CAG .GTG CAG CTG CAG GAG TCG GGC CCA GGA CTG GTG AAG CCT TCG GAG ACC CTG

CDR1

s L T ¢ T I S GG 66 S I § N Y Y W N U
55 TCC CTC ACC TGC ACT ATC TCT GGT GGC TCC ATC AGT AAT TAC TAC TGG AAC TGG

CDR2

I R @ P P G K G L E W I G Y I Y Y S
109 ATC CGG CAG CCC CCA GGG AAG GGA CTG GAG TGG ATT GGG TAT ATC TAT TAC AGT

CDR2

T § T K Y NP S L K S R V T M S V E

163 ACG AGC ACC AAG TAC AAC CCC TCC_CTC_AAG AGT_CGA_GTC ACC ATG_TCA GTAGAG_ . .

T S K N OQ F S L K L § S VT A A DT
217 ACG TCC AAG AAC CAG TTC TCC CTG AAG CTG AGC TCT GTG ACC GCT GCG GAC ACG

CDR3

AAvVv Yy Yy ¢ ARYVY K VY S TG W F F D
271 GCC GTG TAT TAC TGT GCG AGA GTG AAA GTG TAT AGC ACT GGC TGG TTC TIT GAC

CDR3

——

Y W 6 Q 6 T L v T V S 5§
325 TAC TGG GGC CAG GGA ACC CTG GTC ACC GTC TCC TCA

FIG.3A
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Anti-BTLA 3C2 VK1

V segment: L18
J segment: JK4

A I Q L T Q@ S P S S L S A S V G D R
1 GCC ATC CAG TTG ACC CAG TCT CCA TCC TCC CTG TCT GCA TCT GTA GGA GAC AGA

CDR1

vV T I T CRASQGTI S S A LAWY
55 GTC ACC ATC ACT TGC CGG GCA AGT CAG GGC ATT AGC AGT GCT TTA GCC TGG TAT

CDR2

@ ¢ K P 6 K AP K L L I Y D A S S L
109 CAG CAG AAA CCA GGG AAA GCT CCT AAG CTC CTG ATC TAT GAT GCC TCC AGT TTG

CDR2

et Pt v

E S 6V P SRF S GS &S G T D F T
163 GAA AGT GGG GTC CCA TCA AGG TTC AGC GGC AGT GGA TCT GGG ACA GAT TIC ACT

CDBR3

L T I S § L Q P E B F A T Y Y C Q¢ Q
217 CTC ACC ATC AGC AGC CTG CAG CCT GAA GAT TTT GCA ACT TAT TAC TGT CAA CAG

CDR3

F N S Y P L T F 6 G 6 T K V E I K
271 TTT AAT AGT TAC CCT CTC ACT TTC GGC GGA GGG ACC AAG GTG GAG ATC AAA

FIG.3B
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Anti-BTLA 3C2 VK2
V segment: A27
J segment: JK2
E I v L T ¢ §$ p 6 T L S L S P G E R

1 GAA ATT GTG TTG ACG CAG TCT CCA GGC ACC CTG TCT TTG TCT CCA GGG GAA AGA

CDR1

AT L S CR A S Q¢ S V S S S Y L A W
55 GCC ACC CTC TCC TGC AGG GCC AGT CAG AGT GTT AGC AGC AGC TAC TTA GCC TGG

CDR2

Y ¢ ¢ K P G @ A P R L L I Y G A S S
109 TAC CAG CAG AAA CCT GGC CAG GCT CCC AGG CTC CTC ATC TAT GGT GCA TCC AGC

CDR2

e s st Pt Pt Pt g

R AT G I P D R F S 66 S§$ 6 S G T D F

163 AGG GCC ACT GGC ATC CCA GAC AGG TTC AGT _GGC AGT GGG.TCT GGG ACA GAC TTC_ . . . .

CDR3

Pons.

T L T I S R L E P E D F A V Y Y C Q
217 ACT CTC ACC ATC AGC AGA CTG GAG CCT GAA GAT TIT GCA GTG TAT TAC TGT CAG

CDR3

@ vy 6 $ S P Y T F G @ 6 T K L E I K
271 CAG TAT GGT AGC TCA CCG TAC ACT TTT GGC CAG GGG ACC AAG CTG GAG ATC AAA

FIG.3C
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Anti-BTLA 6A5 VH
V segment: 2-05
D segment: 3-10
J segment: JH6b

Q I T L K E S 6 P T L V K P T Q T L
1 CAG ATC ACC TTG AAG GAG TCT GGT CCT ACG CTG GTG AAA CCC ACA CAG ACC CTC

CDR1

T L T ¢CTF S G F S L ST S GV G V
55 ACG CTG ACC TGC ACC TTT TCT GGG TTC TCA CTC AGC ACT AGT GGA GTG GGT GTG

CDR1

i~

G W I R Q@ P P G K A L E W L A L I Y
109 GGC TGG ATC CGT CAG CCC CCA GGA AAG GCC CTG GAG TGG CTT GCA CTC ATT TAT

-CDR2

W b D D KR Y S P S L K S§$ R L

T I T
163 TGG GAT GAT GAT AAG CGC TAC AGT CCA TCT CTG AAG AGC AGG CTC ACC ATC ACC

K b T § K N Q V V L T M A N M D P V
217 AAG GAC ACC TCC AAA AAC CAG GTG GTC CTT ACA ATG GCC AAC ATG GAC CCT GTG

CDR3

p T A T Y Y € A H I R I T E V R G V
271 GAC ACA GCC ACA TAT TAC TGT GCA CAC ATC CGT ATT ACT GAG GTT CGG GGA GTT

CDR3

I I § Y Y G M D V WG QG T T V T V
325 ATT ATC TCC TAC TAC GGT ATG GAC GTC TGG GGC CAA GGG ACC ACG GTC ACC GTC

S S
379 TCC TCA

FIG.4A
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Anti-BTLA 6A5 VK

V segment: A27
J segment: JK5

E I v L T @ S P G T L S L S P G E R
1 GAA ATT GTG TTG ACG CAG TCT CCA GGC ACC CTG TCT TTG TCT CCA GGG GAA AGA

CDR1

AT L s C R A S Q S V S S T Y L A H
55 GCC ACC CTC TCC TGC AGG GCC AGT CAG AGT GTT AGC AGC ACC TAC TTA GCC TGG

CDR2

Y ¢ ¢ K P G @ A P R L L I Y G A S S
109 TAC CAG CAG AAA CCT GGC CAG GCT CCC AGG CTC CTC ATC TAT GGT GCA TCC AGC

R AT G I P DR F S G S G S G T D F

CDR3

P

T L T I §$ R L E P E D F A V Y Y C Q
217 ACT CTC ACC ATC AGC AGA CTG GAG CCT GAA GAT TTT GCA GTG TAT TAC TGT CAG

CDR3

Q Yy ¢ $ s p P I T F G Q@ G T R L E I
271 CAG TAT GGT AGC TCA CCT CCG ATC ACC TTC GGC CAA GGG ACA CGA CTG GAG ATT

K
325 AAA

FIG.4B
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Anti-BTLA 11E2 VH
V segment: 3-20
D segment: 3-10
J segment: JHéb

E v Q L V E S & 6 6 v I R P G G S L
1 GAG GTG CAA CTG GTG GAG TCT GGG GGA GGT GTG ATA CGG CCT GGG GGG TCC CTG

COR 1

R L §$ €C A A S G F T F D DY @ M S W
55 AGA CTC TCC TGT GCA GCC TCT GGA TTC ACC TTT GAT GAT TAT GGC ATG AGC TGG

CDR2

vV R @ A P G K 6 L E W V S 6 I N W N
109 GTC CGC CAA GCT CCA GGG AAG GGG CTG GAG TGG GTC TCT GGT ATT AAT TGG AAT

CDR 2

G G S T 6 Y A A S V K 66 R F T I S R
163 GGT GGT AGC ACA GGT TAT GCA GCC TCT_GTG.AAG.GGC_CGA.TTC_ACC.ATC TCC.AGA—-

b N A XK N S L Y L @ M N S L R A E D
217 GAC AAC GCC AAG AAC TCC CTG TAT CTA CAA ATG AAC AGT CTG AGA GCC GAG GAC

CDR3

S ALY Y CAURUDTYTYJYG PGS P N
271 TCG GCC TTG TAT TAC TGT GCG AGA GAT TAT TAC TAT GGT CCG GGG AGT CCT AAC

CDR3

Y F Y Y A M DV W &6 Q@ 6 T TV T V S
325 TAC TTC TAC TAC GCT ATG GAC GTC TGG GGC CAA GGG ACC ACG GTC ACC GTC TCC

S
379 TCA
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Anti-BTLA 11E2 VK

V segment: L15
J segment: JK1

p I ¢ M T @ S P S S L S A S V G D R
1 GAC ATC CAG ATG ACC CAG TCT CCA TCC TCA CTG TCT GCA TCT GTA GGA GAC AGA

CDR 1

v 7T I T € R A §$ Q 6 I § S W L A W ¥
55 GTC ACC ATC ACT TGT CGG GCG AGT CAG GGT ATT AGC AGC TGG TTA GCC TGG TAT

CDR 2

Q ¢ X P E K A P K S L I Y A A S S L
109 CAG CAG AAA CCA GAG AAA GCC CCT AAG TCC CTG ATC TAT GCT GCA TCC AaT TTa

CDR 2

s s et Pt e

Q s &6 v P S R F S G S @6 S G T D F T
163 CAA AGT GGG GTC CCA TCA AGG TTC AGC GGC AGT GGA TCT GGG ACA GAT TTC ACT

" CDR 3

S B et e

L 7T 1 S S L Q@ P E D F A T Y Y C ¢ Q
217 CTC ACC ATC AGC AGC CTG CAG CCT GAA GAT TIT GCA ACT TAT TAC TGC CAA CAG

CDR 3

Y NS Y P R T F @6 Q@ G T K V E I K
271 TAT AAT AGT TAC CCT CGG ACG TTC GGC CAA GGG ACC AAG GTG GAA ATC AAA

FIG.5B
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Anti-BTLA E8D9 VH
V segment: 2-05
D segment: 3-10
J segment: JHéb

@ I T L K E S 6 P T L V KP T QT L
1 CAG ATC ACC TTG AAG GAG TCT GGT CCT ACG CTG GTG AAA CCC ACA CAG ACC CTC

CDR1

T 1T €T F S G F S L S T S 6V 6V
55 ACG CTG ACC TGC ACC TTC TCT GGG TTC TCA CTC AGC ACT AGT GGA GTG GGT GTG

CDRL CDR2

G W I R Q P P G K A L E W L A L I Y
109 GGC TGG ATC CGT CAG CCC CCA GGA AAG GCC CTG GAG TGG CTT GCA CTC ATT TAT

CDR2

W D DD KR Y S P S L K S R L T IT

163 TGG GAT GAT GAT AAG CGC TAC AGC CCA TCT CTG AAG AGC AGG CTC ACC ATC ACC__ .

K b T § K N Q V V L T M T N M D P V
217 AAG GAC ACC TCC AAA AAC CAG GTG GTC CTT ACA ATG ACC AAC ATG GAC CCT GTG

CDR3

pb T AT Y Y CA H T S I T E V R G A
271 GAC ACA GCC ACA TAT TAC TGT GCA CAC ACC AGT ATT ACT GAG GTT CGG GGA GCT

CDR3
I I Y Y Y 6 M DV W 6 Q G T T Vv T ¥V
325 ATT ATC TAC TAC TAC GGT ATG GAC GTC TGG GGC CAA GGG ACC ACG GTC ACC GTC

S S
379 TCC TCA
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Anti-BTLA E8D9 VK

V segment: A27
J segment: JK4

E I v L T @ $ P G T L S L S P G E R
1 GAA ATT GTG TTG ACG CAG TCT CCA GGC ACC CTG TCT TTG TCT CCA GGG GAA AGA

CDR1

AT L S C R A S Q S V S S S Y L A W
55 GCC ACC CTC TCC TGC AGG GCC AGT CAG AGT GTT AGC AGC AGC TAC TTA GCC TGG

CDR2

Y @ ¢ K P G O A PR 1L L I Y G A S S
109 TAC CAG CAG AAA CCT GGC CAG GCT CCC AGG CTC CTC ATC TAT GGT GCA TCC AGC

CDR2

gt i e

R AT G I PDRTFSGSGS G TDF
163 AGG GCC ACT GGC ATC CCA GAC AGG TTC AGT GGC AGT GGG TCT GGG ACA GAG TTC

CDR3

e s

T L T I S R L E P E D F A V Y Y C @
217 ACT CTC ACC ATC AGC AGA CTG GAG CCT GAA GAT TTT GCA GTG TAT TAC TGT CAG

- CDR3
Q Y 6 H S L T F G & 6 T K V E I K
271 CAG TAT GGT CAC TCG CTC ACT TTC GGC GGA GGG ACC AAG GTG GAG ATC AAA

FIG.6B
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Anti-BTLA 1B4 VH

2-05 germline QITLKESGPTLVKPTQTL
B4 VH - - e e e e e e e e e e e e e

_CDORI1
2-05 germline TLTCTFSGFSLSTSGVGYV

B4 VH e e e e e e e e N-T----
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1B4 VH Nooomomoem e e e e e e e e

CDR?
2-05 germline WNDDKRYSPSLKSRLTIT
184 VH SD e e e R-=---8§

2-05 germline KDTSKNQVVLTMTNMDPYV
1BA VH o e e e e e e e e e e e e e

_ _Wwﬂm“jWB L
T 2-05 germiine  DTATYYCAHR
1IB4VH - - e e e e e . SGITEVRGYV
JHEb germline YYGMDVWGQGTTVTYV
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Anti-BTLA 6A5 VK
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Anti-BTLA E8D9 VH

2-05 germline
ESD9

2-05 germline
E8D9 VH

2-05 germline
E8DIVH

2-05 germline
ESD9 VH

2-05 germline
ESD9 VH

2705 germline

E8D9 VH

JH6 germline
E8D9 VH

JH6 germline
E8D9 VH

QITLKESGPTLVKPTAQTL

_CDRI
TLTCTFSGFSLSTSGVGYV

~ _CDR2
GWIRQPPGKALEWLALIY

CDR2
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KDTSKNQVVLTMTNMDPV
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Anti-BTLA 10H6 VH
V segment: 3-33
D segment: 3-10
J segment: JH6b

¢ v Qq L VvV E S 6 6 GGV VvV @ P GG R S L
1 CAG GTG CAG CTG GTG GAG TCT GGG GGA GGC GTG GTC CAG CCT GGG AGG TCC CTG

CDR1

R L §$ ¢C A A S G F T F S S Y D M H ¥
55 AGA CTC TCC TGT GCA GCG TCT GGA TTC ACC TTC AGT AGC TAT GAC ATG CAC TGG

CDR2

vV R @ A P G K G L E W V A A I W N D
109 GTC CGC CAG GCT CCA GGC AAG GGG CTG GAG TGG GTG GCA GCT ATA TGG AAT GAT

CDR2

G S N K Y Y A D S V KGR F T I S R

163 GGA AGT AAT AAA TAC TAT GCA GAC TCC GTG AAG GEC_CEA TTC ACC ATC TCC AGA_.. .. .

D N S K N T L Y L @ M NS L R A E D
217 GAC AAT TCC AAG AAC ACG CTG TAT CTG CAA ATG AAC AGC CTG AGA GCC GAG GAC

CDR3

T A Y Y Y C A RDRTITMV R G V I
271 ACG GCT GTG TAT TAC TGT GCG AGA GAC CGT ATT ACT ATG GTT CGG GGA GTT ATT

CDR3

T @ Y Y G M D V W G Q G TTV TV S
325 ACC CAA TAC TAC GGT ATG GAC GTC TGG GGC CAA GGG ACC ACG GTC ACC GTC TCC

S
379 TCA

FIG.21A
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Anti-BTLA 10H6 VH
V segment: 04
J segment: JK2
b I @ L T @ §$ P s§$ S L S A S Vv G D R
1 GAC ATC CAG TTG ACC CAG TCT CCA TCC TCC CTG TCT GCA TCT GTA GGA GAC AGA

- CDR1

v 7T I T C R V §$ @ 6 I S S Y L N W Y
55 GTC ACC ATC ACT TGC CGG GTG AGT CAG GGC ATT AGC AGT TAT TTA AAT TGG TAT

CDR2

R ¢ K P G K Vv P K L L I Y S A S N L
109 CGG CAG AAA CCA GGG AAA GTT CCT AAG CTC CTG ATC TAT AGT GCA TCC AAT TIG

CDR2

P s d

Q S 6 v P S R F S 66 S G S 66 T D F T

163 CAA TCT GGA GTC CCA TCT C&G TTC AGT GGC AGT GGA TCT GGG ACA GAT TTCACT

CDR3

L T I § §S L @ P E D V A T Y Y G Q@ R
217 CTC ACT ATC AGC AGC CTG CAG CCT GAA GAT GTT GCA ACT TAT TAC GGT CAA CGG

CDR3

T Y N A P Y T F 66 Q 6 T K L E I K
271 ACT TAC AAT GCC CCG TAC ACT TIT GGC CAG GGG ACC AAG CTG GAG ATC AAA

FIG.21B
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Anti-BTLA 10H6a VK
V segment: A27
J segment: JK5
E I v L T @ § P 6 T L S L S P G E R

1 GAA ATT GTG TTG ACG CAG TCT CCA GGC ACC CTG TCT TTG TCT CCA GGG GAA AGA

CDR1

AT L S C R A S Q S V S S I Y L A W
55 GCC ACC CTC TCC TGC AGG GCC AGT CAG'AGT GTT AGC AGC ATC TAC TTA GCC TGG

CDR2

Y ¢ @ K P G Q AP R L L I Y G A S S
109 TAC CAG CAG AAA CCT GGC CAG GCT CCC AGG CTC CTC ATC TAT GGT GCA TCC AGC

CDR2

B e

R AT & I PDRTF S GSGS G TUTF
163 AGG 6CC ACT GGC ATC CCA GAC AGG TTC AGT GGC_AGT_GGG.TCT.GGG-ACA-GAC-TTC. — -

CDR3

e

T L T I S R L E P E D F A ¥V Y Y C Q@
217 ACT CTC ACC ATC AGC AGA CTG GAG CCT GAA GAT TTT GCA GTG TAT TAC TGT CAG

CDR3

Q vy 6 s s p P I T F G Q G T R L E I
271 CAG TAT GGT AGC TCA CCT CCG ATC ACC TTC GGC CAA GGG ACA CGA CTG GAG ATT

K
325 AAA

FIG.21C
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Anti-BTLA 10Hea VK

A27 germline
10H6 VK2

A27 germline
10H6 VK2

A27 germline
10H6 VK2

AZ27 germline
10H6 VK2

A27 germline
10H6 VK2

JK5 germline
10H6 VK2

A27 germline

EIVLTQSPGTLSLSPGERA

_CORI
TLSCRASQSVSSSYLAWYQ

_CDR?
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Anti-BTLA 4C9 VH
V segment: 2-05
D segment: 3-10
J segment: JH6b

Q I T L K E s 66 P T L V K P T Q@ T L
1 CAG ATC ACC TTG AAG GAG TCT GGT CCT ACG CTG GTG AAG CCC ACA CAG ACC CTC

CDR1

T LT ¢CT1TF S G F S L S T S 6 V GV
55 ACG CTG ACC TGC ACC TTC TCT GGG TTC TCA CTC AGC ACT AGT GGA GTG GGT GIG

COR1 _‘ COR2

s e P ey b gt e g

AW I R Q P P G K A L E W L A L I Y
109 GCC TGG ATC CGT CAG CCC CCA GGA AAG GCC CTG GAG TGG CTT GCA CTC ATT TAT

CDR2

W D DD K R Y S P S L K S R L T I T

163 TGG GAT GAT GAT AAG CGC TAC AGC CCA TCT CTG AAG AGC AGG_CTC ACC.ATC.ACC— ...

K b T §$ K N Q VvV Vv L T M S N M D P V
217 AAG GAC ACC TCC AAA AAC CAG GTG GTC CTT ACA ATG AGC AAC ATG GAC CCT @16

CDR3

b T A T Y Y €C A H T R I A E V R G V
271 GAC ACA GCC ACA TAT TAC TGT GCG CAC ACC CGC ATT GCT GAG GTT CGG GGA GTT

CDR3

r vy Yy vy Yy 6 I DV W GG Q&6 T T V T V
325 ATA TAC TAC TAC TAC GGT ATA GAC GTC TGG GGC CAA GGG ACC ACG GTC ACC GTC

S S
379 TCC TCA

FIG.25A
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Anti-BTLA 4C9 VK
V segment: A27
D segment: JK1
E I v L T ¢ §s P 6 T L S L S P G E R

1 GAA ATT GTG TTG ACG CAG TCT CCA GGC ACC CTG TCT TTG TCT CCA GGG GAA AGA

CDR1

AT L S CRAS QS VS ST Y L V W
55 GCC ACC CTC TCC TGC AGG GCC AGT CAG AGT GTT AGC AGC ACC TAC TTA GTC TGG

CDR2

Y ¢ @ K P 6 @ A P R L L I Y G A S S
109 TAC CAG CAG AAA CCT GGC CAG GCT CCC AGG CTC CTC ATC TAT GGT GCA TCC AGC

CDR2

.

R AT G I P DR F S G S G S G T D F

163 AGG GCC ACT GGC ATC CCA GAC AGG TTC AGT 6GC AGT.GGG.TCT GGG ACA.GAC-TTC — - - -

CDR3

g

T L T I §S R L E P E D F A V Y Y C Q
217 ACT CTC ACC ATC AGC AGA CTG GAG CCT GAA GAT TTT GCA GTG TAT TAC TGT CAG

CDR3

Q Y 6 S S W T F G Q 6 T K VvV E I K
271 CAG TAT GGT AGC TCG TGG ACG TTC GGC CAA GGG ACC AAG GTG GAA ATC AAMA

FIG.25B
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TITRATION OF ANTI-BTLA MABS
ON BTLA-CHO CELLS

70000+ e 1o8A
60000 —— 11-E4H9
—— 11-E8D9
50000 —— 19-3C2
_ —e— 19-1B4
% 40000+ —a—19-11E2
—a— 11-4C9
300001 —v— 19-10H6
20000 —o— IgG1
—o— [gG4
10000 ——NO MAB
OJ
-2

g6 (LOG nM)

| 11-6A5 11-E4H9 11-E8D9 19.3C2 19-1B4 19-11E2 11-4C9 19-10H6
EC5012.002 1549 03733 1776 1.340 3.250 1561 1.891

FIG.28A
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IC50(nM)
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