<1i0>

wright, Matthew
Porter, Andy

<120>
<130

<140
<141>

<150>
<151>

<150>
<151>

<160>
<170>
<210 1

<211l> 35&
<212> DNA
<213> Homo

<400> 1

27

03-29

G3-29

07-22

sapiens

ccatggecga agtgcagctg

tgagactctc ctgtgcagece

gccagoctcc agggaagogg
cagggtacoc agactecgtg

cgctgtatct gcaaatgaac

aaactacggc gaagtrigac

<210 2
<21l> 118
<212> PRT
<213> Homo
<400> 2

Met Ala Glu
1
Gly Gly Ser
Ser Tyr Ala
35
Trp val Ser
50

Ser val Lys
65

sapiens

val Gln
3

Leu Arg

20

Met Ser

Thr 1le

Gly Arg

Le

Le

Tr

Al

Ph
70

62875851. txt

SEQUENCE LISTING

PatentIn version 3.1

tiggagtcty ggggagoctt

tctggattca cctttapcag
ctyggagtggg tctcaactat
aagggeceggt

agcctgagag

t¢accatcte
ccgaggacac

tactggggce agggaacccot

u Leu Glu ser Gly Gly
10

u Ser Cys Ala Ala ser

25

Arg Gln Ala Pro
40

p val

a Ala
55

Ser Gly Pro Ser

e Thr 1 Ser Arg Asp
75

Page 1

Specific Binding Members Against Synaptophysin
SMK/6287585

PCT/GB2005/001190
2005~

GB 0407059.5
2004~

GB 0416402.6
2004~

ggtacagcct
ctatgcecatg
tgctgegteg
cagagacaat
ggccgtatat
ggtcaccgtc

Gly Leu
Gly Phe
30

Gly Lys
45

Thr Gly
60

AsSn Ser

val Gin

Thr pPhe

Gly Leu

Tyr Ala

Lys Asn

The University Court of the University of Aberdeen

ggggggtccc
agctgggtec
ggtccttceta
tCccaagaaca
tactgtgcga

tcgage

Pro

15

Ser

Glu

ASD

Thr
80

60
120
180
240
300
356



62875851 . txt

Leu Tyr Leu GIn Met Asn Ser Leu Arg Ala Glu Asp Thr Ala val TYr
85 90 95

Tyr Cys Ala Lys Thr Thr Ala Lys Phe Asp Tyr Trp Gly Gln Gly Thr
100 105 110

teu val Thr val ser Ser

i1s

<Z210> 3

<211> 339
<Z212> DNA
<213>

<43{> 3
acggacatcc

accatcactt
ccagggaaag
tcaaggttca
cctgaagatt

caagggacca

Homo sapiens

agatgaccca
gccgggcaag
ccectaaget
atggcagrtgg
ttgcaactta

aggtggaaat

gtctecatoe tocctgtetg

tcagagcatt agcagctatt

cctgatctat totgeatcce

atctgggaca gatttcacte

cractgtcaa cagctgcaga

Caaacyggygcg gecgetoca

<210> 4

<21il> 113

<Z212> PET

<213> Homo sapiens

<400> 4
Thr

Thr Asp Ile Gin Met
1

“val
20

Gly Asp Arg Thr Ile

Asn
35

Tyr Leu Trp Tyr

Ile Tyr ser ala Ser

506

APg

Thr
70

Gly
65

Ser Gly Ser gly

Ala Thr

85

Pro Glu Asp Phe

Thr Thr phe Gin Gly

G%q

Gin

Thr

Gin

Leu

55

ASp

Tyr

Thr

Ser

Cys

Tyr

Lys

Pro

Arg

25

Pro

Ser

Thr

Cys

val
105

Ser ser
10

Ala Ser

Gly Lys
val

Gly

Thr
75

Leu

Gin
90

Glin

Glu Ile

Fage 2

catctygtagg agacagagtc
tazattggta tcagcagaaa
gattgcaaag tggggtccca
tcaccatcag cagtctgcaa

ggaagcctac gacgtteggc

Sar val
15

Leu Ser Ala

GIn ser 1le

30

Ser Ser

Ala Pro Leu Ley

45

Lys

pro Phe Asn

60

Ser Arg

Ley GIn
80

Ile Ser Ser

Leu Gin Arg sys Pro
a5

LYs Arg Ala Ala

60
120
180
240
300
339



artificial sequence

62875851, txt

C1-3 Tinker encoding nucleotide seguence

ggrogaggcg grtcaggegy aggtggeage ggeggtggcg ggteg

<23i0> 5
<211l> 45
<212> DNA
<213>
<220>
<223>
<400> 5
<210> 6
<211> 15
<212> PRT
<213

<220>
<223>

<4080 &

%Ty Gly Gly Gly ?er Gly Gly Gly Gly igr-61y Gly Giy Gly ser

<Z210>
<211>
<212
<213>

<220>
<2Z3>

<400> 7
ccatggcecga

7
758
DINA

tgagactcte
gecaggerec
cagggtacge
cgcrgtatct
aaactacggc
gagocggtc
agtctccatce
gtcagagcat
tcctgatcta
gatctgggac
actactgtca
tCaaacggge
<210> 8

<Z11l> 252
<212> PRT

Artificial seguence

artificial sequence

€1-3 Tinker amino acid sequence

Ci-3 encoding nucieotide seguence

agrgcagcty ttggagtcty goggaggert

ctgtgcagce
agogaageag
agactccgtg
gcaaatgaac
gaagttigac
aggcdagagat
ctcoctgtet
tagcagetat
ttctgeatce
agatttcact
acagctgcag

ggcegetgea

tctggattca
ctggagtgag
aagogccgyt
agcctgagag
tactggggcec
ggcageggeg
gcatctgtag
ttaaattggt
cgattgcaaa
ctcaccatca
aggaagccta

ccatctgict

ccrttageag
tetcaactat
tcaccaterc
ccgaggacac
agggaaccct
gtggegagtc
gagacagagt
atcagcagaa
gtggggtccc
gcagtctgca
cgacgttcgg

tCatcrtt

Page 3

ggtacagcct
ctatgccatg
tgetgegtog
cagagacaat
ggccgtatat
ggtcaccgte
gacggacatc
caccatcact
accagggaaa
atcaaggrtc
acctgaagat

ccaagggace

i5

ggggggtecc
agcrgggtce
ggrecttcta
tccaagaaca
tactgtgrga
tcgageggte
cagatgacec

tgccoggcaa

geeoctaage

aatggcagtg
tttgcaactt

aaggtggaaa

45

60
120
180
240
300
360
420
480
540
600
660
720
758



Fans

<213>
<220>

"<223>

<400>

Artificial seguence

Ci-3 amino acid seguence

8

?et Ala Glu

Gly

Ser

Trp

Sgr

65

Leu

Tyr

Leu

Gly

Leu

145

Gln

Ala

Pro

Ile

Leu

225

Lys

Gly

TYr

val

50

va'l

Tyr

Cys

val

Gly

Ser

Ser

Pro

Ser

Sefp

210

Gln

Arg

ser
Ala
35

Ser
Lys
Leu
Ala
Thr
115
Gly
Ala
Ile
Lys
Arg
Ser

Arg

Gly

val
Leu
20

mMet
The
Gly
Gin
Lys
100
val
Gly
ser
Ser
Leu
180
Phe
Ley

LYS

Ala

Gin
5
Arg
ser
Ila
Arg
MeT
835
Thr
Ser
Ser
val
ser
165
Leu
ASH
Gin

Pro

Ala

Leu

Leu

Trp

Ala

Phe

70

Asn

Thr

Ser

Thr £

Tyr
Ile
Gly
Pro
Thr

230

Ala

Leu

Ser

val

Ala

55

Thr

Ser

Ala

Gly

/ ASp

Leu

TYr

Ser

Glu

215

Thr

Pro

Glu

Cys

Arg

40

Ser

Tle

Leu

Lys

Gly

I'le

Arg

Asn

Ser

Gly

200

ASp

Phe

ser

62875851 . txt

Ser
Ala
25

Gin

Gly

sSer

AFg

Phe

105

Gly

Gin

val

Trp

Ala

185

Ser

Phe

Gly

Gly Gly

10

Ala ser

ala Pro

Pro ser

Arg Asp
75

Ala Glu
80

ASp Tyr
Gly Ser
Metr Thr
Thr Ile
Tyr Gin
1

Ser Arg
Gly Thr

Ala Thr

Gin Gly
235

Gly

Gly

Gly

The -

60

ASH

Asp

Trp

Gly

Gln

140

Thr

Glin

Leu

Asp

Tyr

220

Thr

vatl Phe Ile Phe

Page 4

Ley

Phe

Ser

Thr

Gly

Cys

Lys

Gin

Phe

205

Tyr

Lys

val

Thr

30

Giy

Tyr

Lys

Ala

Gin

116

Gly

Fro

Arg

Pro

Ser

190

Thr

Cys

val

Gin
15

Phe
Ley
Ala
Asn
val
95

Gly
Gly
Ser
Ala
Gly
Gly
Leu

Gin

Glu

Pro

Ser

Glu

ASp

Thr

80

Tyr

Thr

ser

Sar

Ser

160

Lys

val

Thr

Gin

ite
240



<210>
<Z211>
<212>
<Z213>

<400>

9

15
PRT
HOmo

S

Tyr Pro phe
1

<210
<213
<212>
<213>

<7220
<22i>
<222>

<400>

10
15
DNA
Homo

cos
(1.

10

age tat gcc
Ser Tyr Ala
1

<210>
<Z11>
<212>
<213>

<220
<Z221>
<222>

<400>

1
51
DNA
Homo

s
@.

11

act att gct
Thr Ile Ala

1
oty

<2310
<Z211>
<212>
<213>

<220
<221>
<227Z2>

<400

12
21
DNA,
Homo

£ps
(..

12

act acg gcg
Thr Thr Ala

1

<210>
<211>
<Z212>
<213>

<220>

i3
33
DNA
Homo

62875851 . txt

245

sapiens

Arg %eu His GIn val Tyr

sapiens

L (15)

atg agc
Met Ser
5

sapiens

&)

gcg teg g?t-cct tct aca
Ala Ser Gly Pro ser Thr
5

sapiens
(21

aag ttt gac tac
Lys ghe ASp Tyr

sapiens

250

Phe Asp Ala Pro Ser Cys
10

i5

g%g tac gca gac tcc gt
Gly Tyr Ala Asp Ser Va
10 15

Page 5

aag
Lys

51

21



62875851 .txt

<221> CDS

<222> (1)..(33)

<400> 13

Cgg gca agt cag agc att agc agce tat tta aat 33
Arg Ala Ser Gin Ser Ile Ser Ser Tyr Leu Asn

1 5 10

<210> 14

<21l> 21

<212> DNA .

<213> Homo sapiens

<22{>

<221> Cps

<222> (1)..(21)

<400> 14

TCT gCa tec cga ttg caa agt 21

%m'MaSm*mgLajmnsw
5

L <210> 15

«<21l> 27

<212> DRNA

<213> Homo sapisens

<Z220>

<221> (DS

<222> (1}..027)

<400> 15

Caa cag Ctg cag agg aag cCt acg acgy 27
Gln Gin Leu GIn Arg Lys Pro Thr Thr
i 5

<210> 16

<211> 110

<Z212> PRT

<213> Aartificial sequence

<220>

<223> Entire amino acid sequence for the Human constant kappa domain an
d 6 Histidine residue purification tag

<400> 16
?Ta Ala Pro Ser val pPhe Ile Phe Pro Pgo Ser Asp Giu GIn Leu Lys
5 i 15

Ser Gly Thr Ala Ser val val Cys teu Leu Asn Asn Pﬁe Tyr Pro Arg
20 25 30
Glu ala %gs val GIn Trp Lys Xg? Asp Asn Ala Leu gén Ser Gily Asn

Ser GIn Glu ser val Thr ggu Glin Asp Ser Lys Asp Ser Thr Tyr Ser
50 ' 60

Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys
65 70 75 80
FPage 6



.
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val Tyr Ala Cys ggu val Thr His Gln g;y Leu

Lys Ser Phe Asn Arg Gly Glu Ser His His His
100 165

<Z210>
<211
<21Z>
<213>

<400>

17
339
DNA
Homo

17

sapiens

acggacatcc agatgaccca

accatcactt gocgggcaag

ccagggaaag

tCaaggot

~ cctgaag

aagggac

<210
<211>
<217>
<Z213>

<400>
Thr Asp
1

cly Asp

TYr Leu

Ile Tyr

50

Gly
&5

Pro Glu

Arg Arg

Thr

tca
att

cag

18
113
PRT
Homo

18
Ile
Arg
Asnh
25
sSer
Gly

.Asp

Ser

ccectaaget
gtogcagtgg
ttgcaactta

gtggaaatca

sapiens

Gin Met Th

val Thr 11

20

Tre Tyr 61

Ala Ser ar

Th
70

Ser Gly

Phe-A}a Th

85

Ala Gl

Lys
100

gtctecatec
tcagagcatt
cctgatctat
étctgggaca
ctactgtcaa

aacggacggc

r &in Ser

e Thr Cys

nGin Lys

40

¢ Leu Gin

55

r Asp Phe

r Tyr

Tyr

Yy Pro Gly-

teectgtety
agcagctatt
tctgcatece
gatttcactc
cagctgcaga

cgctgeaca

Pro ser

ser
10 '

Arg Ala ser

25

Proe Gly Lys

ser Gly val

Thr
75

Thr Leu

Gin Glin

90

Cys

Asn Glin

Page 7

Thr

Ser Ser Pro

His His Wis
110

catctgtagg
taaattggta
gattgcaaag
tcaccatcag

ggaagctacg

Leu Ser ala

Gin Ser 1je

30

Ala Pro

45

Lys

Pro ser

60

Arg

Ile Ser ser

Leu Gin Arg

Gly Gly

110

val Thr
95

agacagagtc
tcagcagaaa
tggggtecca
cagtgtgcaa
acgtteggce

Ser val

15

ser ser

Leuy ey
Phe

Ser

Glin
80

val

Lys Leu

g5

Arg Cys

60
120
180
240
30G
336
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<210> 19

<21l> 755

<212> DHNA

<213> artificial seguence

<220> o

<223> An earlier version of the Cl1-3 encoding nucleotide sequence

<400> 19

ccatggecga agtgoagetg ttggagtctg ggggaggott ggtacagect ggggagtcce 60
tgagactctc ctgtgcagec tctggattca ccrttagcag ctatgoccatg agotgggtce 120
gccaggerce agggaagggy ctggagtggg tctcaactat tgotgegtcg ggrtoctteta 180
cagggtacgc agactccgtg aagggecggt tcaccatctc cagagacaat tecaagaaca 240
cgctgtatct gcaaatgaac agectgagag ccgaggacac ggecgtatat tactgtgega 300
aaactacggc gaagtttgac tactggggce agogaacoot ggtcaccgtc tcgageggtg 360
9aggrggttc aggogoaggt gocageggcy gtggcgggic gacggacatc cagatgacee 420
agtctccate crtcectgict gcatctgtag gagacagagt caccatcact tgccggecaa 480
gtcagagcat tagcagctat ttaaattggt atcagcagaa accagggaaa gcccetaage 540
tcctgatcta trctgeatee cgattgcaaa gtggogtccc atcaaggtic agtggcagtg 800
gatctgggac agatticact ctcaccatca goagtgtgca acctgaagat ttrgcaactt 650
actactgtca acagctgcag aggaagctac gacgttcggce caagggacca ggtggaaatc 720
aaacgggcgg cogotgeaca totgtottea tortt 755
o <210> 20

<Z211l> 251

<212> PRT

<213> artificial seguence

<2 20> )

<223> An earlier version of the C1-3 amino acid seguence

<400> 20

Met Ala Glu val GIn Leu teu Glu Ser Gly Gly Gly Leu val Gin Pro

1 5 10 15

Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala ser Gly Phe Thr Phe Ssar

20 25 30
ser Tyr Ala Met Ser Trp val Arg Gln Ala Pro Gly Lys Gly Leu Glu
35 40 45
Trp val ser Thr Ile Ala Ala Ser Gly Pro Ser Thr Gly Tyr Ala Asp
50 55 60

ser val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asn Ser Lys Asn Thr

65 70 75 80

Leu Tyr Leu GlIn Thr

Met Asn Ser Leu Arg Ala Glu Asp Ala val Tyr
85 90 95

Page 8



Tyr Cys

Leu val

Gly Gly
130

Leu Ser
145

m
ot

Ala Pro

Pro ser

Ile ser
230

Leu Gln
225

Thr Gly

<210
<21l>
<212>

it Ser 1

Ala
Thr
1is

Gly

Ala

LVS

Arg

185

Ser

Arg

Gly

21

PRY

<213> Homo

<400

ser Tyr
i

21

Ala

<210> 22
<211> 17

<212>

PRT

<Z213> Homo
<400> 22

Thr Ile
i

Gly

Ala

Lys Thr
100

val ser
Gly Ser
ser val
Ser Ser

165
fey Leu
180
Phe Ser
val Gin

Lys ey

Arg Cys
245

sapiens

Mel Ser
5

sapiens

Thr

ser

Thi

ile

Gly

Pro

Arg

Thr

Ala

Gly

ASp

Ley

Tyr

Ser

Giu

215

Arg

Ser

Lys

Gly

Ile

Arg

ASn

ser

Gly

200

ASp

Ser

val

62875851,

rhe Asp Tyr
105

Giy Gly Ser
Gin Met Thr
val Thr Ile
Trp Tyr Gln
170

Ala ser Arg
185

Ser Gly Thr
Phe ala Thr

Ala Lys Gly

Phe Ile Phe
250

Xt
Trp
Gly
Gin
140

Thr

Leu
ASD
Tyr
220

Pro

Gly

Cys

Lys

Gin

Phe

205

Tyr

Gly

Gin
118
Gly
Pro
Arg
Pro
Ser
180
The

Cys

Gly

Gly

Gly

Ser

Ala

Leu

Glin

AS

Thr
Ser
Ser
ser
160
Lys
val
Thr
Gln

Gin
240

Ala ger Gly Pro ser Thr %éy Tyr Ala Asp Ser val Lys
: is

Page 9



<210> 23
<211l> 7
<212> PRT
<213> Homo

<400> 23
;hr Thr Als

<210> 24
<213> 11
<21l2> PRT
<213> Homo

<400> 24

Arg Ala ser
1

<210 25

<21l> 7

<212> PRT .

<Z213> Homo
<400> 25

Ser Ala Ser
1

<210> 26
<21l> @
<212> PRT
<213> Homo

<400> 26

Gln 6in Leu
1

<210> 27
<21i> 14
<212> PRT
<213> Homo

<400> 27
Ala Thr Asp
1

sapiens

Lys ?he ASD Tyr

sapiens

62875851, txt

Gin Ser Ile Ser Ser Tyr Leu Asn
- 10

5

sapiens

Arg Leu GiIn Ser
5

sapiens

Glin ?rg Lys Pro Thr Thr

sapiens

Pro Giu Asp Ile Ile Lys géu Met Pro Met Cys
5 J

Fage 10



