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DNA TARGETED SEQUENCES of TSC1 gene
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FIGURES

Target sequence (5'->3')

CGGAATTAGTGACTGGATC
GTGCCAAAATCTCTCTGGA
TGGAGCATGTGCGAATTCA
AGTGTGCCAAAATCTCTCT
GAGTGTGCCAAAATCTCTC
GTGTGCCAAAATCTCTCTG
GTGACTGGATCCAAGGACC
GATGGAGCATGTGCGAATT
GACCCTCGAAGGTGGAAGA
CCGGAATTAGTGACTGGAT
GGACTACAATGAGACTCAT
GCCAATGATGGAGCATGTG
GGAATTAGTGACTGGATCC
ACTTTTGAAGAAGTGGTCA
TGTGCCAAAATCTCTCTGG
TTAGTGACTGGATCCAAGG
ATTAGTGACTGGATCCAAG
GGCCAAGAAAGACCACCTT
GCAAGCCTTTACTCCCATA
ACCAAAGCAAGCCTTTACT
AAGCCTTTACTCCCATAGA
AGCAGATGGAGTTCTTGAA
CATGGACTACAATGAGACT
GAATTAGTGACTGGATCCA
AATTAGTGACTGGATCCAA
TAGTGACTGGATCCAAGGA
AGTGACTGGATCCAAGGAC
TGACTGGATCCAAGGACCA
CCAATGATGGAGCATGTGC
CAATGATGGAGCATGTGCG
AATGATGGAGCATGTGCGA
ATGATGGAGCATGTGCGAA
TGATGGAGCATGTGCGAAT
ATGGAGCATGTGCGAATTC
GAACTGGACCCTCGAAGGT
AACTGGACCCTCGAAGGTG
ACTGGACCCTCGAAGGTGG
CTGGACCCTCGAAGGTGGA
TGGACCCTCGAAGGTGGAA
GGACCCTCGAAGGTGGAAG
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DNA TARGETED SEQUENCES of TSC2 gene
SEQID # Target sequence (5'->3')
SEQID NO: 41 CAAGCTTGTCACTGTGACR
SEQID NO: 42 ACCAAAACCTGGCTGGTTG
SEQID NO: 43 ACACCAGCTGGCTGATGAG
SEQIDNO: 44 CTGCAGTGCAGGAAAGACA
SEQID NO: 45 GTCATAGCCATGTGGTTCA
SEQIDNO:46 ACCAGCTGGCTGATGAGCY
SEQID NO: 47 ACAAGCTTGTCACTGTGAC
SEQID NO:48 CAAAACCTGGCTGGTTGGR
SEQIDNO: 49 ACACCAACCCCTCCAAGTT
SEQIDNO: 50 GCATCAAGGTGCTGGACGT
SEQID NO: 51  TGCAGTGCAGGAAAGACAT
SEQIDNO: 52 TCATCAACAGGCAGTTCTA
SEQID NO: 53 CACCAGCTGGCTGATGAGC
SEQID NO: 54 GGACCAAAACCTGGCTGGT
SEQIDNO: 55 GACCAAAACCTGGCTGGTT
SEQID NO: 56 CCAAAACCTGGCTGGTTGG
SEQID NO: 57 AGGCTGGGCAGCAGGTGTC
SEQID NO: 58 AGTTCACCTACTGCTGGCA
SEQIDNO: 59 GTTCACCTACTGCTGGCAT
SEQID NO: 60 CCCTGATGCCCACCAAGGA
SEQID NO: 61 CCTGATGCCCACCAAGGAT
SEQIDNO: 62 CCTACTCCCTGCTCTTCCG
SEQID NO: 63 CTACTCCCTGCTCTTCCGT
SEQID NO: 64 GGAGAACCCGCTCAGCCCC

Figure 1 (cont.)



WO 2025/109162 PCT/EP2024/083282
3/45
siRNA id SEQID # Antisense Sequence (5'->3") SEQID # Sense Sequence (5'->3")

siRNA ID 11009 SEQ ID NO: 65 GAUCCAGUCACUAAUUCCG |SEQIDNO: 129 CGGAAUUAGUGACUGGAUC
SiRNA ID 11129 SEQ ID NO: 66 UCCAGAGAGAUUUUGGCAC |SEQIDNO:130 GUGCCAAAAUCUCUCUGGA
SiRNA ID 11280 SEQ ID NO: 67 UGAAUUCGCACAUGCUCCA |SEQIDNO: 131 UGGAGCAUGUGCGAAUUCA
siRNA ID 11007 SEQ ID NO: 68 AGAGAGAUUUUGGCACACU |SEQIDNO:132 AGUGUGCCAAAAUCUCUCU
SiRNA ID 11004 SEQ ID NO: 69 GAGAGAUUUUGGCACACUC |SEQIDNO: 133 GAGUGUGCCAAAAUCUCUC
SiRNA ID 11021 SEQ ID NO: 70 CAGAGAGAUUUUGGCACAC |SEQIDNO: 134 GUGUGCCAAAAUCUCUCUG
SiRNA ID 11302 SEQ ID NO: 71 GGUCCUUGGAUCCAGUCAC |SEQIDNO: 135 GUGACUGGAUCCAAGGACC
siRNA ID 10001 SEQ ID NO: 72 AAUUCGCACAUGCUCCAUC |SEQIDNO:136 GAUGGAGCAUGUGCGAAUU
SiRNA ID 11217 SEQ ID NO: 73 UCUUCCACCUUCGAGGGUC |SEQIDNO: 137 GACCCUCGAAGGUGGAAGA
SiRNA ID 10004 SEQ ID NO: 74 AUCCAGUCACUAAUUCCGG |SEQIDNO:138 CCGGAAUUAGUGACUGGAU
SiRNA ID 10011 SEQ ID NO: 75 AUGAGUCUCAUUGUAGUCC |SEQIDNO:139 GGACUACAAUGAGACUCAU

siRNA ID 11005 SEQ ID NO: 76 CACAUGCUCCAUCAUUGGC |SEQIDNO: 140 GCCAAUGAUGGAGCAUGUG
SiRNA ID 11020 SEQ ID NO: 77 GGAUCCAGUCACUAAUUCC |SEQIDNO: 141 GGAAUUAGUGACUGGAUCC
siRNA ID 11001 SEQ ID NO: 78 UGACCACUUCUUCAAAAGU |SEQIDNO:142 ACUUUUGAAGAAGUGGUCA
siRNA ID 11077 SEQ ID NO: 79 CCAGAGAGAUUUUGGCACA |SEQIDNO: 143 UGUGCCAAAAUCUCUCUGG
SiRNA ID 11219 SEQ ID NO: 80 CCUUGGAUCCAGUCACUAA | SEQID NO: 144 UUAGUGACUGGAUCCAAGG
SiRNAID 11178 SEQ ID NO: 81 CUUGGAUCCAGUCACUAAU |SEQIDNO: 145 AUUAGUGACUGGAUCCAAG
SiRNA ID 10009 SEQ ID NO: 82 AAGGUGGUCUUUCUUGGCC |SEQID NO: 146 GGCCAAGAAAGACCACCUU

SiRNA ID 10006 SEQ ID NO: 83 UAUGGGAGUAAAGGCUUGC |SEQID NO:147 GCAAGCCUUUACUCCCAUA
SiRNA ID 10005 SEQ ID NO: 84 AGUAAAGGCUUGCUUUGGU | SEQID NO: 148 ACCAAAGCAAGCCUUUACU

siRNA ID 10007 SEQ ID NO: 85 UCUAUGGGAGUAAAGGCUU | SEQID NO: 149 AAGCCUUUACUCCCAUAGA

SsiRNA ID 10008 SEQ ID NO: 86 UUCAAGAACUCCAUCUGCU | SEQIDNO: 150 AGCAGAUGGAGUUCUUGAA
SiRNA ID 10010 SEQ ID NO: 87 AGUCUCAUUGUAGUCCAUG |SEQID NO:151 CAUGGACUACAAUGAGACU

SiRNA ID 11076 SEQ ID NO: 88 UGGAUCCAGUCACUAAUUC |SEQIDNO:152 GAAUUAGUGACUGGAUCCA
SiRNAID 11127 SEQ ID NO: 89 UUGGAUCCAGUCACUAAUU | SEQID NO: 163 AAUUAGUGACUGGAUCCAA
SiRNA ID 11255 SEQ ID NO: 90 UCCUUGGAUCCAGUCACUA | SEQID NO: 154 UAGUGACUGGAUCCAAGGA
SiRNA ID 11279 SEQ ID NO: 91 GUCCUUGGAUCCAGUCACU | SEQID NO: 156 AGUGACUGGAUCCAAGGAC
SiRNAID 11313 SEQ ID NO: 92 UGGUCCUUGGAUCCAGUCA | SEQID NO:156 UGACUGGAUCCAAGGACCA
SiRNA ID 11008 SEQ ID NO: 93 GCACAUGCUCCAUCAUUGG |SEQID NO: 157 CCAAUGAUGGAGCAUGUGC
SiRNA ID 11019 SEQ ID NO: 94 CGCACAUGCUCCAUCAUUG |SEQID NO: 158 CAAUGAUGGAGCAUGUGCG
SIRNA ID 11074 SEQ ID NO: 95 UCGCACAUGCUCCAUCAUU | SEQID NO: 1569 AAUGAUGGAGCAUGUGCGA
SIRNAID 11128 SEQ ID NO: 96 UUCGCACAUGCUCCAUCAU |SEQIDNO:160 AUGAUGGAGCAUGUGCGAA
SiRNA ID 11180 SEQ ID NO: 97 AUUCGCACAUGCUCCAUCA |SEQIDNO:161 UGAUGGAGCAUGUGCGAAU
SiRNA ID 11254 SEQ ID NO: 98 GAAUUCGCACAUGCUCCAU |SEQIDNO: 162 AUGGAGCAUGUGCGAAUUC
siRNA ID 11003 SEQ ID NO: 99 ACCUUCGAGGGUCCAGUUC |SEQIDNO:163 GAACUGGACCCUCGAAGGU
siRNA ID 11006 SEQID NO: 100 CACCUUCGAGGGUCCAGUU |SEQIDNO:164 AACUGGACCCUCGAAGGUG
SIRNAID 11018 SEQ ID NO: 101 CCACCUUCGAGGGUCCAGU |SEQIDNO: 165 ACUGGACCCUCGAAGGUGG
SiRNA ID 11075 SEQ ID NO: 102 UCCACCUUCGAGGGUCCAG |SEQIDNO:166 CUGGACCCUCGAAGGUGGA
SiRNAID 11130 SEQ ID NO: 103 UUCCACCUUCGAGGGUCCA |SEQIDNO:167 UGGACCCUCGAAGGUGGAA
SIRNA ID 11179 SEQID NO: 104 CUUCCACCUUCGAGGGUCC |SEQIDNO:168 GGACCCUCGAAGGUGGAAG
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siRNA id SEQID # Antisense Sequence (5'->3°) SEQID # Sense Sequence (5'->3")
SiRNA ID 01009 SEQID NO: 105 UGUCACAGUGACAAGCUUG |SEQIDNO:169 CAAGCUUGUCACUGUGACA
siRNA ID 01019 SEQID NO: 106 = CAACCAGCCAGGUUUUGGU |SEQIDNO:170 ACCAAAACCUGGCUGGUUG
SiRNA ID 01002 SEQID NO: 107 CUCAUCAGCCAGCUGGUGU |SEQIDNO:171 ACACCAGCUGGCUGAUGAG
SiRNA ID 00001 SEQID NO: 108 UGUCUUUCCUGCACUGCAG |SEQIDNO:172 CUGCAGUGCAGGAAAGACA
siRNA ID 00003 SEQID NO: 109 UGAACCACAUGGCUAUGAC |SEQIDNO:173 GUCAUAGCCAUGUGGUUCA
SiRNA ID 01020 SEQID NO:110 AGCUCAUCAGCCAGCUGGU |SEQIDNO:174 ACCAGCUGGCUGAUGAGCU
siRNA ID 01001 SEQID NO: 111  GUCACAGUGACAAGCUUGU |SEQIDNO:175 ACAAGCUUGUCACUGUGAC
SiRNA ID 01053 SEQID NO:112 UCCAACCAGCCAGGUUUUG |SEQIDNO:176 CAAAACCUGGCUGGUUGGA
SiRNA ID 00006 SEQID NO: 113  AACUUGGAGGGGUUGGUGU |SEQIDNO:177 ACACCAACCCCUCCAAGUU
siRNA ID 00004 SEQID NO: 114  ACGUCCAGCACCUUGAUGC |SEQIDNO:178 GCAUCAAGGUGCUGGACGU
siRNA ID 00002 SEQIDNO: 115 AUGUCUUUCCUGCACUGCA |SEQIDNO:179 UGCAGUGCAGGAAAGACAU
siRNA ID 00005 SEQID NO: 116 UAGAACUGCCUGUUGAUGA |SEQID NO:180 UCAUCAACAGGCAGUUCUA
SiRNA ID 01010 SEQID NO: 117  GCUCAUCAGCCAGCUGGUG |SEQIDNO:181 CACCAGCUGGCUGAUGAGC
siRNA ID 01007 SEQID NO: 118 ACCAGCCAGGUUUUGGUCC |SEQIDNO:182 GGACCAAAACCUGGCUGGU
siRNA ID 01013 SEQID NO: 119  AACCAGCCAGGUUUUGGUC |SEQIDNO: 183 GACCAAAACCUGGCUGGUU
SIRNA ID 01042 SEQID NO:120 CCAACCAGCCAGGUUUUGG |SEQIDNO:184 CCAAAACCUGGCUGGUUGG
SiRNA ID 01003 SEQID NO: 121 GACACCUGCUGCCCAGCCU |SEQIDNO:185 AGGCUGGGCAGCAGGUGUC
SiRNA ID 01004 SEQID NO: 122 UGCCAGCAGUAGGUGAACU |SEQIDNO:186 AGUUCACCUACUGCUGGCA
SiRNA ID 01014 SEQID NO: 123 AUGCCAGCAGUAGGUGAAC |SEQIDNO:187 GUUCACCUACUGCUGGCAU
SiRNA ID 01005 SEQID NO: 124 UCCUUGGUGGGCAUCAGGG |SEQID NO:188 CCCUGAUGCCCACCAAGGA
SiRNA ID 01011 SEQIDNO:125 AUCCUUGGUGGGCAUCAGG |SEQIDNO:189 CCUGAUGCCCACCAAGGAU
siRNA ID 01006 SEQID NO: 126 CGGAAGAGCAGGGAGUAGG |SEQIDNO:190 CCUACUCCCUGCUCUUCCG
SiRNA ID 01012 SEQID NO: 127 ACGGAAGAGCAGGGAGUAG |SEQIDNO:191 CUACUCCCUGCUCUUCCGU
SiRNA ID 01008 SEQID NO: 128 GGGGCUGAGCGGGUUCUCC |SEQIDNO:192 GGAGAACCCGCUCAGCCCC
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siRNA id SEQID # Antisense Sequence (5'->3") SEQID # Sense Sequence (5'->3")

SiRNAID 11147 | SEQID NO: 193 UCCAGAGAGAUUUUGGCACUU | SEQID NO: 417 GUGCCAAAAUCUCUCACCU

SIRNAID 11148 | SEQID NO: 194 UCCAGAGAGAUUUUGGCACXX | SEQID NO: 418 GUGCCAAAAUCUCUCACCU

SiRNAID 11149 | SEQID NO: 195 UCCAGAGAGAUUUUGGCACUU | SEQID NO:419 GUGCCAAAAUCUCUCUCCU

SIRNAID 11150 | SEQID NO: 196 UCCAGAGAGAUUUUGGCACXX | SEQID NO:420 GUGCCAAAAUCUCUCUCCU

SiRNA ID 11151 SEQID NO: 197 UCCAGAGAGAUUUUGGCACUU | SEQID NO:421 GUGCCAAAAUCUCUCUGCU
SIRNAID 11152 | SEQID NO: 198 UCCAGAGAGAUUUUGGCACXX | SEQID NO:422 GUGCCAAAAUCUCUCUGCU
SiRNAID 11153 | SEQID NO: 199 UCCAGAGAGAUUUUGGCACUU | SEQID NO: 423 GUGCCAAAAUCUCUCUGGU
SiRNAID 11154 | SEQID NO:200 UCCAGAGAGAUUUUGGCACXX | SEQID NO:424 GUGCCAAAAUCUCUCUGGU
SIRNAID 11289 | SEQID NO:201 UGAAUUCGCACAUGCUCCAUU | SEQID NO:425 UGGAGCAUGUGCGAAAAGU
SIRNAID 11290 | SEQID NO:202 UGAAUUCGCACAUGCUCCAXX | SEQID NO:426 UGGAGCAUGUGCGAAAAGU
SiRNA ID 11291 SEQID NO:203 UGAAUUCGCACAUGCUCCAUU | SEQID NO:427 UGGAGCAUGUGCGAAUAGU
SIRNA ID 11292 | SEQID NO: 204 UGAAUUCGCACAUGCUCCAXX | SEQID NO:428 UGGAGCAUGUGCGAAUAGU
SIRNAID 11293 | SEQID NO:205 UGAAUUCGCACAUGCUCCAUU | SEQID NO:429 UGGAGCAUGUGCGAAUUCU
SIRNAID 11294 | SEQID NO:206 UGAAUUCGCACAUGCUCCAXX | SEQID NO:430 UGGAGCAUGUGCGAAUUCU
SIRNAID 11295 | SEQID NO:207 UGAAUUCGCACAUGCUCCAUU | SEQID NO:431 UGGAGCAUGUGCGAAUUGU
SIRNAID 11296 | SEQID NO:208 UGAAUUCGCACAUGCUCCAXX | SEQID NO:432 UGGAGCAUGUGCGAAUUGU
SiRNAID 11048 | SEQID NO:209 CAGAGAGAUUUUGGCACACUU | SEQID NO:433 GUGUGCCAAAAUCUCUCAC

SIRNAID 11049 | SEQID NO:210 CAGAGAGAUUUUGGCACACXX | SEQID NO:434 GUGUGCCAAAAUCUCUCAC

SIRNAID 11046 | SEQID NO:211 CAGAGAGAUUUUGGCACACUU | SEQID NO:435 GUGUGCCAAAAUCUCAGAC

SIRNAID 11047 | SEQID NO:212 CAGAGAGAUUUUGGCACACXX | SEQID NO:436 GUGUGCCAAAAUCUCAGAC

SiRNAID 11050 | SEQID NO:213 CAGAGAGAUUUUGGCACACUU | SEQID NO: 437 GUGUGCCAAAAUCUCUCUC
SiRNA ID 11051 SEQID NO:214 CAGAGAGAUUUUGGCACACXX | SEQID NO:438 GUGUGCCAAAAUCUCUCUC
SIiRNAID 11052 | SEQID NO:215 CAGAGAGAUUUUGGCACACUU | SEQID NO:439 GUGUGCCAAAAUCUCUGAC
SiRNAID 11053 | SEQID NO:216 CAGAGAGAUUUUGGCACACXX | SEQID NO:440 GUGUGCCAAAAUCUCUGAC
SiRNAID 11303 | SEQID NO:217 GGUCCUUGGAUCCAGUCACUU | SEQID NO:441 GUGACUGGAUCCAAGCUGG
SIRNAID 11304 | SEQID NO:218 GGUCCUUGGAUCCAGUCACXX | SEQID NO:442 GUGACUGGAUCCAAGCUGG
SIRNAID 11305 | SEQID NO:219 GGUCCUUGGAUCCAGUCACUU | SEQID NO:443 GUGACUGGAUCCAAGGACG
SiRNAID 11306 | SEQIDNO:220 GGUCCUUGGAUCCAGUCACXX | SEQID NO:444 GUGACUGGAUCCAAGGACG
siRNAID 11307 | SEQID NO:221 GGUCCUUGGAUCCAGUCACUU | SEQID NO:445 GUGACUGGAUCCAAGGAGG
SiRNAID 11308 | SEQID NO:222 GGUCCUUGGAUCCAGUCACXX | SEQID NO:446 GUGACUGGAUCCAAGGAGG
SiRNAID 11309 | SEQID NO:223 GGUCCUUGGAUCCAGUCACUU | SEQID NO:447 GUGACUGGAUCCAAGGUGG
SIRNAID 11310 | SEQID NO:224 GGUCCUUGGAUCCAGUCACXX | SEQID NO:448 GUGACUGGAUCCAAGGUGG
SIRNAID 11228 | SEQID NO:225 AAUUCGCACAUGCUCCAUCUU | SEQID NO:449 GAUGGAGCAUGUGCGAAAA
SIRNAID 11229 | SEQID NO:226 AAUUCGCACAUGCUCCAUCXX | SEQID NO:450 GAUGGAGCAUGUGCGAAAA
SiRNA ID 11230 | SEQID NO: 227 AAUUCGCACAUGCUCCAUCUU | SEQID NO: 451 GAUGGAGCAUGUGCGAAUA
SiRNA ID 11231 SEQID NO:228 AAUUCGCACAUGCUCCAUCXX | SEQID NO:452 GAUGGAGCAUGUGCGAAUA
SIRNAID 11232 | SEQID NO:229 AAUUCGCACAUGCUCCAUCUU | SEQID NO:453 GAUGGAGCAUGUGCGAUAA
SIRNAID 11233 | SEQID NO:230 AAUUCGCACAUGCUCCAUCXX | SEQID NO:454 GAUGGAGCAUGUGCGAUAA
SiRNAID 11234 | SEQID NO:231 AAUUCGCACAUGCUCCAUCUU | SEQID NO:455 GAUGGAGCAUGUGCGUUAA
SiRNAID 11235 | SEQID NO:232 AAUUCGCACAUGCUCCAUCXX |SEQID NO:456 GAUGGAGCAUGUGCGUUAA

Figure 3




WO 2025/109162 PCT/EP2024/083282
6/45
siRNA id SEQID # Antisense Sequence (5'->3') SEQID # Sense Sequence (5'->3°)
SIRNAID 11220 | SEQID NO:233 UCUUCCACCUUCGAGGGUCUU | SEQID NO: 457 GACCCUCGAAGGUGGAACU
SiRNA ID 11221 SEQID NO:234 UCUUCCACCUUCGAGGGUCXX | SEQID NO: 458 GACCCUCGAAGGUGGAACU
SiRNAID 11222 | SEQIDNO:235 UCUUCCACCUUCGAGGGUCUU | SEQID NO:459 GACCCUCGAAGGUGGAAGU
SIRNAID 11223 | SEQID NO:236 UCUUCCACCUUCGAGGGUCXX | SEQID NO:460 GACCCUCGAAGGUGGAAGU
SIRNAID 11224 | SEQID NO:237 UCUUCCACCUUCGAGGGUCUU | SEQID NO: 461 GACCCUCGAAGGUGGAUCU
SiRNAID 11225 | SEQID NO:238 UCUUCCACCUUCGAGGGUCXX | SEQID NO:462 GACCCUCGAAGGUGGAUCU
SIRNAID 11226 | SEQID NO:239 UCUUCCACCUUCGAGGGUCUU | SEQID NO:463 GACCCUCGAAGGUGGUUCU
SIRNAID 11227 | SEQID NO:240 UCUUCCACCUUCGAGGGUCXX | SEQID NO:464 GACCCUCGAAGGUGGUUCU
SiRNAID 11038 | SEQID NO:241 GGAUCCAGUCACUAAUUCCUU | SEQID NO:465 GGAAUUAGUGACUGGAAGG
SIRNAID 11039 | SEQID NO:242 GGAUCCAGUCACUAAUUCCXX | SEQID NO:466 GGAAUUAGUGACUGGAAGG
SiRNAID 11040 | SEQID NO:243 GGAUCCAGUCACUAAUUCCUU | SEQID NO: 467 GGAAUUAGUGACUGGAUCG
SiRNA ID 11041 SEQID NO:244 GGAUCCAGUCACUAAUUCCXX | SEQID NO:468 GGAAUUAGUGACUGGAUCG
SIRNAID 11042 | SEQID NO:245 GGAUCCAGUCACUAAUUCCUU |SEQID NO:469 GGAAUUAGUGACUGGAUGG
SiIRNA ID 11043 | SEQID NO:246 GGAUCCAGUCACUAAUUCCXX | SEQID NO:470 GGAAUUAGUGACUGGAUGG
SIRNAID 11044 | SEQID NO:247 GGAUCCAGUCACUAAUUCCUU | SEQID NO:471 GGAAUUAGUGACUGGUAGG
SIRNAID 11045 | SEQID NO:248 GGAUCCAGUCACUAAUUCCXX | SEQID NO:472 GGAAUUAGUGACUGGUAGG
SIRNAID 11102 | SEQID NO:249 CCAGAGAGAUUUUGGCACAUU | SEQID NO:473 UGUGCCAAAAUCUCUCACC
SiRNAID 11103 | SEQID NO:250 CCAGAGAGAUUUUGGCACAXX | SEQID NO:474 UGUGCCAAAAUCUCUCACC
SiRNAID 11104 | SEQID NO:251 CCAGAGAGAUUUUGGCACAUU | SEQID NO:475 UGUGCCAAAAUCUCUCUCC
SiRNAID 11105 | SEQID NO:252 CCAGAGAGAUUUUGGCACAXX | SEQID NO:476 UGUGCCAAAAUCUCUCUCC
SiRNAID 11106 | SEQID NO: 253 CCAGAGAGAUUUUGGCACAUU | SEQID NO:477 UGUGCCAAAAUCUCUCUGC
SIRNAID 11107 | SEQID NO:254 CCAGAGAGAUUUUGGCACAXX | SEQID NO:478 UGUGCCAAAAUCUCUCUGC
SiRNAID 11108 | SEQID NO:2556 CCAGAGAGAUUUUGGCACAUU | SEQID NO:479 UGUGCCAAAAUCUCUGACC
SIRNAID 11109 | SEQID NO:256 CCAGAGAGAUUUUGGCACAXX | SEQID NO:480 UGUGCCAAAAUCUCUGACC
SiRNAID 11236 | SEQID NO: 257 CCUUGGAUCCAGUCACUAAUU | SEQID NO: 481 UUAGUGACUGGAUCCAACC
SiRNAID 11237 | SEQID NO:258 CCUUGGAUCCAGUCACUAAXX | SEQID NO:482 UUAGUGACUGGAUCCAACC
SIRNAID 11238 | SEQID NO:259 CCUUGGAUCCAGUCACUAAUU | SEQID NO:483 UUAGUGACUGGAUCCAAGC
SIRNAID 11239 | SEQID NO:260 CCUUGGAUCCAGUCACUAAXX | SEQID NO:484 UUAGUGACUGGAUCCAAGC
SiRNAID 11240 | SEQID NO:261 CCUUGGAUCCAGUCACUAAUU | SEQID NO:485 UUAGUGACUGGAUCCAUCC
SIRNA ID 11241 SEQIDNO:262 CCUUGGAUCCAGUCACUAAXX | SEQID NO:486 UUAGUGACUGGAUCCAUCC
SIRNAID 11242 | SEQID NO:263 CCUUGGAUCCAGUCACUAAUU | SEQID NO:487 UUAGUGACUGGAUCCUUCC
SiIRNAID 11243 | SEQID NO:264 CCUUGGAUCCAGUCACUAAXX | SEQID NO:488 UUAGUGACUGGAUCCUUCC
SiRNA ID 11181 SEQID NO:265 CUUGGAUCCAGUCACUAAUUU | SEQID NO:489 AUUAGUGACUGGAUCCAAC
SIRNAID 11182 | SEQID NO:266 CUUGGAUCCAGUCACUAAUXX | SEQID NO:490 AUUAGUGACUGGAUCCAAC
SiRNAID 11183 | SEQID NO:267 CUUGGAUCCAGUCACUAAUUU | SEQID NO:491 AUUAGUGACUGGAUCCAUC
SiRNAID 11184 | SEQID NO:268 CUUGGAUCCAGUCACUAAUXX | SEQID NO:492 AUUAGUGACUGGAUCCAUC
SiRNAID 11185 | SEQID NO:269 CUUGGAUCCAGUCACUAAUUU | SEQID NO:493 AUUAGUGACUGGAUCCUUC
SIRNAID 11186 | SEQID NO:270 CUUGGAUCCAGUCACUAAUXX | SEQID NO:494 AUUAGUGACUGGAUCCUUC
SIiRNAID 11187 | SEQID NO:271 CUUGGAUCCAGUCACUAAUUU | SEQID NO:495 AUUAGUGACUGGAUCGUUC
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siRNA id SEQID # Antisense Sequence (5'->3') SEQID # Sense Sequence (5'->3°)
SiRNAID 11188 | SEQID NO:272 CUUGGAUCCAGUCACUAAUXX | SEQID NO:496 AUUAGUGACUGGAUCGUUC
SIRNAID 11094 | SEQID NO:273 UGGAUCCAGUCACUAAUUCUU | SEQID NO:497 GAAUUAGUGACUGGAAGGU
SiRNAID 11095 | SEQID NO:274 UGGAUCCAGUCACUAAUUCXX | SEQID NO:498 GAAUUAGUGACUGGAAGGU
SiRNAID 11096 | SEQID NO:2756 UGGAUCCAGUCACUAAUUCUU | SEQID NO:499 GAAUUAGUGACUGGAUCCU
SiRNAID 11097 | SEQID NO:276 UGGAUCCAGUCACUAAUUCXX | SEQID NO:500 GAAUUAGUGACUGGAUCCU
SiRNAID 11098 | SEQID NO:277 UGGAUCCAGUCACUAAUUCUU | SEQID NO:501 GAAUUAGUGACUGGAUCGU
SIRNAID 11099 | SEQID NO:278 UGGAUCCAGUCACUAAUUCXX | SEQID NO:502 GAAUUAGUGACUGGAUCGU
SiRNAID 11100 | SEQID NO:279 UGGAUCCAGUCACUAAUUCUU | SEQID NO: 503 GAAUUAGUGACUGGAUGGU
SiRNA ID 11101 SEQIDNO:280 UGGAUCCAGUCACUAAUUCXX | SEQID NO:504 GAAUUAGUGACUGGAUGGU
SIRNA ID 11131 SEQID NO:281 UUGGAUCCAGUCACUAAUUUU | SEQID NO: 505 AAUUAGUGACUGGAUCCAU
SiRNAID 11132 | SEQID NO:282 UUGGAUCCAGUCACUAAUUXX | SEQID NO:506 AAUUAGUGACUGGAUCCAU
SiRNAID 11133 | SEQID NO:283 UUGGAUCCAGUCACUAAUUUU | SEQID NO: 507 AAUUAGUGACUGGAUCCUU
SiRNAID 11134 | SEQID NO:284 UUGGAUCCAGUCACUAAUUXX | SEQID NO: 508 AAUUAGUGACUGGAUCCUU
SiRNAID 11135 | SEQID NO:285 UUGGAUCCAGUCACUAAUUUU | SEQID NO:509 AAUUAGUGACUGGAUCGUU
SIRNAID 11136 | SEQID NO:286 UUGGAUCCAGUCACUAAUUXX | SEQID NO:510 AAUUAGUGACUGGAUCGUU
SiRNAID 11137 | SEQID NO:287 UUGGAUCCAGUCACUAAUUUU | SEQID NO: 511 AAUUAGUGACUGGAUGGUU
SiRNAID 11138 | SEQID NO:288 UUGGAUCCAGUCACUAAUUXX | SEQIDNO:512 AAUUAGUGACUGGAUGGUU
SiRNAID 11264 | SEQID NO:289 UCCUUGGAUCCAGUCACUAUU | SEQID NO: 513 UAGUGACUGGAUCCAACCU
SIRNAID 11265 | SEQID NO:290 UCCUUGGAUCCAGUCACUAXX | SEQID NO:514 UAGUGACUGGAUCCAACCU
SiRNA ID 11266 | SEQID NO:291 UCCUUGGAUCCAGUCACUAUU | SEQID NO: 515 UAGUGACUGGAUCCAAGCU
SIRNAID 11267 | SEQID NO:292 UCCUUGGAUCCAGUCACUAXX |SEQID NO:516 UAGUGACUGGAUCCAAGCU
SiRNAID 11268 | SEQID NO:293 UCCUUGGAUCCAGUCACUAUU | SEQID NO: 517 UAGUGACUGGAUCCAAGGU
SiRNAID 11269 | SEQID NO:294 UCCUUGGAUCCAGUCACUAXX | SEQID NO:518 UAGUGACUGGAUCCAAGGU
SiRNAID 11270 | SEQID NO:295 UCCUUGGAUCCAGUCACUAUU | SEQID NO: 519 UAGUGACUGGAUCCAUCCU
SiRNA ID 11271 SEQIDNO:296 UCCUUGGAUCCAGUCACUAXX | SEQID NO:5620 UAGUGACUGGAUCCAUCCU
SiRNA ID 11281 SEQID NO:297 GUCCUUGGAUCCAGUCACUUU | SEQID NO: 621 AGUGACUGGAUCCAACCUG
SIRNAID 11282 | SEQID NO:298 GUCCUUGGAUCCAGUCACUXX | SEQID NO:522 AGUGACUGGAUCCAACCUG
SIRNAID 11283 | SEQIDNO:299 GUCCUUGGAUCCAGUCACUUU | SEQID NO:523 AGUGACUGGAUCCAAGCUG
SiRNAID 11284 | SEQID NO:300 GUCCUUGGAUCCAGUCACUXX | SEQID NO:524 AGUGACUGGAUCCAAGCUG
SiRNAID 11285 | SEQID NO:301 GUCCUUGGAUCCAGUCACUUU | SEQID NO:525 AGUGACUGGAUCCAAGGAG
SIRNAID 11286 | SEQID NO:302 GUCCUUGGAUCCAGUCACUXX | SEQID NO:526 AGUGACUGGAUCCAAGGAG
SIiRNAID 11287 | SEQID NO:303 GUCCUUGGAUCCAGUCACUUU | SEQID NO:527 AGUGACUGGAUCCAAGGUG
SiRNAID 11288 | SEQID NO:304 GUCCUUGGAUCCAGUCACUXX | SEQID NO:528 AGUGACUGGAUCCAAGGUG
SiRNAID 11314 | SEQIDNO:305 UGGUCCUUGGAUCCAGUCAUU | SEQID NO:529 UGACUGGAUCCAAGGACCU
SIRNAID 11315 | SEQID NO:306 UGGUCCUUGGAUCCAGUCAXX | SEQID NO:530 UGACUGGAUCCAAGGACCU
SiRNAID 11316 | SEQID NO: 307 UGGUCCUUGGAUCCAGUCAUU | SEQID NO: 5§31 UGACUGGAUCCAAGGACGU
SIRNAID 11317 | SEQID NO:308 UGGUCCUUGGAUCCAGUCAXX | SEQID NO:532 UGACUGGAUCCAAGGACGU
SiRNAID 11318 | SEQIDNO:309 UGGUCCUUGGAUCCAGUCAUU | SEQID NO:533 UGACUGGAUCCAAGGAGGU
SiRNAID 11319 | SEQIDNO:310 UGGUCCUUGGAUCCAGUCAXX | SEQID NO:534 UGACUGGAUCCAAGGAGGU
SiRNAID 11320 | SEQID NO: 311 UGGUCCUUGGAUCCAGUCAUU | SEQID NO: 5§35 UGACUGGAUCCAAGGUGGU

Figure 3 (cont.)




WO 2025/109162

PCT/EP2024/083282

8/45
siRNA id SEQID # Antisense Sequence (5'->3') SEQID # Sense Sequence (5'->3°)
SiRNA ID 11321 SEQIDNO:312 UGGUCCUUGGAUCCAGUCAXX | SEQID NO: 636 UGACUGGAUCCAAGGUGGU
SIiRNAID 11030 | SEQID NO:313 CGCACAUGCUCCAUCAUUGUU | SEQID NO: 537 CAAUGAUGGAGCAUGACGC
SIRNA ID 11031 SEQIDNO:314 CGCACAUGCUCCAUCAUUGXX | SEQID NO:5638 CAAUGAUGGAGCAUGACGC
SiRNAID 11032 | SEQIDNO:315 CGCACAUGCUCCAUCAUUGUU | SEQID NO:539 CAAUGAUGGAGCAUGUCGC
SiRNAID 11033 | SEQID NO:316 CGCACAUGCUCCAUCAUUGXX | SEQID NO:540 CAAUGAUGGAGCAUGUCGC
SiRNAID 11034 | SEQID NO:317 CGCACAUGCUCCAUCAUUGUU | SEQID NO: 541 CAAUGAUGGAGCAUGUGCC
SIRNAID 11035 | SEQID NO:318 CGCACAUGCUCCAUCAUUGXX | SEQID NO:542 CAAUGAUGGAGCAUGUGCC
SIRNAID 11036 | SEQID NO:319 CGCACAUGCUCCAUCAUUGUU | SEQID NO: 543 CAAUGAUGGAGCAUGUGGC
SIRNAID 11037 | SEQID NO:320 CGCACAUGCUCCAUCAUUGXX | SEQID NO:544 CAAUGAUGGAGCAUGUGGC
SiRNAID 11078 | SEQID NO: 321 UCGCACAUGCUCCAUCAUUUU | SEQID NO: 545 AAUGAUGGAGCAUGUCGCU
SIRNAID 11079 | SEQID NO:322 UCGCACAUGCUCCAUCAUUXX | SEQID NO:546 AAUGAUGGAGCAUGUCGCU
SIRNAID 11080 | SEQID NO:323 UCGCACAUGCUCCAUCAUUUU | SEQID NO: 547 AAUGAUGGAGCAUGUGCCU
SiRNA ID 11081 SEQID NO:324 UCGCACAUGCUCCAUCAUUXX | SEQID NO: 548 AAUGAUGGAGCAUGUGCCU
SIRNAID 11082 | SEQIDNO:325 UCGCACAUGCUCCAUCAUUUU | SEQID NO:549 AAUGAUGGAGCAUGUGCGU
SiRNAID 11083 | SEQIDNO:326 UCGCACAUGCUCCAUCAUUXX | SEQID NO:550 AAUGAUGGAGCAUGUGCGU
siRNAID 11084 | SEQID NO:327 UCGCACAUGCUCCAUCAUUUU | SEQID NO:551 AAUGAUGGAGCAUGUGGCU
SIRNAID 11085 | SEQID NO:328 UCGCACAUGCUCCAUCAUUXX | SEQID NO:552 AAUGAUGGAGCAUGUGGCU
SIRNAID 11139 | SEQID NO:329 UUCGCACAUGCUCCAUCAUUU | SEQID NO: 563 AUGAUGGAGCAUGUGCCUU
SIRNAID 11140 | SEQID NO: 330 UUCGCACAUGCUCCAUCAUXX | SEQID NO: 5564 AUGAUGGAGCAUGUGCCUU
SIRNAID 11141 SEQID NO:331 UUCGCACAUGCUCCAUCAUUU | SEQID NO: 655 AUGAUGGAGCAUGUGCGAU
SiRNAID 11142 | SEQIDNO:332 UUCGCACAUGCUCCAUCAUXX | SEQID NO:556 AUGAUGGAGCAUGUGCGAU
SIRNAID 11143 | SEQID NO:333 UUCGCACAUGCUCCAUCAUUU | SEQID NO:557 AUGAUGGAGCAUGUGCGUU
SIRNAID 11144 | SEQID NO:334 UUCGCACAUGCUCCAUCAUXX | SEQID NO:558 AUGAUGGAGCAUGUGCGUU
SIRNAID 11145 | SEQID NO:335 UUCGCACAUGCUCCAUCAUUU | SEQID NO: 5689 AUGAUGGAGCAUGUGGCUU
SIRNAID 11146 | SEQID NO: 336 UUCGCACAUGCUCCAUCAUXX | SEQID NO:560 AUGAUGGAGCAUGUGGCUU
SIRNAID 11197 | SEQID NO:337 AUUCGCACAUGCUCCAUCAUU | SEQID NO:561 UGAUGGAGCAUGUGCCUUA
SiRNAID 11198 | SEQID NO:338 AUUCGCACAUGCUCCAUCAXX |SEQID NO:562 UGAUGGAGCAUGUGCCUUA
SiRNAID 11199 | SEQID NO:339 AUUCGCACAUGCUCCAUCAUU | SEQID NO:563 UGAUGGAGCAUGUGCGAAA
SIRNAID 11200 | SEQID NO:340 AUUCGCACAUGCUCCAUCAXX | SEQID NO:564 UGAUGGAGCAUGUGCGAAA
siRNA ID 11201 SEQID NO: 341 AUUCGCACAUGCUCCAUCAUU | SEQID NO: 6565 UGAUGGAGCAUGUGCGAUA
SIRNAID 11202 | SEQID NO:342 AUUCGCACAUGCUCCAUCAXX |SEQID NO:566 UGAUGGAGCAUGUGCGAUA
SiRNAID 11203 | SEQID NO:343 AUUCGCACAUGCUCCAUCAUU | SEQID NO:567 UGAUGGAGCAUGUGCGUUA
SiRNAID 11204 | SEQID NO:344 AUUCGCACAUGCUCCAUCAXX |SEQID NO:568 UGAUGGAGCAUGUGCGUUA
SiRNAID 11256 | SEQID NO: 345 GAAUUCGCACAUGCUCCAUUU | SEQID NO: 569 AUGGAGCAUGUGCGAAAAG
SIRNAID 11257 | SEQID NO: 346 GAAUUCGCACAUGCUCCAUXX | SEQID NO:570 AUGGAGCAUGUGCGAAAAG
SIRNAID 11258 | SEQID NO:347 GAAUUCGCACAUGCUCCAUUU | SEQID NO:571 AUGGAGCAUGUGCGAAUAG
SIRNAID 11259 | SEQID NO: 348 GAAUUCGCACAUGCUCCAUXX | SEQID NO:572 AUGGAGCAUGUGCGAAUAG
SiRNAID 11260 | SEQID NO:349 GAAUUCGCACAUGCUCCAUUU | SEQID NO:573 AUGGAGCAUGUGCGAAUUG
SIRNA ID 11261 SEQID NO:350 GAAUUCGCACAUGCUCCAUXX | SEQID NO:5§74 AUGGAGCAUGUGCGAAUUG
SiRNAID 11262 | SEQID NO:351 GAAUUCGCACAUGCUCCAUUU | SEQID NO:575 AUGGAGCAUGUGCGAUAAG

Figure 3 (cont.)




WO 2025/109162 PCT/EP2024/083282
9/45
siRNA id SEQID # Antisense Sequence (5'->3') SEQID # Sense Sequence (5'->3°)
SiIRNAID 11263 | SEQID NO:352 GAAUUCGCACAUGCUCCAUXX | SEQID NO:576 AUGGAGCAUGUGCGAUAAG
SIiRNAID 11022 | SEQID NO:353 CCACCUUCGAGGGUCCAGUUU | SEQID NO:577 ACUGGACCCUCGAAGCACC
SIRNAID 11023 | SEQID NO:354 CCACCUUCGAGGGUCCAGUXX | SEQID NO:578 ACUGGACCCUCGAAGCACC
SiRNAID 11024 | SEQID NO: 3556 CCACCUUCGAGGGUCCAGUUU | SEQID NO:579 ACUGGACCCUCGAAGGACC
SiRNAID 11025 | SEQID NO:356 CCACCUUCGAGGGUCCAGUXX | SEQID NO:580 ACUGGACCCUCGAAGGACC
SiRNAID 11026 | SEQID NO:357 CCACCUUCGAGGGUCCAGUUU | SEQID NO:581 ACUGGACCCUCGAAGGUCC
SiRNAID 11027 | SEQID NO:358 CCACCUUCGAGGGUCCAGUXX | SEQID NO:582 ACUGGACCCUCGAAGGUCC
SiRNAID 11028 | SEQIDNO:359 CCACCUUCGAGGGUCCAGUUU | SEQID NO:583 ACUGGACCCUCGAAGGUGC
SIRNAID 11029 | SEQID NO:360 CCACCUUCGAGGGUCCAGUXX | SEQID NO:584 ACUGGACCCUCGAAGGUGC
SiRNAID 11086 | SEQID NO: 361 UCCACCUUCGAGGGUCCAGUU | SEQID NO:585 CUGGACCCUCGAAGGACCU
SIRNAID 11087 | SEQID NO:362 UCCACCUUCGAGGGUCCAGXX | SEQID NO:586 CUGGACCCUCGAAGGACCU
SiRNAID 11088 | SEQID NO:363 UCCACCUUCGAGGGUCCAGUU | SEQID NO:587 CUGGACCCUCGAAGGUCCU
SiRNAID 11089 | SEQID NO:364 UCCACCUUCGAGGGUCCAGXX | SEQID NO:588 CUGGACCCUCGAAGGUCCU
SiRNAID 11090 | SEQID NO: 365 UCCACCUUCGAGGGUCCAGUU | SEQID NO: 589 CUGGACCCUCGAAGGUGCU
SiRNA ID 11091 SEQID NO:366 UCCACCUUCGAGGGUCCAGXX | SEQID NO: 590 CUGGACCCUCGAAGGUGCU
SIRNAID 11092 | SEQID NO:367 UCCACCUUCGAGGGUCCAGUU | SEQID NO:591 CUGGACCCUCGAAGGUGGU
SIRNAID 11093 | SEQID NO: 368 UCCACCUUCGAGGGUCCAGXX | SEQID NO:5§92 CUGGACCCUCGAAGGUGGU
SIRNAID 11155 | SEQID NO:369 UUCCACCUUCGAGGGUCCAUU | SEQID NO:593 UGGACCCUCGAAGGUCCUU
SIiRNAID 11156 | SEQID NO:370 UUCCACCUUCGAGGGUCCAXX | SEQID NO:594 UGGACCCUCGAAGGUCCUU
SiRNAID 11157 | SEQID NO:371 UUCCACCUUCGAGGGUCCAUU | SEQID NO:595 UGGACCCUCGAAGGUGCUU
SiRNAID 11158 | SEQIDNO:372 UUCCACCUUCGAGGGUCCAXX | SEQID NO:596 UGGACCCUCGAAGGUGCUU
SIRNAID 11159 | SEQID NO:373 UUCCACCUUCGAGGGUCCAUU | SEQID NO:597 UGGACCCUCGAAGGUGGAU
SIRNAID 11160 | SEQID NO:374 UUCCACCUUCGAGGGUCCAXX | SEQID NO:598 UGGACCCUCGAAGGUGGAU
SiRNA ID 11161 SEQIDNO:375 UUCCACCUUCGAGGGUCCAUU | SEQID NO: 5§99 UGGACCCUCGAAGGUGGUU
SiRNAID 11162 | SEQID NO:376 UUCCACCUUCGAGGGUCCAXX |SEQID NO:600 UGGACCCUCGAAGGUGGUU
SiRNAID 11189 | SEQID NO:377 CUUCCACCUUCGAGGGUCCUU | SEQID NO:601 GGACCCUCGAAGGUGCUUC
SiRNAID 11190 | SEQID NO:378 CUUCCACCUUCGAGGGUCCXX | SEQID NO:602 GGACCCUCGAAGGUGCUUC
SIRNAID 11191 SEQIDNO:379 CUUCCACCUUCGAGGGUCCUU | SEQID NO:603 GGACCCUCGAAGGUGGAAC
SIRNAID 11192 | SEQIDNO:380 CUUCCACCUUCGAGGGUCCXX | SEQID NO:604 GGACCCUCGAAGGUGGAAC
SiRNAID 11193 | SEQID NO:381 CUUCCACCUUCGAGGGUCCUU | SEQID NO: 605 GGACCCUCGAAGGUGGAUC
SiRNAID 11194 | SEQID NO:382 CUUCCACCUUCGAGGGUCCXX | SEQID NO:606 GGACCCUCGAAGGUGGAUC
SiRNAID 11195 | SEQID NO:383 CUUCCACCUUCGAGGGUCCUU | SEQID NO: 607 GGACCCUCGAAGGUGGUUC
SiRNAID 11196 | SEQID NO:384 CUUCCACCUUCGAGGGUCCXX | SEQID NO:608 GGACCCUCGAAGGUGGUUC
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SsiRNA ID 01021 SEQIDNO:385 CAACCAGCCAGGUUUUGGUUU | SEQID NO: 609 ACCAAAACCUGGCUGCAAC
SIiRNAID 01025 | SEQID NO:386 CAACCAGCCAGGUUUUGGUUU | SEQID NO: 610 ACCAAAACCUGGCUGGUAC
SiRNAID 01022 | SEQID NO:387 CAACCAGCCAGGUUUUGGUXX | SEQID NO: 611 ACCAAAACCUGGCUGCAAC
SiRNAID 01023 | SEQID NO:388 CAACCAGCCAGGUUUUGGUUU | SEQID NO: 612 ACCAAAACCUGGCUGGAAC
SIRNAID 01024 | SEQID NO: 389 CAACCAGCCAGGUUUUGGUXX | SEQID NO: 613 ACCAAAACCUGGCUGGAAC
SiRNAID 01026 | SEQID NO:390 CAACCAGCCAGGUUUUGGUXX | SEQID NO: 614 ACCAAAACCUGGCUGGUAC
SiRNAID 01027 | SEQID NO:391 CAACCAGCCAGGUUUUGGUUU | SEQID NO: 615 ACCAAAACCUGGCUGGUUC
SiRNAID 01028 | SEQID NO:392 CAACCAGCCAGGUUUUGGUXX | SEQID NO: 616 ACCAAAACCUGGCUGGUUC
SIRNAID 01029 | SEQIDNO:393 AGCUCAUCAGCCAGCUGGUUU | SEQID NO: 617 ACCAGCUGGCUGAUGACGA
SIRNAID 01030 | SEQIDNO:394 AGCUCAUCAGCCAGCUGGUXX | SEQID NO: 618 ACCAGCUGGCUGAUGACGA
SiRNA ID 01031 SEQID NO:395 AGCUCAUCAGCCAGCUGGUUU | SEQID NO:619 ACCAGCUGGCUGAUGAGCA
SiRNAID 01032 | SEQIDNO:396 AGCUCAUCAGCCAGCUGGUXX | SEQID NO: 620 ACCAGCUGGCUGAUGAGCA
SIRNAID 01033 | SEQID NO:397 AGCUCAUCAGCCAGCUGGUUU | SEQID NO: 621 ACCAGCUGGCUGAUGAGGA
SIRNAID 01034 | SEQIDNO:398 AGCUCAUCAGCCAGCUGGUXX | SEQID NO: 622 ACCAGCUGGCUGAUGAGGA
SiRNAID 01035 |SEQIDNO:399 AGCUCAUCAGCCAGCUGGUUU | SEQID NO: 623 ACCAGCUGGCUGAUGUCGA
SIRNAID 01036 | SEQID NO:400 AGCUCAUCAGCCAGCUGGUXX | SEQID NO: 624 ACCAGCUGGCUGAUGUCGA
SiRNAID 01058 | SEQID NO:401 UCCAACCAGCCAGGUUUUGUU | SEQID NO: 625 CAAAACCUGGCUGGUUGCU
SiRNAID 01056 | SEQID NO:402 UCCAACCAGCCAGGUUUUGUU | SEQID NO: 626 CAAAACCUGGCUGGUUCCU
SiRNAID 01054 | SEQID NO:403 UCCAACCAGCCAGGUUUUGUU | SEQID NO: 627 CAAAACCUGGCUGGUACCU
SIRNAID 01055 | SEQID NO: 404 UCCAACCAGCCAGGUUUUGXX | SEQID NO: 628 CAAAACCUGGCUGGUACCU
SiRNAID 01057 | SEQID NO:405 UCCAACCAGCCAGGUUUUGXX | SEQID NO: 629 CAAAACCUGGCUGGUUCCU
SIRNAID 01059 | SEQID NO:406 UCCAACCAGCCAGGUUUUGXX | SEQID NO: 630 CAAAACCUGGCUGGUUGCU
SiRNAID 01060 | SEQID NO:407 UCCAACCAGCCAGGUUUUGUU | SEQID NO: 631 CAAAACCUGGCUGGUUGGU
SiRNA ID 01061 SEQID NO:408 UCCAACCAGCCAGGUUUUGXX | SEQID NO:632 CAAAACCUGGCUGGUUGGU
SiRNAID 01043 | SEQID NO:409 CCAACCAGCCAGGUUUUGGUU | SEQID NO: 633 CCAAAACCUGGCUGGAACC
SiRNAID 01044 | SEQID NO:410 CCAACCAGCCAGGUUUUGGXX | SEQID NO: 634 CCAAAACCUGGCUGGAACC
SIiRNAID 01045 | SEQID NO:411 CCAACCAGCCAGGUUUUGGUU | SEQID NO: 635 CCAAAACCUGGCUGGUACC
SiRNAID 01046 | SEQID NO:412 CCAACCAGCCAGGUUUUGGXX | SEQID NO: 636 CCAAAACCUGGCUGGUACC
SiRNAID 01047 | SEQID NO:413 CCAACCAGCCAGGUUUUGGUU | SEQID NO: 637 CCAAAACCUGGCUGGUUCC
SIRNAID 01048 | SEQID NO:414 CCAACCAGCCAGGUUUUGGXX | SEQID NO: 638 CCAAAACCUGGCUGGUUCC
SiRNAID 01049 | SEQID NO:415 CCAACCAGCCAGGUUUUGGUU | SEQID NO: 639 CCAAAACCUGGCUGGUUGC
SiRNAID 01050 | SEQID NO:416 CCAACCAGCCAGGUUUUGGXX | SEQID NO: 640 CCAAAACCUGGCUGGUUGC
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SiRNAID 11016 | SEQID NO: 641 GAUCCAGUCACUAAUUCCGG |SEQID NO:748 CGGAAUUAGUGACUGGAUCC
SiRNAID 11017 | SEQID NO: 642 GAUCCAGUCACUAAUUCCGX |SEQIDNO:749 CGGAAUUAGUGACUGGAUCX
SiRNAID 11013 | SEQID NO: 643 AGAGAGAUUUUGGCACACUX |SEQIDNO:750 AGUGUGCCAAAAUCUCUCUX
SiRNAID 11012 | SEQID NO: 644 AGAGAGAUUUUGGCACACUC |SEQIDNO:751 AGUGUGCCAAAAUCUCUCUG
SIRNAID 11060 | SEQID NO: 645 CAGAGAGAUUUUGGCACACU |SEQID NO:752 GUGUGCCAAAAUCUCUCUGG
SiRNAID 11067 | SEQID NO: 646 CAGAGAGAUUUUGGCACACX |SEQIDNO:753 GUGUGCCAAAAUCUCUCUGX
SiIRNAID 11071 | SEQID NO: 647 CAGAGAGAUUUUGGCACACUC | SEQID NO: 754 GUGUGCCAAAAUCUCUCUGGA
SIRNAID 11072 | SEQID NO: 648 CAGAGAGAUUUUGGCACACUU | SEQID NO: 755 GUGUGCCAAAAUCUCUCUGUU
SIRNAID 11073 | SEQID NO: 649 CAGAGAGAUUUUGGCACACXX |SEQID NO:756 GUGUGCCAAAAUCUCUCUGXX
SiRNAID 113117 | SEQID NO: 650 GGUCCUUGGAUCCAGUCACU |SEQID NO:757 GUGACUGGAUCCAAGGACCA
SiRNAID 11312 | SEQID NO: 6561 GGUCCUUGGAUCCAGUCACX |SEQID NO:758 GUGACUGGAUCCAAGGACCX
SiRNAID 11244 | SEQID NO: 652 AAUUCGCACAUGCUCCAUCA SEQID NO: 759 GAUGGAGCAUGUGCGAAUUC
SIRNAID 11245 | SEQID NO: 653 AAUUCGCACAUGCUCCAUCX |SEQIDNO:760 GAUGGAGCAUGUGCGAAUUX
SIRNAID 11248 | SEQID NO: 654 AAUUCGCACAUGCUCCAUCAU |SEQID NO:761 GAUGGAGCAUGUGCGAAUUCA
SIRNAID 11249 | SEQID NO: 656 AAUUCGCACAUGCUCCAUCUU |SEQID NO:762 GAUGGAGCAUGUGCGAAUUUU
SiIRNAID 11250 | SEQID NO: 656 AAUUCGCACAUGCUCCAUCXX |SEQID NO:763 GAUGGAGCAUGUGCGAAUUXX
SiIRNAID 11058 | SEQID NO: 657 GGAUCCAGUCACUAAUUCCG |SEQID NO:764 GGAAUUAGUGACUGGAUCCA
SiIRNAID 11059 | SEQID NO: 658 GGAUCCAGUCACUAAUUCCX |SEQIDNO:765 GGAAUUAGUGACUGGAUCCX
SIiRNA ID 11068 | SEQID NO: 659 GGAUCCAGUCACUAAUUCCGG | SEQID NO: 766 GGAAUUAGUGACUGGAUCCAA
SIRNAID 11069 | SEQID NO:660 GGAUCCAGUCACUAAUUCCUU |SEQID NO:767 GGAAUUAGUGACUGGAUCCUU
SiRNAID 11070 | SEQID NO: 661 GGAUCCAGUCACUAAUUCCXX | SEQID NO:768 GGAAUUAGUGACUGGAUCCXX
SiRNAID 11116 | SEQID NO: 662 CCAGAGAGAUUUUGGCACAC |SEQIDNO:769 UGUGCCAAAAUCUCUCUGGA
SiRNAID 11117 | SEQID NO: 663 CCAGAGAGAUUUUGGCACAX |SEQIDNO:770 UGUGCCAAAAUCUCUCUGGX
SiRNAID 11246 | SEQID NO: 664 CCUUGGAUCCAGUCACUAAU |SEQIDNO:771 UUAGUGACUGGAUCCAAGGA
SiRNAID 11247 | SEQID NO:665 CCUUGGAUCCAGUCACUAAX |SEQIDNO:772 UUAGUGACUGGAUCCAAGGX
SiIRNAID 11251 | SEQID NO: 666 CCUUGGAUCCAGUCACUAAUU | SEQID NO:773 UUAGUGACUGGAUCCAAGGAC
SIRNAID 11252 | SEQID NO: 667 CCUUGGAUCCAGUCACUAAUU | SEQID NO: 774 UUAGUGACUGGAUCCAAGGUU
SiRNAID 11253 | SEQID NO: 668 CCUUGGAUCCAGUCACUAAXX |SEQID NO:775 UUAGUGACUGGAUCCAAGGXX
SiRNAID 11205 | SEQID NO:669 CUUGGAUCCAGUCACUAAUU |SEQID NO:776 AUUAGUGACUGGAUCCAAGG
SiRNAID 11206 | SEQID NO: 670 CUUGGAUCCAGUCACUAAUX |SEQID NO:777 AUUAGUGACUGGAUCCAAGX
siRNAID 11211 | SEQID NO: 671 CUUGGAUCCAGUCACUAAUUC | SEQID NO:778 AUUAGUGACUGGAUCCAAGGA
SIRNAID 11212 | SEQID NO: 672 CUUGGAUCCAGUCACUAAUUU | SEQID NO:779 AUUAGUGACUGGAUCCAAGUU
SIRNAID 11213 | SEQID NO: 673 CUUGGAUCCAGUCACUAAUXX |SEQID NO:780 AUUAGUGACUGGAUCCAAGXX
SiRNAID 11114 | SEQID NO: 674 UGGAUCCAGUCACUAAUUCC |SEQID NO:781 GAAUUAGUGACUGGAUCCAA
SIRNAID 11115 | SEQID NO: 676 UGGAUCCAGUCACUAAUUCX |SEQIDNO:782 GAAUUAGUGACUGGAUCCAX
SiRNAID 11124 | SEQID NO: 676 UGGAUCCAGUCACUAAUUCCG | SEQID NO: 783 GAAUUAGUGACUGGAUCCAAG
SiIRNAID 11125 | SEQID NO: 677 UGGAUCCAGUCACUAAUUCUU | SEQID NO: 784 GAAUUAGUGACUGGAUCCAUU
SIRNAID 11126 | SEQID NO: 678 UGGAUCCAGUCACUAAUUCXX |SEQID NO:785 GAAUUAGUGACUGGAUCCAXX
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SIRNAID 11163 | SEQID NO:679 UUGGAUCCAGUCACUAAUUC |SEQIDNO:786 AAUUAGUGACUGGAUCCAAG
SIRNAID 11164 | SEQID NO: 680 UUGGAUCCAGUCACUAAUUX |SEQIDNO:787 AAUUAGUGACUGGAUCCAAX
SIRNAID 11169 | SEQID NO: 681 UUGGAUCCAGUCACUAAUUCC | SEQID NO:788 AAUUAGUGACUGGAUCCAAGG
SIRNAID 11170 | SEQID NO: 682 UUGGAUCCAGUCACUAAUUUU | SEQID NO:789 AAUUAGUGACUGGAUCCAAUU
SIRNAID 11171 | SEQID NO: 683 UUGGAUCCAGUCACUAAUUXX | SEQID NO:790 AAUUAGUGACUGGAUCCAAXX
SIRNAID 11274 | SEQID NO:684 UCCUUGGAUCCAGUCACUAA |SEQIDNO:791 UAGUGACUGGAUCCAAGGAC
SIRNAID 11275 | SEQID NO: 685 UCCUUGGAUCCAGUCACUAX |SEQIDNO:792 UAGUGACUGGAUCCAAGGAX
SIRNAID 11276 | SEQID NO:686 UCCUUGGAUCCAGUCACUAAU | SEQID NO:793 UAGUGACUGGAUCCAAGGACC
SIRNAID 11277 | SEQID NO: 687 UCCUUGGAUCCAGUCACUAUU | SEQID NO:794 UAGUGACUGGAUCCAAGGAUU
SIRNAID 11278 | SEQID NO: 688 UCCUUGGAUCCAGUCACUAXX | SEQID NO:795 UAGUGACUGGAUCCAAGGAXX
SIRNAID 11297 | SEQID NO:689 GUCCUUGGAUCCAGUCACUA |SEQID NO:796 AGUGACUGGAUCCAAGGACC
SIRNAID 11298 | SEQID NO:690 GUCCUUGGAUCCAGUCACUX |SEQIDNO:797 AGUGACUGGAUCCAAGGACX
SIRNAID 11299 | SEQID NO: 691 GUCCUUGGAUCCAGUCACUAA | SEQID NO:798 AGUGACUGGAUCCAAGGACCA
SIRNAID 11300 | SEQID NO: 692 GUCCUUGGAUCCAGUCACUUU | SEQID NO:799 AGUGACUGGAUCCAAGGACUU
SIRNAID 11307 | SEQID NO:693 GUCCUUGGAUCCAGUCACUXX | SEQID NO:800 AGUGACUGGAUCCAAGGACXX
SIRNAID 11014 | SEQID NO: 694 GCACAUGCUCCAUCAUUGGC |SEQIDNO:801 CCAAUGAUGGAGCAUGUGCG
SIRNAID 11015 | SEQID NO: 695 GCACAUGCUCCAUCAUUGGX |SEQID NO:802 CCAAUGAUGGAGCAUGUGCX
SIRNAID 11056 | SEQID NO:696 CGCACAUGCUCCAUCAUUGG |SEQIDNO:803 CAAUGAUGGAGCAUGUGCGA
SIRNA ID 11057 | SEQID NO:697 CGCACAUGCUCCAUCAUUGX |SEQID NO:804 CAAUGAUGGAGCAUGUGCGX
SIRNAID 11065 | SEQID NO:698 CGCACAUGCUCCAUCAUUGGC | SEQID NO:805 CAAUGAUGGAGCAUGUGCGAA
SIRNAID 11066 | SEQID NO:699 CGCACAUGCUCCAUCAUUGUU | SEQID NO: 806 CAAUGAUGGAGCAUGUGCGUU
SIRNAID 11067 | SEQID NO:700 CGCACAUGCUCCAUCAUUGXX | SEQID NO:807 CAAUGAUGGAGCAUGUGCGXX
SiRNAID 11110 | SEQID NO:701 UCGCACAUGCUCCAUCAUUG |SEQID NO:808 AAUGAUGGAGCAUGUGCGAA
SIRNAID 11111 | SEQID NO:702 UCGCACAUGCUCCAUCAUUX |SEQID NO:809 AAUGAUGGAGCAUGUGCGAX
SIRNAID 11118 | SEQID NO:703 UCGCACAUGCUCCAUCAUUGG | SEQID NO: 810 AAUGAUGGAGCAUGUGCGAAU
SIRNAID 11119 | SEQID NO:704 UCGCACAUGCUCCAUCAUUUU | SEQID NO:811 AAUGAUGGAGCAUGUGCGAUU
SIRNAID 11120 | SEQID NO:705 UCGCACAUGCUCCAUCAUUXX |SEQID NO:812 AAUGAUGGAGCAUGUGCGAXX
SiRNAID 11165 | SEQID NO: 706 UUCGCACAUGCUCCAUCAUU | SEQID NO: 813 AUGAUGGAGCAUGUGCGAAU
SIRNAID 11166 | SEQID NO:707 UUCGCACAUGCUCCAUCAUX |SEQID NO:814 AUGAUGGAGCAUGUGCGAAX
SIRNAID 11172 | SEQID NO:708 UUCGCACAUGCUCCAUCAUUG | SEQID NO:815 AUGAUGGAGCAUGUGCGAAUU
SIRNAID 11173 | SEQID NO: 709 UUCGCACAUGCUCCAUCAUUU | SEQID NO: 816 AUGAUGGAGCAUGUGCGAAUU
SiRNAID 11174 | SEQID NO: 710 UUCGCACAUGCUCCAUCAUXX | SEQID NO: 817 AUGAUGGAGCAUGUGCGAAXX
SIRNAID 11209 | SEQID NO: 711  AUUCGCACAUGCUCCAUCAU | SEQID NO: 818 UGAUGGAGCAUGUGCGAAUU
SIRNA ID 11210 | SEQID NO:712 AUUCGCACAUGCUCCAUCAX |SEQID NO:819 UGAUGGAGCAUGUGCGAAUX
SIRNAID 11214 | SEQID NO:713 AUUCGCACAUGCUCCAUCAUU | SEQID NO:820 UGAUGGAGCAUGUGCGAAUUC
SIRNAID 11215 | SEQID NO:714 AUUCGCACAUGCUCCAUCAUU | SEQID NO: 821 UGAUGGAGCAUGUGCGAAUUU
SIRNAID 11216 | SEQID NO: 715 AUUCGCACAUGCUCCAUCAXX | SEQID NO: 822 UGAUGGAGCAUGUGCGAAUXX
SIRNAID 11272 | SEQID NO:716 GAAUUCGCACAUGCUCCAUC | SEQID NO: 823 AUGGAGCAUGUGCGAAUUCA
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siRNA id SEQID # Antisense Sequence (5'->3’) SEQID # Sense Sequence (5'->3°)
SIRNAID 11273 | SEQID NO: 717 GAAUUCGCACAUGCUCCAUX |SEQID NO:824 AUGGAGCAUGUGCGAAUUCX
SIRNAID 11070 | SEQID NO:718 CACCUUCGAGGGUCCAGUUC |SEQID NO:825 AACUGGACCCUCGAAGGUGG
SiRNAID 11011 | SEQID NO: 719 CACCUUCGAGGGUCCAGUUX |SEQID NO:826 AACUGGACCCUCGAAGGUGX
siRNA ID 11054 | SEQID NO: 720 CCACCUUCGAGGGUCCAGUU |SEQID NO: 827 ACUGGACCCUCGAAGGUGGA
SIRNAID 11055 | SEQID NO:721 CCACCUUCGAGGGUCCAGUX |SEQID NO: 828 ACUGGACCCUCGAAGGUGGX
SIRNAID 11062 | SEQID NO:722 CCACCUUCGAGGGUCCAGUUC | SEQID NO: 829 ACUGGACCCUCGAAGGUGGAA
SIRNA ID 11063 | SEQID NO:723 CCACCUUCGAGGGUCCAGUUU | SEQID NO:830 ACUGGACCCUCGAAGGUGGUU
SIRNA ID 11064 | SEQID NO:724 CCACCUUCGAGGGUCCAGUXX | SEQID NO:831 ACUGGACCCUCGAAGGUGGXX
SIRNAID 11112 | SEQID NO:725 UCCACCUUCGAGGGUCCAGU |SEQID NO:832 CUGGACCCUCGAAGGUGGAA
SiRNAID 11113 | SEQID NO: 726 UCCACCUUCGAGGGUCCAGX |SEQID NO:833 CUGGACCCUCGAAGGUGGAX
SiRNAID 11121 | SEQID NO:727 UCCACCUUCGAGGGUCCAGUU | SEQID NO: 834 CUGGACCCUCGAAGGUGGAAG
SiRNAID 11122 | SEQID NO: 728 UCCACCUUCGAGGGUCCAGUU | SEQID NO: 835 CUGGACCCUCGAAGGUGGAUU
SIRNAID 11123 | SEQID NO:729 UCCACCUUCGAGGGUCCAGXX | SEQID NO: 836 CUGGACCCUCGAAGGUGGAXX
SIRNAID 11167 | SEQID NO:730 UUCCACCUUCGAGGGUCCAG |SEQID NO:837 UGGACCCUCGAAGGUGGAAG
SiRNAID 11168 | SEQID NO: 731 UUCCACCUUCGAGGGUCCAX |SEQID NO: 838 UGGACCCUCGAAGGUGGAAX
SiRNAID 11175 | SEQID NO:732 UUCCACCUUCGAGGGUCCAGU | SEQID NO: 839 UGGACCCUCGAAGGUGGAAGA
SiRNAID 11176 | SEQID NO:733 UUCCACCUUCGAGGGUCCAUU | SEQID NO: 840 UGGACCCUCGAAGGUGGAAUU
SiRNAID 11177 | SEQID NO:734 UUCCACCUUCGAGGGUCCAXX | SEQID NO: 841 UGGACCCUCGAAGGUGGAAXX
SiRNAID 11207 | SEQID NO:735 CUUCCACCUUCGAGGGUCCA |SEQID NO:842 GGACCCUCGAAGGUGGAAGA
SiRNAID 11208 | SEQID NO:736 CUUCCACCUUCGAGGGUCCX |SEQID NO:843 GGACCCUCGAAGGUGGAAGX

siRNA id SEQID # Antisense Sequence (5'->3') SEQID # Sense Sequence (5'->3°)
SIRNAID 07039 | SEQID NO:737 CAACCAGCCAGGUUUUGGUCC | SEQID NO: 844 ACCAAAACCUGGCUGGUUGGA
SIRNAID 01037 | SEQID NO:738 CAACCAGCCAGGUUUUGGUC |SEQID NO:845 ACCAAAACCUGGCUGGUUGG
SiIRNAID 071038 | SEQID NO:739 CAACCAGCCAGGUUUUGGUX |SEQID NO:846 ACCAAAACCUGGCUGGUUGX
SiRNA ID 01040 | SEQID NO:740 CAACCAGCCAGGUUUUGGUUU | SEQID NO: 847 ACCAAAACCUGGCUGGUUGUU
siRNA ID 01041 | SEQID NO: 741 CAACCAGCCAGGUUUUGGUXX | SEQ ID NO: 848 ACCAAAACCUGGCUGGUUGXX
SsiRNAID 01015 | SEQID NO: 742 GCUCAUCAGCCAGCUGGUGU |SEQID NO: 849 CACCAGCUGGCUGAUGAGCU
SIRNAID 01016 | SEQID NO:743 GCUCAUCAGCCAGCUGGUGX |SEQID NO:850 CACCAGCUGGCUGAUGAGCX
SIRNA ID 01017 | SEQID NO:744 AACCAGCCAGGUUUUGGUCC |SEQIDNO:851 GACCAAAACCUGGCUGGUUG
SIRNAID 01018 | SEQID NO:745 AACCAGCCAGGUUUUGGUCX |SEQIDNO:852 GACCAAAACCUGGCUGGUUX
SIRNAID 07057 | SEQID NO:746 CCAACCAGCCAGGUUUUGGU |SEQID NO:853 CCAAAACCUGGCUGGUUGGA
SiRNA ID 01052 | SEQID NO: 747 CCAACCAGCCAGGUUUUGGX |SEQID NO:854 CCAAAACCUGGCUGGUUGGX
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siRNA id SEQID # Antisense Sequence (5'->3") SEQID # Sense Sequence (§'->3’)
SsiRNA ID 13041 | SEQ ID NO: 855 GAUCCAGUCACUAAUUCCG SEQID NO:908 GAAUUAGUGACUGGAUC
SIRNA ID 13042 | SEQ ID NO: 856 UCCAGAGAGAUUUUGGCAC SEQID NO:909 GCCAAAAUCUCUCUGGA
SiRNA ID 13043 | SEQ ID NO: 857 UGAAUUCGCACAUGCUCCA SEQID NO: 910 GAGCAUGUGCGAAUUCA
SiRNA ID 13047 | SEQ ID NO: 858 GGUCCUUGGAUCCAGUCAC SEQID NO:911 GACUGGAUCCAAGGACC
SIRNA ID 13048 | SEQ ID NO: 859 AAUUCGCACAUGCUCCAUC SEQID NO:912 UGGAGCAUGUGCGAAUU
SiRNA ID 13121 | SEQ ID NO: 860 GAUCCAGUCACUAAUUCCG SEQID NO:913 AUUAGUGACUGGAUC
siRNA ID 13122 | SEQ ID NO: 861 UCCAGAGAGAUUUUGGCAC SEQID NO:914 CAAAAUCUCUCUGGA
SIRNA ID 13123 | SEQ ID NO: 862 UGAAUUCGCACAUGCUCCA SEQIDNO:915 GCAUGUGCGAAUUCA
SIRNA ID 13127 | SEQID NO: 863 GGUCCUUGGAUCCAGUCAC SEQID NO:916 CUGGAUCCAAGGACC
SiRNA ID 13128 | SEQ ID NO: 864 AAUUCGCACAUGCUCCAUC SEQID NO:917 GAGCAUGUGCGAAUU
siRNA ID 131617 | SEQ ID NO: 865 GAUCCAGUCACUAAUUCCG SEQID NO:918 UUAGUGACUGGAUC
SIRNA ID 13162 | SEQ ID NO: 866 UCCAGAGAGAUUUUGGCAC SEQID NO:919 AAAAUCUCUCUGGA
siRNA ID 13163 | SEQ ID NO: 867 UGAAUUCGCACAUGCUCCA SEQID NO:920 CAUGUGCGAAUUCA
SiRNA ID 13167 | SEQ ID NO: 868 GGUCCUUGGAUCCAGUCAC SEQID NO:921 UGGAUCCAAGGACC
SiRNA ID 13168 | SEQ ID NO: 869 AAUUCGCACAUGCUCCAUC SEQID NO:922 AGCAUGUGCGAAUU
SiRNA ID 14041 | SEQ ID NO: 870 GAUCCAGUCACUAAUUCCG SEQID NO:923 CGGAAUUAGUGACUGGA
SiRNA ID 14121 | SEQ ID NO: 871 GAUCCAGUCACUAAUUCCG SEQID NO:924 CGGAAUUAGUGACUG
SIRNA ID 14082 | SEQ ID NO: 872 UCCAGAGAGAUUUUGGCAC SEQID NO:925 GUGCCAAAAUCUCUCU
SiRNA ID 14122 | SEQ ID NO: 873 UCCAGAGAGAUUUUGGCAC SEQID NO:926 GUGCCAAAAUCUCUC
siRNA ID 14043 | SEQ ID NO: 874 UGAAUUCGCACAUGCUCCA SEQID NO:927 UGGAGCAUGUGCGAAUU
SIRNA ID 14123 | SEQ ID NO: 875 UGAAUUCGCACAUGCUCCA SEQID NO:928 UGGAGCAUGUGCGAA
SiRNA ID 14047 | SEQ ID NO: 876 GGUCCUUGGAUCCAGUCAC SEQID NO:929 GUGACUGGAUCCAAGGA
SsiRNA ID 14127 | SEQ ID NO: 877 GGUCCUUGGAUCCAGUCAC SEQID NO:930 GUGACUGGAUCCAAG
SsiRNA ID 14048 | SEQID NO: 878 AAUUCGCACAUGCUCCAUC SEQID NO:931 GAUGGAGCAUGUGCGAA
SIRNA ID 14128 | SEQ ID NO: 879 AAUUCGCACAUGCUCCAUC SEQIDNO:932 GAUGGAGCAUGUGCG
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siRNA id SEQID # Antisense Sequence (5'->3') SEQID # Sense Sequence (5'->3)
SIRNA ID 03025 | SEQ ID NO: 880 UGUCACAGUGACAAGCUUG SEQID NO: 933 AGCUUGUCACUGUGACA
SiRNA ID 03026 | SEQID NO:881 CAACCAGCCAGGUUUUGGU SEQ ID NO:934 CAAAACCUGGCUGGUUG
siRNA ID 03028 | SEQID NO:882 UGUCUUUCCUGCACUGCAG SEQID NO:935 GCAGUGCAGGAAAGACA
SiRNA ID 03029 | SEQ ID NO: 883 UGAACCACAUGGCUAUGAC SEQID NO:936 CAUAGCCAUGUGGUUCA
SiRNA ID 03073 | SEQID NO:884 UGUCACAGUGACAAGCUUG SEQID NO:937 CUUGUCACUGUGACA
siRNA ID 03074 | SEQID NO:885 CAACCAGCCAGGUUUUGGU SEQID NO:938 AAACCUGGCUGGUUG
SiRNA ID 03076 | SEQID NO:886 UGUCUUUCCUGCACUGCAG SEQID NO:939 AGUGCAGGAAAGACA
SiRNA ID 03077 | SEQID NO:887 UGAACCACAUGGCUAUGAC SEQID NO:940 UAGCCAUGUGGUUCA
siRNA ID 03097 | SEQID NO: 888 UGUCACAGUGACAAGCUUG SEQID NO:941 UUGUCACUGUGACA
SiRNA ID 03098 | SEQID NO:889 CAACCAGCCAGGUUUUGGU SEQID NO:942 AACCUGGCUGGUUG
SiRNA ID 031700 | SEQID NO:890 UGUCUUUCCUGCACUGCAG SEQID NO:943 GUGCAGGAAAGACA
siRNA ID 031017 | SEQID NO: 891 UGAACCACAUGGCUAUGAC SEQID NO:944 AGCCAUGUGGUUCA
SIRNA ID 050017 | SEQID NO:892 UGUCACAGUGACAAGCUUG SEQID NO:945 CACUUGUCACUGUGACA
SiRNA ID 05002 | SEQ ID NO: 893 UGUCACAGUGACAAGCUUG SEQID NO:946 CACUUGUCACUGUGA
SiRNA ID 04025 | SEQID NO:894 UGUCACAGUGACAAGCUUG SEQID NO:947 CAAGCUUGUCACUGUGA
SIRNA ID 04026 | SEQ ID NO: 895 CAACCAGCCAGGUUUUGGU SEQID NO:948 ACCAAAACCUGGCUGGU
SiRNA ID 04073 | SEQID NO:896 UGUCACAGUGACAAGCUUG SEQID NO:949 CAAGCUUGUCACUGU
SiRNA ID 04074 | SEQID NO:897 CAACCAGCCAGGUUUUGGU SEQID NO:950 ACCAAAACCUGGCUG
siRNA ID 04098 | SEQID NO:898 CAACCAGCCAGGUUUUGGU SEQID NO: 951 ACCAAAACCUGGCU
SiRNA ID 05003 | SEQID NO:899 CAACCAGCCAGGUUUUGGUCC |SEQIDNO:952 CAAAACCUGGCUGGUUGGA
SiRNA ID 05004 | SEQID NO:900 CAACCAGCCAGGUUUUGGUCC |SEQIDNO:953 AAACCUGGCUGGUUGGA
SiRNA ID 05005 | SEQID NO: 901 CAACCAGCCAGGUUUUGGUCC |SEQIDNO:954 AACCUGGCUGGUUGGA
SiRNA ID 05006 | SEQID NO:902 CAACCAGCCAGGUUUUGGUCC |SEQIDNO:955 ACCAAAACCUGGCUGGUGA
SiRNA ID 05007 | SEQ ID NO: 903 CAACCAGCCAGGUUUUGGUCC |SEQIDNO:956 ACCAAAACCUGGCUGGA
SiRNA ID 04028 | SEQID NO:904 UGUCUUUCCUGCACUGCAG SEQID NO:957 CUGCAGUGCAGGAAAGA
SIRNA ID 04029 | SEQ ID NO: 905 UGAACCACAUGGCUAUGAC SEQID NO: 958 GUCAUAGCCAUGUGGUU
SiRNA ID 04076 | SEQID NO:906 UGUCUUUCCUGCACUGCAG SEQID NO:959 CUGCAGUGCAGGAAA
SiRNA ID 04077 | SEQID NO:907 UGAACCACAUGGCUAUGAC SEQID NO: 960 GUCAUAGCCAUGUGG
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siRNA id SEQID # Antisense Sequence (5'->3") SEQID # Sense Sequence (5'->3")
SIRNA ID 11009 GSEQ IDNO. | GAUCCAGUCACUAAUUCCG f,ff IDNO. | cGGAAUUAGUGACUGGAUC
P s IONO- | 4253728172716251738 Tooa D NO- | 7846251645463548253
P SEXIDNO. | 45372817271625173"8 SEQIDNO. | 7+g-46251645463548253
P oo IDNO- | 425372817271625173°8 SEQIDNO. | 7846251645463548253
j%%‘f ggf IDNO- | G+AUC7ABUTACSAAUUCCG ?:zoc: IDNO- | 7. 3GAAS5AGEGAT5GGAST
j’ﬁ)’\ég‘ V’5D S IDNO- | yp.gorucrasuracsaauucres | 52D NO | 7GeanssaasGATIGGAST
P SE3IDNO- | yp.GroUC7ABUTACSAALUCC G SEQIDNO. | 7:GGAASEAGSGATSGGAST
A oe2IDNO- | yp.grauc7asuzACsAALUCE G SEQIDNO. | 1c*GaAAS5AGEGATSGGAST
S D oeat P NO- | vp.graucrasuacsaauuce e TeAIDNO- | 1 caAAsEAGSGATSGGAST
j’ﬁ,’\é;“/’g o IDNO- | yp.grauc7asuzACSAALUCC G SEAIDNO- | sc-GeArSEAGEGATEGGAST
A orQIDNO- | vp.G+2UC7ABUTACSAAUUCC'G SEQIDNO: | §C*GGAASSAGEGATSGGAST
A oEQIDNO. | g-253728uCACUAALUCC G SEQIDNO. | 3:84625166UGACUGGAUC
AN oo IDNO- | greu7ceascecsaauscT G TeAIDNO- | 7-caagusasUBATUBGSU3
AN sE IPNO- | grauscasicaciaauica e SEQIDNO- | 61Gan2u1adu4a3U4GTUS
S SeAIDNO- | Gauccestcacisavuccu SEAIDNO- | 1431:3°GGAAT1AGUGACT GGA13{q3]
A oeQIDNO. | Gar33ad1cA3IAA133°G SEQIDNO. | cgge6uUBGUBECUBSEUC
SR D, o2 IDNO- | Gas77AGE7ATSARSST "G eAIDNO- | 7.ceanssacsGATUGEAUT
A sE IPNO- | grauccacucacuaauuce s e IDNO- | Zevvwwi1241420bY YWbX
A sl P NO | vp-cagkiaGacACUAAUUCC G Tra P NO- 1 7 ceanssacsaATsGGAST
A 93;5;: IDNO. | \/p GAUCCAGUCAKIAAIIKK*G fﬁ% IDNO. | 7. 5GAAS5AGEGA75GGAS7
SIRNA ID 13041 §5E,r? IDNO. | 5AUCCAGUCACUAAUUCCG gsff IDNO. | GAAUUAGUGACUGGAUC
sirNA 1D 13121 | SEQTPNO- | gayccacucacuaauucee e PNO- 1 ayuacuaacuGaauc
sirvA 1D 13161 | SEQTPNO- | sauccacucacuaauucee o2 P NO- | yyagueacuceauc
SIRNA ID 11129 ggQ IDNO- | |,cCAGAGAGAUUUUGGCAC fff IDNO- | 5UGCCAAAAUCUCUCUGGA
j’ﬁ’\z’g‘ V’7D QSSEOQ IDNO. | 1370828282515184727 ffg IDNO. | g547362625353535482
oy e P NO- 1 1+3:728082825151847:27 SEQIDNO- | 154736 2625353535482
P s D NO | 1+3+7282828251518472'7 SEQIDNO- | g4547362625353535482
SIRNA 1D o IONO- | 137282808051518472°7 SERAIDNO. | g547362625353535482
jiﬁ’\z'g“/’? gssEf IDNO- | ,c7AGAGAGAULUUGGTAC ff,ﬁ IDNO. | 5:5677AAAAS757575GGA
SR 1D S IDNO- | yp.yrar7acasacauuuuGeTac | STRIPNO | gsa77ANAASTSTS75GEA
P s D N0 | vp-ura7AGABAGAULUUGGTAC SERIPNO- | g5677AMAAST57575GGA
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SR LD oEIDNO- | ypyrz7acasacauLLUGETAC | SEIPNO: | haisa77ANARSTSTSTSGGA
s s IDNO- | vp yra7acasacauuuuGeTAC | SR IPNO- | hGisa77anaAsTSTST5GGA
A SEIIDNO- | yp.yr37aGABAGAULLUGGTAC | SERIPNO- | sar5677ARAAST57575GGA
SRNAID, SEQIDNO- | b -u+37AGABAGAUUUUGGTA'C | S P NO- | sa5677aRARSTSTS75G6GA
A oe 2 IDNO- 14 c7ag28A82000UGGCATC el NO- | g-yaz3azeaucucucucea
PN SEID NO- | 176G6GEGEUSUUGECE'C SEQIDNO- | g-ygc7A2A2U7UTUTUBGS
e SEIIDNO- | 11AGAGAGAUT1UGGIA"3 SEQIDNO. | +1GC3AARAUCUCT CEGGA
SRR D, SEQIDNO- | |)cCesp42GAULUGESS"S SPQAIDNO. | 431.6+1G33AAAA1357131GGA(q3]
SRNA I, S IDNO- | )G7AGAGAGAUUUUGGCA'C SEQIDNO: | G+5G55AARAUSUSUSUGGA
R oo IDNO- | ye7acacacaUUUUGETAC TeAIDNO- | G5ea77AARAUCUCUCEGGA
S SEIDNO- | 1+ CCAGAGAGAUUUUGGCA'C SEQIDNO- | vexYbbE666UT575bbY YW
SR SEQIDNO- | b UKKAGAGAGAUUUUGGCA'C | SEQIPNO- | g5677a0A5757575GG A
R S IDNO- | b UCCAGAGAGAII99GGKA™K SEQIDNO- | g5677ARAASTST575GG™A
SIRNA ID 13042 gfg IDNO. | cCAGAGAGAUUUUGGCAC 93(')5;2 IDNO. | 5ccAAAAUCUCUCUGGA
siRNAID 13122 | Se@ P NO- | yccacacacAuLLUGGCAC SEQIDNO- | caanaUCUCUCUGGA
SIRNA ID 13162 BSE'? IDNO. | \;cCcAGAGAGAUUUUGGCAC §f9Q IDNO. | \AAAUCUCUCUGGA
SIRNA ID 10001 ?EQ IDNO. | \auUCGCACAUGCUCCAUC ffg IDNO. | GAUGGAGCAUGUGCGAAUU
z%)%A(/:\Z‘A//DDmooz SeoaIDNO- | 2951747272547173617 SEQIDNO- | g518464725454746251
v1)
SRA D SEQIDNO- | 525174727254717361°7 SEQIDNO. | g618454725454746251
sikmA 1D SEQIDNO- | 20:5174727254717361°7 SEQIDNO. | g+618464725454746251
SRNATD T IDNO- | 251 747272547173617 el NO- | g-6184647254547 46251
P SEQIDNO- | AAUUCG7ATAUGCUCTAU'C SEQIDNO- | g:A5GGAGTASGEGTGAASS
S D SEQIDNO- | yp.asaruucargaTaUGCUCTAUC | Sea IPNO- | gasaaaGTASGEGTGAASS
stk 1D SEQIDNO- | yp arauucazgazauGCUCTAUC | SEQIPNO- | gasacAG7ASGEGTGARSS
D SERIDNO- | yp asaruucargarauceucraure | SO IPNO | haiaseeacTasesGTaaass
e SoAIDNO- | b AsAUUCGTEATAUGCUCTAU'C | Srea'D N0 | NG ASGGAGTASGEGTGAASS
A SEQIDNO- | yp.asa-uucargaTAUGCUCTAUC | S P NO- | saasaaaGTASGEGTGAASS
SRNA D, SEQIDNO- | yp arauucazgazAuGCUCTAUC | SEQIPNO- | saascaGTASGEGTGAASS
A SEQIDNO- | p5y17G7ACASGCUCTAUC SEQIDNO- | g65881G7A5G5GTGAASS
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SiRNA ID 10001v13 | SEQID | \611508C6C6USCECTAS G SEQIDNO. | 5.5 5:80876585878A6U*5
NO. 1012 1149
SIRNA ID 10001v14 EEQ1'E13 AAU13G3ACA1GCUC3A1*C ffs% IDNO. | 5+n1GGAG3AUGIGCGAATU
. SEQ D ) SEQID NO. | [q3]-G*A1GGAG3AUGUG3GAAT1-
SIRNA ID 1000115 | SEQID. | AAUUCB327AUBCUCT6U*C e o
SIRNA ID 10001v16 EEQ:& 5 | AAUUCG7ACAUGCUCTAUC ff‘,g ID NO. | 5. A5GGAGTASGEGTGAASS
SIRNA ID 10001v17 EEQ:& 6 | 22'U13GCACAUGTGCCA'U'C ?:zsc; IDNO. | . A58GAGTAUGSBCGAAUU
SIRNA ID 10001v18 EEQ:E" AAUUCGCACAUGCUCCAU*C ff‘,ﬁ IDNO. | vsypyyAs76UGE878WWbD
SIRNA ID 1000119 | SEQID | VP-AAUUCGKAKAUGCUCKAU*C TP NO- 1 harauceaGcAUGUGCEAAUY
SIRNA 1D 10001v20 EEQ:&S VP-AA9OKGKAKAUGCUCKAU*C ff‘,g IDNO. | 3+ AUGGAGCAUGUGCGAAUU
SIRNA ID 10001v21 :IEQ:(?ZO VP-AAUUCGCACAUGKIKKAGK ffg IDNO. | 3+ AUGGAGCAUGUGCGAAUU
SIRNA ID 10003
(SIRNA ID SEQID | \AUUCG7ATAUGCUCTAUC SEQIDNO. | g5563GAG7A5G5G7GAASS
NO. 1021 1158
10001v22)
SIRNAID 13048 | SEQD | AAUUCGCACAUGCUCCAUC S IDNO- | yeeaccaucuaCaAALU
SIRNA ID 13128 ﬁgQ;g‘ AAUUCGCACAUGCUCCAUC gﬁQ IDNO. | 5AGCAUGUGCGAAUU
SIRNA ID 13168 EEQJES AAUUCGCACAUGCUCCAUC gsff IDNO. | \GcAUGUGCGAAUU
SIRNA 1D 01009 EEQ:Es UGUCACAGUGACAAGCUUG fgf IDNO. | - AAGCUUGUCACUGUGACA
. SEQ ID SEQ ID NO.
SIRNA 1D 01009v1 | SEQID | 1453636454636283518 by 7628351817271818272
. SEQID |, . SEQIDNO. |,
SIRNA 1D 01009v2 | SEQID | 1+45363645463628351'8 Tron 7+628351817271818272
. SEQID |, . SEQIDNO. |,
SIRNAID 01009v3 | S5QID | 1+45363645463628351°8 e 7°628351817271818272
. SEQID . SEQID NO. |,
SIRNA 1D 01009v4 | SEQID | 145363645463628351°8 e 7°628351817271818272
SIRNA 1D 01009v5 | SEQID. | UGU7ATAGUGATAAGCUU'G TP NO- | 7anG755657AT585GATA
SIRNA ID 01009v6 EEQ:Eﬂ VP-U*G*U7A7gAGUGA7AAGCU*U*G ff& IDNO. | 7.pnG755G57A7585GATA
SIRNA ID 01009v7 EEQ:EZS VP-U*GU7A7gAGUGATAAGCUU*G fﬁg IDNO. | 7.7 AG755G57A7585GATA
SIRNA 1D 01009v8 EEQ:(?zs VP-U*G*U7A7gAGUGA7AAGCU*U*G ?fsc:s IDNO. | c-AAGT755G57A7585GATA
SIRNA 1D 01009v9 | SEQID | vP-urGu7ATgAGUGATAAGCUU'G | Se 1P NO | ncaaGTs5G57ATS85GATA
SIRNA 1D 01009v10 EEQ:E?' , |vPueruraTgAGUGATARGCU U G fﬁg IDNO. | ¢ AAGT755G57A7585GATA
SIRNA 1D 01009v11 :IEQ:I?SZ VP-U*GU7A7gAGUGATAAGCUU*G ffng IDNO. | ¢c+AAGT755G57A7585GATA
SIRNA 1D 01009v12 | SEQID. | 1653536 GUGATAAGCUU*G SEQID NO. | 7.964711GUCACUGUGACA
NO. 1033 1170
SIRNA ID 01009v13 | SEQID. | UBUTATABUBATAGGTUS'G TP NO- 1 74p667UsG5CEC5GEGECE
SIRNA ID 01009v14 | SEQID | 4 513A3AGUGA3AAGCT1*G SEQIDNO. | 35 53U1GUCACUGTI GAC*A
NO. 1035 1172
. SEQID . SEQID NO. | [q3]-C*AAGCUUGUCACUGUGACA-
SIRNA 1D 01009v15 | SEQID | UGUCEC24UGACEABCUL"S poes s
SIRNA 1D 01009v16 EEQ:ODW UG57ACAGUGACAAGCUU*G ff;i IDNO. | 7. AAGCE5GECACSGEGATA

Figure § (cont.)




WO 2025/109162 PCT/EP2024/083282
19/45

siRNA id SEQID # Antisense Sequence (5'->3") SEQID # Sense Sequence (5'->3")
3’5% V’% ffg IDNO. | 4 4U327AGUGATAAGCHUS*G ffg IDNO. | 7 A AGCU5SGUCAC5G5GAT*A
A Toaa D NO- | yaucacacusacasccuU'G e D NO- | Zwwvzbses7ersatywzw
P SEQIDNO. | vP.UrUGUCAKAGUGAKAAGCUUG | SEa P NO- | ceanG755657A7585GATA
A SEQAIDNO. | \p.9GIKAKAGUGAKAAGCUU*G SEQIDNO. | ncrancTs5G57A7585GATA
Ziﬁ)’\ég‘ V’2D1 ?&Qz IDNO- | \/p_UGUCACAGUGAKAAGCE9*G ffg IDNO. | | c+AAGT755G57A7585GATA
SIRNA ID 03025 SS;? IDNO. | yGUCACAGUGACAAGCUUG gff IDNO. | AGCUUGUCACUGUGACA
sirvA 1D 03073 | SE3PNO- | ysucacacueacaaceuus o P NO I cuusucacuaueaca
SIRNA ID 03097 ss:f IDNO. | ,GUCACAGUGACAAGCUUG ?ff IDNO. | ;ygUCACUGUGACA
SIRNA ID 04025 gff’ IDNO. | ,GUCACAGUGACAAGCUUG §f7Q IDNO. | - AAGCUUGUCACUGUGA
2%’\2’2 V’1D SeAIDNO- | 1453636454636283518 SEQIDNO- | 76283518172718182
siRNA 1D 04073 | SEQ1PNO- 1 ygucacacuaacaaccuua sl IPNO- | canceuuaucacucy
P SEQAIDNO. | 1453636454636283518 SEQIDNO. | 762835181727181
goiA ID oot P NO- | canccacecasauuuuGaUCe oes) P NO- | accanmaccucacusauaa
e o PNO- | 30637283728451 5184537 e IDNO- | 6736262735483548182
siknA 1D 05007 | SEA1PNO- canceacecacauuuussuce sealIPNO- | accanmaccucacuaaa
Al SeAIDNO. | 376372837284515184537 SEQIDNO. | 67362627354835482
SIRNA ID 01021 g::’ IDNO. | - AACCAGCCAGGUUUUGGUUU GS(I)ES)Q IDNO. | A CCAAAACCUGGCUGCAAC
sirNA 1D 01019 | SE2'PNO | caaccacecasauuuUGaU SEQIDNO- | accanaaccusaCUGGUUG
P o D NO | 3263728372845151845 ra P NO- 1 6736262735483548154
P ?54% IDNO. | 3:5637283728451518:4*5 fﬁg IDNO. | &:7+36062735483548154
D e D NO- | 3:26372837284515184°5 e lDNO- | 6:736262735483548154
P g D NO- | 306372837284515184'5 Te3IDNO- | +736262735483548154
P o PNO- | 7aac7AGC7AGGUULLGG Y SERIDNO- | 6:77AAMAT75G6G75GG55G
P ?(Est IDNO- | \/p_A*A*C7TAGGCCAGGUUUUGHGHU fﬁg IDNO. | 5:77AAAAT75GG75GE55G
3’5)’\1'3 V’7D $($5Q3 IDNO. |\/p AACTAGGCCAGGUUUUGG*U ffg IDNO. | 6770 AAA775GG75GG55G
P Toa PNO- | vpasarcracgecacauuuuaray | SEAIPNO | nar7asanr7scarsGEs56
A ot N0 vp-asac7acgecagauuuuaay | SESIPNO I nar7asaaT7sGET5GES5G
A ToaIDNO- | yp asarcraGgccaGaUULUG'GU | Sraa P N0 | sar77ARmATTS GGTSGESEG
3’;’\1'3 ‘/’1D1 ff:; IDNO- | \/p_A*AC7AGCCAGGUUUUGG U ffﬁ IDNO. | cA*77AAAAT75GG75GE55G
A o D NO- | 3ea7368CcCAGGULUSGE'S T IDNO- | 6 736262cCcUGGCUGGUUG
A Soas P NO- | ceazcecTCeGBUSUSGE Y SERIDNO- | 6 c7asnscCUBGTUBGSUS
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siRNA id SEQID # Antisense Sequence (5'->3") SEQID # Sense Sequence (5'->3")
SIRNA ID SEQ D NO. X SEQ ID NO. .
oy phoe 3AAC3AG3CAGGUU11GG Tror A33AAAACCUGGCT GGUT*G
SIRNA ID SEQ ID NO. SEQ ID NO. .
s oo CAACCAGCCAGGUUUUGGU Tros [q3-A*33AAAA3CUGGC1GG11G-q3]
SIRNA ID SEQID NO. R SEQIDNO. | ,,
A poes CAACTAGCCAGGUUU5GG*U Tros A*7T7AAAATTUGG75GG55G
SIRNA ID SEQIDNO. | arronns o SEQIDNO. | ,,
AL ppoe 32*A*33*AGCTAGGUUUSG*G*U by A*C7AAAACC5GGC5GGUSG
SIRNA ID SEQ D NO. X SEQ ID NO.
A o CAACCAGCCAGGUUUUGG*U s W ZZWWWT7588758YbbY
SIRNA ID SEQ ID NO. . SEQIDNO. | ..
A ppoe VP-CAACCAGKKAGGUUUUGG'U | 520 NA77AAAAT75GG75GG55G
SIRNA ID SEQID NO. X SEQ ID NO.
A b VP-CAAKKAGKCAGGUUUUGG'U | 3308 nNA77AAAAT75GG75GG5E5G
SIRNA ID SEQ ID NO. R SEQID NO. | .,
A e 7AACTAGC7AGGUUUUGG*U roa 6*77A775GG75GG55G
SIRNA ID 03026 §§1Q IDNO. | - AACCAGCCAGGUUUUGGU gsff IDNO. | cAAAACCUGGCUGGUUG
SIRNA ID 03074 g:f IDNO. | - AACCAGCCAGGUUUUGGU gff IDNO. | A AACCUGGCUGGUUG
SIRNA ID 03098 ggf IDNO. | cAACCAGCCAGGUUUUGGU ssf,f IDNO. | AaccuGaCUGGUUG
SIRNA ID 04026 SSESQ IDNO. | - AACCAGCCAGGUUUUGGU ?fso IDNO. | A\ccAAAACCUGGCUGGU
SIRNA ID SEQ D NO. SEQ D NO.
Py phoe 3063728372845151845 208 67362627354835481
SIRNA ID 04074 ggf IDNO. | cAACCAGCCAGGUUUUGGU 935(? IDNO. | ACCAAAACCUGGCUG
SIRNA ID SEQ ID NO. SEQ ID NO.
pyp ppoe 3063728372845151845 pows 673626273548354
SIRNA ID 04098 ssff IDNO. | - AACCAGCCAGGUUUUGGU §5E1Q IDNO. | rccanaaccucacu
SIRNA ID 04028 g&Q IDNO. | GUCUUUCCUGCACUGCAG 985E7Q IDNO. | o UGCAGUGCAGGAAAGA
SIRNA ID SEQ ID NO. SEQ ID NO.
Py ppoins 1453515371836354728 e 75472818364826282
SIRNA ID 04076 95(')5‘? IDNO. | ,GUCUUUCCUGCACUGCAG 9355? IDNO. | ¢ ;GCAGUGCAGGAAA
SIRNA ID SEQ ID NO. SEQ ID NO.
P > 1453515371836354728 poes 754728183648262
SIRNA 1D 04029 gff IDNO. | yGAACCACAUGGCUAUGAC gssf IDNO. | 5ycAUAGCCAUGUGGUU
SIRNA ID SEQ ID NO. SEQ ID NO.
T ppons 1462736361847161827 oo 85361647361818451
SIRNA 1D 04077 95(')57Q IDNO. | ,GAACCACAUGGCUAUGAC gfoQ IDNO. | cycAUAGCCAUGUGG
SIRNA ID SEQ ID NO. SEQ ID NO.
pya, ppn 1462736361847161827 b 853616473618184
SIRNA 1D 01039 ?;Q IDNO. | cAACCAGCCAGGUUUUGGUCC :ff IDNO. | ACCAAAACCUGGCUGGUUGGA
SIRNA ID SEQ ID NO. SEQ ID NO.
oy ppoon 306372837284515184537 o 673626273548354815482
SIRNA ID SEQIDNO. |.... . SEQID NO. | .,
o pp 3+2*637283728451518453*7 bt 6*73626273548354815482
SIRNA ID SEQIDNO. |.. R SEQID NO. | .,
s ppn 3+0637283728451518453*7 by 6*73626273548354815482
SIRNA ID SEQ D NO. . SEQIDNO. | .,
o rong o 30637283728451518453+7 o 6°73626273548354815482
SIRNA ID SEQID NO. . SEQID NO. | .,
poias ppan 7AAC7AGC7AGGUUUUGGUC*C o 6*77AAAAT75GG75GG55GGA
SIRNA ID SEQID NO. | VP- SEQID NO. | .,
01039v6 1079 C*A*ACCASCCAGGUUUUGGU*C'C | 1216 BTTTAAAATTSGGTSGGSSGGA
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siRNA id SEQID # Antisense Sequence (5'->3") SEQID # Sense Sequence (5'->3")
SRNAID Ty PNO- | yp.cranceasceasauuuusaucte | 52 3P NO- | 677amna775G675GG5566A
S1030v8 oot | A ACCABCCAGBUUIUGGU-C'G | 1218 | PATTTARAATTSGGT5GASSGCA
A SEQIDNO. | yp.cranccasccacaUUUUGEUCTC | Sa P NO- | nar77anaAT75GGT5Gas5GGA
57030010 o | A ACCABCCAGEUUIUGGU-CHG | 1220 | SATTTARAATTSGGT5GAS5GCA
SRA LD Taa D NO- | vp cranceasceacauuuuasucte | s2a P NO- | sar7anaarrscarscassaca
A SEIDNO- | seacanaeancauuusaaUCe e IPNO- | 63726203cUGGCUGGUUGEA
A SEQAIDNO. | cenrceGTCoEBUSUSGBUT C SEQIDNO. | 6:c7A6A6CTUBGTUBGSUBGS
A SEQIDNO. | 3aA33AGCIAGEULUI GGICHC SEIDNO. | acananaccucactGa11GaA
SRNA D SEQIDNO. | Gg5006600AGGUULLEBLGC SEQID No. Egg}-A*C3AAAACCUGGC1GG1 1GGA-
PO SO NO- | ceaccsaccacauuuUGEUC T oA IDNO- | p-77annAT75GGCUGEE5GGA
P SEQIDNO. | 32ar33a6ccAGGUUUSGE U C'C | SE3PNO- | ac7ananccuGacsGaUSGGA
A SEIDNO- | sanceacecacauuuucauce | SER!PNO wzzwwwer7ssssssstyyw
A Tooa P NO- | vp.canccackkasauuuugsucte | 5P N0 | narr7anaarrscaTsGassGEA
A S IPNO- | yp.caskkaceeagauuuugaucte | SERIPNO: | na77anaa77sca75GE55GEA
P Soaa P NO- | vp.canceacccacaouseaaokk | 5 1P NO | narr7anaaTrsGaTsGEsSGEA
SIRNA ID 05003 sssi? IDNO. | - AACCAGCCAGGUUUUGGUCC §5EzQ IDNO. | - AAAACCUGGCUGGUUGGA
SIRNA ID 05004 gfoQ IDNO. | - AACCAGCCAGGUUUUGGUCC gsssQ IDNO. | A AACCUGGCUGGUUGGA
sirNA 1D 05005 | oE3 P NO | caaccaceeasauuuUGaUCe e P NO | anccucacucauuGaa
SiRNA ID 04029 | SEQTPNO- [ yeanccacausaeuauaac seat D N0 | GucauacccauGUGGUU
oy SEAIDNO- | 4469736361847161827 SEQIDNO- | 53616473618 18451
SIRNA ID 04076 g(i? IDNO. | 4GUCUUUCCUGCACUGCAG QSESQ IDNO. | cUGCAGUGCAGGAAA
P gD NO- | 1453515371836354728 e P NO- 1 754728183648262
sirNA 1D 04077 | SEQTPNO- [ yeanccacausaeuauaac e P NO | qucauacccaucuas
D SEIDNO- | 4462736361847161827 SEQIDNO- | g53p16473618184
SIRNA ID 00006 ?fsQ IDNO. | AACUUGGAGGGGUUGGUGU f;Q IDNO. | A CACCAACCCCUCCAAGUU
P Se D NO- | 2571548284345184545 e P NO- | 6727362737353726 451
A e PNO- | An75566AGGGE556G5GS T2 P NO- | 67a77AA7777577ARGSS
A TeIDNO- | yp.ucucaKaGUGAKAAGCUUG TEQIDNO- | 1 anG755G57AT585GATA
A Toan DNO- | vpuucucakaguGaKaaGeUUG | Sra "0 NO | ncaaGTssGS7ATSB5GATA
SRR 1D, SealONO- | yp.yra7acasacauuuugezae | SR 1PNO | sarsa77AMRASTST575GGA
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siRNA id SEQID # Antisense Sequence (5'->3") SEQID # Sense Sequence (5'->3°)
SIRNA ID 01021 ggf IDNO. | - AACCAGCCAGGUUUUGGUUU ss(ic’ IDNO. | A CCAAAACCUGGCUGCAAC
2’5)’\2"1“/’? f,i% IDNO. | 376372837284515184515 ?fefé IDNO. | 6736262735483547263
R SEQIDNO. | 3:2163728372845151845"1*5 SEQIDNO. | 6736262735483547263
3’%"2"1“/’? ?2'53 IDNO. | 3:9637283728451518451°5 szGQS IDNO. | 6:736262735483547263
giﬁ)Az’?Jf ffg IDNO- | 37637283728451518451*5 f,fg IDNO. | 5+736262735483547263
Z’ﬁ)’\z’? ‘/’5D szg IDNO. | 7\ AC7AGC7AGGUUUUGGUUU f,fﬁ) IDNO. | 6:77AAAAT75GGT75GTAAT
(S)%Azl?vlg ?2EsQo 1P NO- X*PA*AC7ASC7AGGUUUUGGU*U*U ?5701 IPNO- | g-77AnAATTSGGTEGTART
3’%"2"1“/’? szﬁ IDNO. | \/p_c+AACTABC7TAGGUUUUGGUU*U ?2E7Qz IDNO. | 677 AAAT75GG75GTAAT
glﬁgl;\v/? ?Est D No- X*PA*AC7A8C7AGGUUUUGGU*U*U sz% PNO- | na77annATTSGGTSGTAAT
ziﬁ,’\zl‘,“/’gf’ szst IDNO- | \/p_c+AAC7ABCTAGGUUUUGGUUU f,fﬁ IDNO- | | A77AAAAT75GGT5GTAAT
(SJ%AZ‘VI?O ?fs% oo X*PA*AC7ASC7AGGUUUUGGU*U*U ?2E705 N0 | sa77anmaTrsGaTSGTAAT
3’5)'\2"1“/’?1 ?2'55‘35 IDNO. | \/p c+AACTABC7TAGGUUUUGGUU*U sz% IDNO. | «ps77AAAAT75GGTEGTAAT
Z’ﬁ,’\z’é‘vlfz ff‘,g IDNO. | 367 c36GC7AGGUUUSGG5U*S f,fﬁ IDNO. | 6:37262A3CUGGCUGCAAC
Ziﬁ,’\z",‘v’% ‘1?'2'5‘,3 IDNO. | -6a7C6G7C6GBUSUSGBUSU f,fg IDNO. | 6c7a2A207U8GTUSCEAT
Z"f;’\z’;‘v’% ?fst IDNO. | 370 AC3AGCCAGGUUT1GGT U szfg IDNO. | A+c3A2AACCUGGC1G3AAC
3’5)"2"1“/’?5 ?2'55% IDNO. | - AACCE43CAGBUUUUGGUUU sz;(’) IDNO. | 1131 A“C3AAAACCUGGC1 G32AC-[q3]
Z’ﬁ,’\z’é‘vl% ffg, IDNO. | 6AC7AGCCAGGUUUUGGUU*U f,fﬁ IDNO. | A+77AAAA7CUGGTUGTAA7
Ziﬁ,’\z",‘v’% ‘132'53 IDNO. | 35:A3:3*AGCTAGGUUUSGGU*U*U f,ig IDNO. | AC7AAAACCUGGTUGTAA®C
A Seea D N0 | saaccaGecaGaUULLGGUUY Toaa D NO L wezzwwwe7758875YZ7MNZ
2’;’;"1‘ V’% ?Est IDNO. | \/p cAACCAGKKAGGUUUUGGUU*U f,fﬁ"’ NO. | | A“77AAAAT75GG75GTAA7
Z’ﬁ,’\z’é‘vlfo ff& IDNO. | \/p_KAAKKAGKKAGGUUUUGGUU*U f,ig IDNO. |\ As77AAAAT75GGTEGTAAT
ziﬁ,’\z’;‘v’g ?Es% IDNO. | \/p.cAACCAGCCAGGIUIIGGI9*S f,g% IDNO. | As77AAAAT75GGT5GTAAT
3’6’%"1’2‘/'? ?f.g IDNO. | sura7AGUGATAAGCUU*G ffst IDNO. | 74ApG755G57A7585GAT
2@"7’25 ff; IDNO. | sucecz4ucACEABCUU*S ffg IDNO. | 143]-C*AAGCUUGUCACUGUGAC
227\2)1\1/,3‘//? ?fg IDNO. | U cocoaUGACBABCULS ffﬁ ID NO. Egg}-C*AAGCUUGUCACUGUGAC-
2@’\1’2‘/’? ?fb,c:, IDNO. | cqu7A7AGUGATAAGCUU G ff?g ID NO. | 74ApGT755G57A7585GATG
3/‘6/%;/\112 Vlg ?f:g IDNO. | o C6C24UGACEABCUL*S ffst ID NO. %gg}-C*AAGCUUGUCACUGUGACG-
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TSC1 expression levels after transfection of siRNAs targeting TSC1 in human ARPE-19 retinal cells
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TSC1 expression levels after transfection of siRNAs targeting TSC1 in murine C2C12 cells
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human ARPE-19 retinal cells
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T&C2 expression levels after transfection of siRNAs targeting TSC2 In
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o Gene expression of TSC1 in C2C12 cells after transfection
ey of combination of siRNAs targeting TSC1 and TSC2
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{A) TSC1 gene expressionwith siRNAstargeting TSC1in human
ARPE-19 cells
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{A) Gene expression of TSC1in C2C12 cells after fransfection of
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TSC1 expression levels after transfection of siRNAs chemically modified targeting TSCA

and TSC2 in human ARPE-19 retinal cells (combinations)
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TSC2 expression levels after transfection of siRNAs chemically modified targeting TSC1
and TSC2 in human ARPE-19 retinal cells (combinations)
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TSC1 expression levels after transfection of siRNAs chemically modified targeting
TSC1 and TSC2Z in murine C2C12 cells (combinations)
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FIG. 22
TSC2 expression levels after transfection of siRNAs chemically modified targeting
TSC1 and TSCZ in murine C2C12 cells (combinations)
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A  Gene expression of Tsc? in individual samples
of healthy mouse (WT) and rd1 at PN15
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Gene expression of Tsc? in pooled samples
of WT and rd1 mice at PN11
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