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<130> 20200868

<150> SG 11201906759W

<151> 2019-07-22

<160> 26

<170> PatentIn version 3.5
<210> 1

<211> 16

<212> PRT

<213> Saccharomyces cerevisiae
<400> 1

Ala Glu Ala Glu Ala Lys Ala Lys Ala Glu Ala Glu Ala Lys Ala Lys

1 5

<210> 2

<211> 16

<212> PRT

<213> Artificial Sequence
<220>

<223> N-acetylated, carboxyamide
<220>

<221> MOD RES

<222>  (1)..(1)

<223> ACETYLATION

<220>

<221> MOD RES

<222> (16)..(1l6)

<223> AMIDATION

<400> 2

Arg Ala Asp Ala Arg Ala Asp Ala Arg Ala Asp Ala Arg Ala Asp Ala

1 5

<210> 3

<211> 16

<212> PRT

<213> Artificial Sequence

<220>
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<223> N-acetylated, carboxyamide

<220>
<221> MOD_RES
<222>  (1)..(1)

<223> ACETYLATION

<220>
<221> MOD_RES
<222> (16)..(16)

<223> AMIDATION
<400> 3

Arg Ala Arg Ala Asp Ala Asp Ala Arg Ala Arg Ala Asp Ala Asp Ala

1 5 10 15
<210> 4

<211> 20

<212> PRT

<213> Artificial Sequence

<220>
<223> a central tetrapeptide type II' beta-turn flanked by alternating
valine (hydrophobic) and lysine (hydrophilic) residues

<220>
<221> SITE
<222>  (9)..(9)

<223> Xaa (X) is B—srakubeD-valine

<220>
<221> TURN
<222> (9)..(12)

<223> Type II' beta-turn
<400> 4
Val Lys Val Lys Val Lys Val Lys Xaa Pro Pro Thr Val Lys Val Lys

1 5 10 15

Val Lys Val Lys
20

<210> 5
<211> 6
<212> PRT

<213> Artificial Sequence

<220>
<223> N-acetylated, carboxyamide
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<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

MOD_RES
(1) .. (1)
ACETYLATION

MOD_RES
(6)..(6)
AMIDATION

5

Ile Leu Val Ala Gly Lys

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

5

6

4

PRT

Artificial Sequence

4 amino acid peptide

MOD_RES
(4) .. (4)
AMIDATION

Ile Arg Val Glu

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

-
6

PRT

Artificial Sequence

6 amino acid peptide

MOD_RES
(6) ..(6)
AMIDATION

Ile Arg Val Glu Ile Lys

1

<210>
<211>

5

8
8
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<212> PRT
<213> Artificial Sequence

<220>
<223> 1IRKS

<220>
<221> MOD RES
<222>  (8)..(8)

<223> AMIDATION
<400> 8

Ile Arg Val Glu Ile Glu Val Lys

1 5
<210> 9

<211> 8

<212> PRT

<213> Artificial Sequence

<220>
<223> IRES

<220>
<221> MOD RES
<222>  (8)..(8)

<223> AMIDATION
<400> 9

Ile Arg Val Glu Ile Lys Val Glu

1 5
<210> 10

<211> 8

<212> PRT

<213> Artificial Sequence

<220>
<223> 1IVKS8

<220>
<221> MOD RES
<222>  (8)..(8)

<223> AMIDATION
<400> 10

Ile Glu Val Glu Ile Arg Val Lys
1 5
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<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

11

8

PRT

Artificial Sequence

IIKS8

MOD_RES
(8)..(8)
AMIDATION

11

Ile Glu Ile Glu Ile Arg Ile Lys

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

5

12

8

PRT

Artificial Sequence

ILKS8

MOD RES
(8)..(8)
AMIDATION

12

Ile Glu Leu Glu Ile Arg Leu Lys

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

Ile Arg Val Glu Ile Arg Val Glu Ile Arg Val Glu

1

5

13

12

PRT

Artificial Sequence

IRV1Z2

MOD_RES
(12) .. (12)
AMIDATION

13

5
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<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

Ile Glu Val Glu Ile Glu Val Lys Ile Arg Val Lys

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

Ile Arg Val Lys Ile Glu Val Glu Ile Arg Val Lys

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

14

12

PRT

Artificial Sequence

IEV12

MOD_RES
(12) .. (12)
AMIDATION

14

5

15

12

PRT

Artificial Sequence

IVK1Z2

MOD_RES
(12) .. (12)
AMIDATION

15

5

16

12

PRT

Artificial Sequence

IIK12

MOD_RES
(12) .. (12)
AMIDATION

16
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Ile Arg Ile Lys Ile Glu Ile Glu Ile Arg Ile Lys

1 5 10
<210> 17

<211> 8

<212> PRT

<213> Artificial Sequence

<220>
<223> IKS8L

<400> 17

Ile Arg Ile Lys Ile Arg Ile Lys

1 5
<210> 18

<211> 8

<212> PRT

<213> Artificial Sequence

<220>
<223> 1IK8D, all D-amino acids

<220>
<221> SITE
<222> (1) ..(8)

<223> All D-amino acids
<400> 18

Ile Arg Ile Lys Ile Arg Ile Lys

1 5
<210> 19

<211> 8

<212> PRT

<213> Artificial Sequence

<220>
<223> Reverse IRES8

<220>
<221> MOD RES
<222>  (1)..(1)

<223> ACETYLATION

<220>
<221> MOD_RES
<222>  (8)..(8)

<223> AMIDATION

<400> 19
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Glu Val Lys Ile Glu Val Arg Ile

1 5
<210> 20

<211> 8

<212> PRT

<213> Artificial Sequence

<220>
<223> Reverse IVKS8

<220>
<221> MOD RES
<222> (1)..(1)

<223> ACETYLATION

<220>
<221> MOD_RES
<222>  (8)..(8)

<223> AMIDATION
<400> 20

Lys Val Arg Ile Glu Val Glu Ile

1 5
<210> 21

<211> 8

<212> PRT

<213> Artificial Sequence

<220>
<223> Reverse IIKS8

<220>
<221> MOD RES
<222> (1) ..(1)

<223> ACETYLATION
<220>

<221> MOD_RES
<222>  (8)..(8)
<223> AMIDATION
<400> 21

Lys Ile Arg Ile Glu Ile Glu Ile

1 5
<210> 22
<211> 8

<212> PRT
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<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Lys Leu Arg Ile Glu Leu Glu Ile

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Glu Val Arg Ile Glu Val Arg Ile Glu Val Arg Ile

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>

Artificial Sequence

Reverse ILKS8

MOD RES
(1) .. (1)
ACETYLATION

MOD_RES

(8)..(8)
AMIDATION

22

5

23

12

PRT

Artificial Sequence

Reverse IRV12

MOD_RES
(1) .. (1)
ACETYLATION

MOD_RES
(12) .. (12)
AMIDATION

23

5

24

12

PRT

Artificial Sequence

Reverse IEV12

MOD_RES
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<222>
<223>

<220>
<221>
<222>
<223>

<400>

Lys Val Arg Ile Lys Val Glu Ile Glu Val Glu Ile

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

<400>

Lys Val Arg Ile Glu Val Glu Ile Lys Val Arg Ile

1

<210>
<211>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<220>
<221>
<222>
<223>

(1)..(1)
ACETYLATION

MOD RES
(12) .. (12)
AMIDATION

24

5

25

12

PRT

Artificial Sequence

Reverse IVKI12

MOD_RES
(1) .. (1)
ACETYLATION

MOD_RES
(12) .. (12)
AMIDATION

25

5

26

12

PRT

Artificial Sequence

Reverse IIK12

MOD_RES
(1) ..(1)
ACETYLATION

MOD_RES
(12) ..(12)
AMIDATION

10

10

10



<400> 26

Lys Ile Arg Ile Glu Ile Glu Ile Lys Ile Arg Ile
1 5 10

11



