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FIG. 2A

        1 actccagcct cgcgcgggag ggggcgcggc cgtgactcac ccccttccct ctgcgttcct
       61 ccctccctct ctctctctct ctcacacaca cacacccctc ccctgccatc cctccccgga
      121 ctccggctcc ggctccgatt gcaatttgca acctccgctg ccgtcgccgc agcagccacc
      181 aattcgccag cggttcaggt ggctcttgcc tcgatgtcct agcctagggg cccccgggcc
      241 ggacttggct gggctccctt caccctctgc ggagtcatga gggcgaacga cgctctgcag
      301 gtgctgggct tgcttttcag cctggcccgg ggctccgagg tgggcaactc tcaggcagtg
      361 tgtcctggga ctctgaatgg cctgagtgtg accggcgatg ctgagaacca ataccagaca
      421 ctgtacaagc tctacgagag gtgtgaggtg gtgatgggga accttgagat tgtgctcacg
      481 ggacacaatg ccgacctctc cttcctgcag tggattcgag aagtgacagg ctatgtcctc
      541 gtggccatga atgaattctc tactctacca ttgcccaacc tccgcgtggt gcgagggacc
      601 caggtctacg atgggaagtt tgccatcttc gtcatgttga actataacac caactccagc
      661 cacgctctgc gccagctccg cttgactcag ctcaccgaga ttctgtcagg gggtgtttat
      721 attgagaaga acgataagct ttgtcacatg gacacaattg actggaggga catcgtgagg
      781 gaccgagatg ctgagatagt ggtgaaggac aatggcagaa gctgtccccc ctgtcatgag
      841 gtttgcaagg ggcgatgctg gggtcctgga tcagaagact gccagacatt gaccaagacc
      901 atctgtgctc ctcagtgtaa tggtcactgc tttgggccca accccaacca gtgctgccat
      961 gatgagtgtg ccgggggctg ctcaggccct caggacacag actgctttgc ctgccggcac
     1021 ttcaatgaca gtggagcctg tgtacctcgc tgtccacagc ctcttgtcta caacaagcta
     1081 actttccagc tggaacccaa tccccacacc aagtatcagt atggaggagt ttgtgtagcc
     1141 agctgtcccc ataactttgt ggtggatcaa acatcctgtg tcagggcctg tcctcctgac
     1201 aagatggaag tagataaaaa tgggctcaag atgtgtgagc cttgtggggg actatgtccc
     1261 aaagcctgtg agggaacagg ctctgggagc cgcttccaga ctgtggactc gagcaacatt
     1321 gatggatttg tgaactgcac caagatcctg ggcaacctgg actttctgat caccggcctc
     1381 aatggagacc cctggcacaa gatccctgcc ctggacccag agaagctcaa tgtcttccgg
     1441 acagtacggg agatcacagg ttacctgaac atccagtcct ggccgcccca catgcacaac
     1501 ttcagtgttt tttccaattt gacaaccatt ggaggcagaa gcctctacaa ccggggcttc
     1561 tcattgttga tcatgaagaa cttgaatgtc acatctctgg gcttccgatc cctgaaggaa
     1621 attagtgctg ggcgtatcta tataagtgcc aataggcagc tctgctacca ccactctttg
     1681 aactggacca aggtgcttcg ggggcctacg gaagagcgac tagacatcaa gcataatcgg
     1741 ccgcgcagag actgcgtggc agagggcaaa gtgtgtgacc cactgtgctc ctctggggga
     1801 tgctggggcc caggccctgg tcagtgcttg tcctgtcgaa attatagccg aggaggtgtc
     1861 tgtgtgaccc actgcaactt tctgaatggg gagcctcgag aatttgccca tgaggccgaa
     1921 tgcttctcct gccacccgga atgccaaccc atggagggca ctgccacatg caatggctcg
     1981 ggctctgata cttgtgctca atgtgcccat tttcgagatg ggccccactg tgtgagcagc
     2041 tgcccccatg gagtcctagg tgccaagggc ccaatctaca agtacccaga tgttcagaat
     2101 gaatgtcggc cctgccatga gaactgcacc caggggtgta aaggaccaga gcttcaagac
     2161 tgtttaggac aaacactggt gctgatcggc aaaacccatc tgacaatggc tttgacagtg
     2221 atagcaggat tggtagtgat tttcatgatg ctgggcggca cttttctcta ctggcgtggg
     2281 cgccggattc agaataaaag ggctatgagg cgatacttgg aacggggtga gagcatagag
     2341 cctctggacc ccagtgagaa ggctaacaaa gtcttggcca gaatcttcaa agagacagag
     2401 ctaaggaagc ttaaagtgct tggctcgggt gtctttggaa ctgtgcacaa aggagtgtgg
     2461 atccctgagg gtgaatcaat caagattcca gtctgcatta aagtcattga ggacaagagt
     2521 ggacggcaga gttttcaagc tgtgacagat catatgctgg ccattggcag cctggaccat
     2581 gcccacattg taaggctgct gggactatgc ccagggtcat ctctgcagct tgtcactcaa
     2641 tatttgcctc tgggttctct gctggatcat gtgagacaac accggggggc actggggcca
     2701 cagctgctgc tcaactgggg agtacaaatt gccaagggaa tgtactacct tgaggaacat
     2761 ggtatggtgc atagaaacct ggctgcccga aacgtgctac tcaagtcacc cagtcaggtt
     2821 caggtggcag attttggtgt ggctgacctg ctgcctcctg atgataagca gctgctatac
     2881 agtgaggcca agactccaat taagtggatg gcccttgaga gtatccactt tgggaaatac
     2941 acacaccaga gtgatgtctg gagctatggt gtgacagttt gggagttgat gaccttcggg
     3001 gcagagccct atgcagggct acgattggct gaagtaccag acctgctaga gaagggggag
     3061 cggttggcac agccccagat ctgcacaatt gatgtctaca tggtgatggt caagtgttgg
     3121 atgattgatg agaacattcg cccaaccttt aaagaactag ccaatgagtt caccaggatg
     3181 gcccgagacc caccacggta tctggtcata aagagagaga gtgggcctgg aatagcccct
     3241 gggccagagc cccatggtct gacaaacaag aagctagagg aagtagagct ggagccagaa
     3301 ctagacctag acctagactt ggaagcagag gaggacaacc tggcaaccac cacactgggc
     3361 tccgccctca gcctaccagt tggaacactt aatcggccac gtgggagcca gagcctttta
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FIG. 2B

     3421 agtccatcat ctggatacat gcccatgaac cagggtaatc ttggggagtc ttgccaggag
     3481 tctgcagttt ctgggagcag tgaacggtgc ccccgtccag tctctctaca cccaatgcca
     3541 cggggatgcc tggcatcaga gtcatcagag gggcatgtaa caggctctga ggctgagctc
     3601 caggagaaag tgtcaatgtg taggagccgg agcaggagcc ggagcccacg gccacgcgga
     3661 gatagcgcct accattccca gcgccacagt ctgctgactc ctgttacccc actctcccca
     3721 cccgggttag aggaagagga tgtcaacggt tatgtcatgc cagatacaca cctcaaaggt
     3781 actccctcct cccgggaagg caccctttct tcagtgggtc tcagttctgt cctgggtact
     3841 gaagaagaag atgaagatga ggagtatgaa tacatgaacc ggaggagaag gcacagtcca
     3901 cctcatcccc ctaggccaag ttcccttgag gagctgggtt atgagtacat ggatgtgggg
     3961 tcagacctca gtgcctctct gggcagcaca cagagttgcc cactccaccc tgtacccatc
     4021 atgcccactg caggcacaac tccagatgaa gactatgaat atatgaatcg gcaacgagat
     4081 ggaggtggtc ctgggggtga ttatgcagcc atgggggcct gcccagcatc tgagcaaggg
     4141 tatgaagaga tgagagcttt tcaggggcct ggacatcagg ccccccatgt ccattatgcc
     4201 cgcctaaaaa ctctacgtag cttagaggct acagactctg cctttgataa ccctgattac
     4261 tggcatagca ggcttttccc caaggctaat gcccagagaa cgtaactcct gctccctgtg
     4321 gcactcaggg agcatttaat ggcagctagt gcctttagag ggtaccgtct tctccctatt
     4381 ccctctctct cccaggtccc agcccctttt ccccagtccc agacaattcc attcaatctt
     4441 tggaggcttt taaacatttt gacacaaaat tcttatggta tgtagccagc tgtgcacttt
     4501 cttctctttc ccaaccccag gaaaggtttt ccttattttg tgtgctttcc cagtcccatt
     4561 cctcagcttc ttcacaggca ctcctggaga tatgaaggat tactctccat atcccttcct
     4621 ctcaggctct tgactacttg gaactaggct cttatgtgtg cctttgtttc ccatcagact
     4681 gtcaagaaga ggaaagggag gaaacctagc agaggaaagt gtaattttgg tttatgactc
     4741 ttaaccccct agaaagacag aagcttaaaa tctgtgaaga aagaggttag gagtagatat
     4801 tgattactat cataattcag cacttaacta tgagccaggc atcatactaa acttcaccta
     4861 cattatctca cttagtcctt tatcatcctt aaaacaattc tgtgacatac atattatctc
     4921 attttacaca aagggaagtc gggcatggtg gctcatgcct gtaatctcag cactttggga
     4981 ggctgaggca gaaggattac ctgaggcaag gagtttgaga ccagcttagc caacatagta
     5041 agacccccat ctctttaaaa aaaaaaaaaa aaaaaaaaaa aaaactttag aactgggtgc
     5101 agtggctcat gcctgtaatc ccagccagca ctttgggagg ctgagatggg aagatcactt
     5161 gagcccagaa ttagagataa gcctatggaa acatagcaag acactgtctc tacaggggaa
     5221 aaaaaaaaaa gaaactgagc cttaaagaga tgaaataaat taagcagtag atccaggatg
     5281 caaaatcctc ccaattcctg tgcatgtgct cttattgtaa ggtgccaaga aaaactgatt
     5341 taagttacag cccttgttta aggggcactg tttcttgttt ttgcactgaa tcaagtctaa
     5401 ccccaacagc cacatcctcc tatacctaga catctcatct caggaagtgg tggtgggggt
     5461 agtcagaagg aaaaataact ggacatcttt gtgtaaacca taatccacat gtgccgtaaa
     5521 tgatcttcac tccttatccg agggcaaatt cacaaggatc cccaagatcc acttttagaa
     5581 gccattctca tccagcagtg agaagcttcc aggtaggaca gaaaaaagat ccagcttcag
     5641 ctgcacacct ctgtcccctt ggatggggaa ctaagggaaa acgtctgttg tatcactgaa
     5701 gttttttgtt ttgtttttat acgtgtctga ataaaaatgc caaagttttt tttcagcaaa
     5761 aaaaa
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FIG. 3

        1 mrandalqvl gllfslargs evgnsqavcp gtlnglsvtg daenqyqtly klyercevvm
       61 gnleivltgh nadlsflqwi revtgyvlva mnefstlplp nlrvvrgtqv ydgkfaifvm
      121 lnyntnssha lrqlrltqlt eilsggvyie kndklchmdt idwrdivrdr daeivvkdng
      181 rscppchevc kgrcwgpgse dcqtltktic apqcnghcfg pnpnqcchde caggcsgpqd
      241 tdcfacrhfn dsgacvprcp qplvynkltf qlepnphtky qyggvcvasc phnfvvdqts
      301 cvracppdkm evdknglkmc epcgglcpka cegtgsgsrf qtvdssnidg fvnctkilgn
      361 ldflitglng dpwhkipald peklnvfrtv reitgylniq swpphmhnfs vfsnlttigg
      421 rslynrgfsl limknlnvts lgfrslkeis agriyisanr qlcyhhslnw tkvlrgptee
      481 rldikhnrpr rdcvaegkvc dplcssggcw gpgpgqclsc rnysrggvcv thcnflngep
      541 refaheaecf schpecqpme gtatcngsgs dtcaqcahfr dgphcvsscp hgvlgakgpi
      601 ykypdvqnec rpchenctqg ckgpelqdcl gqtlvligkt hltmaltvia glvvifmmlg
      661 gtflywrgrr iqnkramrry lergesiepl dpsekankvl arifketelr klkvlgsgvf
      721 gtvhkgvwip egesikipvc ikviedksgr qsfqavtdhm laigsldhah ivrllglcpg
      781 sslqlvtqyl plgslldhvr qhrgalgpql llnwgvqiak gmyyleehgm vhrnlaarnv
      841 llkspsqvqv adfgvadllp pddkqllyse aktpikwmal esihfgkyth qsdvwsygvt
      901 vwelmtfgae pyaglrlaev pdllekgerl aqpqictidv ymvmvkcwmi denirptfke
      961 laneftrmar dpprylvikr esgpgiapgp ephgltnkkl eevelepeld ldldleaeed
     1021 nlatttlgsa lslpvgtlnr prgsqsllsp ssgympmnqg nlgescqesa vsgssercpr
     1081 pvslhpmprg clasessegh vtgseaelqe kvsmcrsrsr srsprprgds ayhsqrhsll
     1141 tpvtplsppg leeedvngyv mpdthlkgtp ssregtlssv glssvlgtee ededeeyeym
     1201 nrrrrhspph pprpssleel gyeymdvgsd lsaslgstqs cplhpvpimp tagttpdedy
     1261 eymnrqrdgg gpggdyaamg acpaseqgye emrafqgpgh qaphvhyarl ktlrsleatd
     1321 safdnpdywh srlfpkanaq rt
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MRANDALQVLGLLFSLARGS
MSAIGTLQVLGFLLSLARGS
MRATGTLQVLCFLLSLARGS
MRVNRALQVLGFLLSLARGS
--------------------

YKLYERCEVVMGNLEIVLTGH
YKLYEKCEVVMGNLEIVLTGH
YKLYEKCEVVMGNLEIVLTGH
HKLYEKCEVVMGNLEIVLTGH
---------------------

PNLRVVRGTQVYDGKFAIF
PNLRVVRGTQVYDGKFAIF
PNLRVVRGTQVYDGKFAIF
PNLRVVRGTQVYDGKFAIF
PNLRVVRGTQVYDGKFAIF

NP_001973.2
NP_034283.1
NP_058914.2
NP_001096575.1
XP_509131.2

NP_001973.2
NP_034283.1
NP_058914.2
NP_001096575.1
XP_509131.2

VM
VM
VM
VM
VM

GRSCPPCHEVCKGRCWGPGSE
GGNCPPCHEVCKGRCWGPGPE
GANCPPCHEVCKGRCWGPGPD
GKTCPPCHEACKGRCWGPGPE
GRSCPPCHEVCKGRCWGPGSE

GPNPNQCCHDECAGGCSGPQD
GPNPNQCCHDECAGGCSGPQD
GPNPNQCCHDECAGGCSGPQD
GPNPNQCCHDECAGGCSGPQN
GPNPNQCCHDECAGGCSGPQD

NDSGACVPRCPQPLVY
NDSGACVPRCPAPLVY
NDSGACVPRCPEPLVY
NDSGACVRQCPQPLVY
NDSGACVPRCPQPLVY

NP_001973.2
NP_034283.1
NP_058914.2
NP_001096575.1
XP_509131.2

NKLTF
NKLTF
NKLTF
NKLTF
NKLTF

YQYGGVCVASCPHNFVVDQTS
YQYGGVCVASCPHNFVVDQTF
YQYGGVCVASCPHNFVVDQTF
YQYGGVCVASCPHNFVVDQTS
YQYGGVCVASCPHNFVVDQTS

MEVDKNGLKMCEPCGGLCPKA
MEVDKNGLKMCEPCRGLCPKA
MEVDKHGLKMCEPCGGLCPKA
MEVDKNGLKICEPCGGLCPKA
MEVDKNGLKMCEPCGGLCPKA

GDPWHKIPALDPE
GDPWHKIPALDPE
VDPWHKIPALDPE
GDPWHKIPALDPE
GDPWHKIPALDPE

NP_001973.2
NP_034283.1
NP_058914.2
NP_001096575.1
XP_509131.2

KLNVFRTV
KLNVFRTV
KLNVFRTV
KLNVFRTV
KLNVFRTV

QSWPPHMHNFSVFSNLTTIGG
QSWPPHMHNFSVFSNLTTIGG
QSWPPHMHNFSVFSNLTTIGG
QSWPPHMHNFSVFSNLTTIGG
QSWPPHMHNFSVFSNLTTIGG

LLIMKNLNVTSLGFRSLKEIS
LLIMKNLNVTSLGFRSLKEIS
LLIMKNLNVTSLGFRSLKEIS
LLIMKNLNVTSLGFRSLKEIS
LLIMKNLNVTSLGFRSLKEIS

ERLDIKHNRP
ERLDIKYNRP
ERLDIKYDRP
ERLDIKHNRP
ERLDIKHNRP

NP_001973.2
NP_034283.1
NP_058914.2
NP_001096575.1
XP_509131.2

RRDCVAEGKVC
LGECVAEGKVC
LGECLAEGKVC
RRDCVAEGKVC
RRDCVAEGKVC

LARIFKETELRKLKVLGSGVF
LARIFKETELRKLKVLGSGVF
LARIFKETELRKLKVLGSGVF
LARVFKETELRKLKVLGSGIF
LARIFKETELRKLKVLGSGVF

RQHRGALGPQLLLNWGVQIAK
RQHRETLGPQLLLNWGVQIAK
KQHRETLGPQLLLNWGVQIAK
RQHRGALGPQLLLNWGVQIAK
RQHRGALGPQLLLNWGVQIAK

VLLKSPS
VMLKSPS
VMLKSPS
VLLKSPS
VLLKSPS

NP_001973.2
NP_034283.1
NP_058914.2
NP_001096575.1
XP_509131.2

QVQVADFGVADLLP
QVQVADFGVADLLP
QVQVADFGVADLLP
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Atgagggcgaacgacgctctgcaggtgctgggcttgcttttcagcctggcccggggctcc
 M  R  A  N  D  A  L  Q  V  L  G  L  L  F  S  L  A  R  G  S       20
gaggtgggcaactctcaggcagtgtgtcctgggactctgaatggcctgagtgtgaccggc
 E  V  G  N  S  Q  A  V  C  P  G  T  L  N  G  L  S  V  T  G       40
gatgctgagaaccaataccagacactgtacaagctctacgagaggtgtgaggtggtgatg
 D  A  E  N  Q  Y  Q  T  L  Y  K  L  Y  E  R  C  E  V  V  M       60
gggaaccttgagattgtgctcacgggacacaatgccgacctctccttcctgcagtggatt
 G  N  L  E  I  V  L  T  G  H  N  A  D  L  S  F  L  Q  W  I       80
cgagaagtgacaggctatgtcctcgtggccatgaatgaattctctactctaccattgccc
 R  E  V  T  G  Y  V  L  V  A  M  N  E  F  S  T  L  P  L  P       100
aacctccgcgtggtgcgagggacccaggtctacgatgggaagtttgccatcttcgtcatg
 N  L  R  V  V  R  G  T  Q  V  Y  D  G  K  F  A  I  F  V  M       120
ttgaactataacaccaactccagccacgctctgcgccagctccgcttgactcagctcacc
 L  N  Y  N  T  N  S  S  H  A  L  R  Q  L  R  L  T  Q  L  T       140
gagattctgtcagggggtgtttatattgagaagaacgataagctttgtcacatggacaca
 E  I  L  S  G  G  V  Y  I  E  K  N  D  K  L  C  H  M  D  T       160
attgactggagggacatcgtgagggaccgagatgctgagatagtggtgaaggacaatggc
 I  D  W  R  D  I  V  R  D  R  D  A  E  I  V  V  K  D  N  G       180
agaagctgtcccccctgtcatgaggtttgcaaggggcgatgctggggtcctggatcagaa
 R  S  C  P  P  C  H  E  V  C  K  G  R  C  W  G  P  G  S  E       200
gactgccagacattgaccaagaccatctgtgctcctcagtgtaatggtcactgctttggg
 D  C  Q  T  L  T  K  T  I  C  A  P  Q  C  N  G  H  C  F  G       220
cccaaccccaaccagtgctgccatgatgagtgtgccgggggctgctcaggccctcaggac
 P  N  P  N  Q  C  C  H  D  E  C  A  G  G  C  S  G  P  Q  D       240
acagactgctttgcctgccggcacttcaatgacagtggagcctgtgtacctcgctgtcca
 T  D  C  F  A  C  R  H  F  N  D  S  G  A  C  V  P  R  C  P       260
cagcctcttgtctacaacaagctaactttccagctggaacccaatccccacaccaagtat
 Q  P  L  V  Y  N  K  L  T  F  Q  L  E  P  N  P  H  T  K  Y       280
cagtatggaggagtttgtgtagccagctgtccccataactttgtggtggatcaaacatcc
 Q  Y  G  G  V  C  V  A  S  C  P  H  N  F  V  V  D  Q  T  S       300
tgtgtcagggcctgtcctcctgacaagatggaagtagataaaaatgggctcaagatgtgt
 C  V  R  A  C  P  P  D  K  M  E  V  D  K  N  G  L  K  M  C       320
gagccttgtgggggactatgtcccaaagcctgtgagggaacaggctctgggagccgcttc
 E  P  C  G  G  L  C  P  K  A  C  E  G  T  G  S  G  S  R  F       340
cagactgtggactcgagcaacattgatggatttgtgaactgcaccaagatcctgggcaac
 Q  T  V  D  S  S  N  I  D  G  F  V  N  C  T  K  I  L  G  N       360
ctggactttctgatcaccggcctcaatggagacccctggcacaagatccctgccctggac
 L  D  F  L  I  T  G  L  N  G  D  P  W  H  K  I  P  A  L  D       380
ccagagaagctcaatgtcttccggacagtacgggagatcacaggttacctgaacatccag
 P  E  K  L  N  V  F  R  T  V  R  E  I  T  G  Y  L  N  I  Q       400
tcctggccgccccacatgcacaacttcagtgttttttccaatttgacaaccattggaggc
 S  W  P  P  H  M  H  N  F  S  V  F  S  N  L  T  T  I  G  G       420
agaagcctctacaaccggggcttctcattgttgatcatgaagaacttgaatgtcacatct
 R  S  L  Y  N  R  G  F  S  L  L  I  M  K  N  L  N  V  T  S       440
ctgggcttccgatccctgaaggaaattagtgctgggcgtatctatataagtgccaatagg
 L  G  F  R  S  L  K  E  I  S  A  G  R  I  Y  I  S  A  N  R       460
cagctctgctaccaccactctttgaactggaccaaggtgcttcgggggcctacggaagag
 Q  L  C  Y  H  H  S  L  N  W  T  K  V  L  R  G  P  T  E  E       480
cgactagacatcaagcataatcggccgcgcagagactgcgtggcagagggcaaagtgtgt
 R  L  D  I  K  H  N  R  P  R  R  D  C  V  A  E  G  K  V  C       500
gacccactgtgctcctctgggggatgctggggcccaggccctggtcagtgcttgtcctgt
 D  P  L  C  S  S  G  G  C  W  G  P  G  P  G  Q  C  L  S  C       520

FIG. 39
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cgaaattatagccgaggaggtgtctgtgtgacccactgcaactttctgaatggggagcct
 R  N  Y  S  R  G  G  V  C  V  T  H  C  N  F  L  N  G  E  P       540
cgagaatttgcccatgaggccgaatgcttctcctgccacccggaatgccaacccatggag
 R  E  F  A  H  E  A  E  C  F  S  C  H  P  E  C  Q  P  M  E       560
ggcactgccacatgcaatggctcgggctctgatacttgtgctcaatgtgcccattttcga
 G  T  A  T  C  N  G  S  G  S  D  T  C  A  Q  C  A  H  F  R       580
gatgggccccactgtgtgagcagctgcccccatggagtcctaggtgccaagggcccaatc
 D  G  P  H  C  V  S  S  C  P  H  G  V  L  G  A  K  G  P  I       600
tacaagtacccagatgttcagaatgaatgtcggccctgccatgagaactgcacccagggg
 Y  K  Y  P  D  V  Q  N  E  C  R  P  C  H  E  N  C  T  Q  G       620
tgtaaaggaccagagcttcaagactgtttaggacaaacactggtgctgatcggcaaaacc
 C  K  G  P  E  L  Q  D  C  L  G  Q  T  L  V  L  I  G  K  T       640
catctgacaatggctttgacagtgatagcaggattggtagtgattttcatgatgctgggc
 H  L  T  M  A  L  T  V  I  A  G  L  V  V  I  F  M  M  L  G       660
ggcacttttctctactggcgtgggcgccggattcagaataaaagggctatgaggcgatac
 G  T  F  L  Y  W  R  G  R  R  I  Q  N  K  R  A  M  R  R  Y       680
ttggaacggggtgagagcatagagcctctggaccccagtgagaaggctaacaaagtcttg
 L  E  R  G  E  S  I  E  P  L  D  P  S  E  K  A  N  K  V  L       700
gccagaatcttcaaagagacagagctaaggaagcttaaagtgcttggctcgggtgtcttt
 A  R  I  F  K  E  T  E  L  R  K  L  K  V  L  G  S  G  V  F       720
ggaactgtgcacaaaggagtgtggatccctgagggtgaatcaatcaagattccagtctgc
 G  T  V  H  K  G  V  W  I  P  E  G  E  S  I  K  I  P  V  C       740
attaaagtcattgaggacaagagtggacggcagagttttcaagctgtgacagatcatatg
 I  K  V  I  E  D  K  S  G  R  Q  S  F  Q  A  V  T  D  H  M       760
ctggccattggcagcctggaccatgcccacattgtaaggctgctgggactatgcccaggg
 L  A  I  G  S  L  D  H  A  H  I  V  R  L  L  G  L  C  P  G       780
tcatctctgcagcttgtcactcaatatttgcctctgggttctctgctggatcatgtgaga
 S  S  L  Q  L  V  T  Q  Y  L  P  L  G  S  L  L  D  H  V  R       800
caacaccggggggcactggggccacagctgctgctcaactggggagtacaaattgccaag
 Q  H  R  G  A  L  G  P  Q  L  L  L  N  W  G  V  Q  I  A  K       820
ggaatgtactaccttgaggaacatggtatggtgcatagaaacctggctgcccgaaacgtg
 G  M  Y  Y  L  E  E  H  G  M  V  H  R  N  L  A  A  R  N  V       840
ctactcaagtcacccagtcaggttcaggtggcagattttggtgtggctgacctgctgcct
 L  L  K  S  P  S  Q  V  Q  V  A  D  F  G  V  A  D  L  L  P       860
cctgatgataagcagctgctatacagtgaggccaagactccaattaagtggatggccctt
 P  D  D  K  Q  L  L  Y  S  E  A  K  T  P  I  K  W  M  A  L       880
gagagtatccactttgggaaatacacacaccagagtgatgtctggagctatggtgtgaca
 E  S  I  H  F  G  K  Y  T  H  Q  S  D  V  W  S  Y  G  V  T       900
gtttgggagttgatgaccttcggggcagagccctatgcagggctacgattggctgaagta
 V  W  E  L  M  T  F  G  A  E  P  Y  A  G  L  R  L  A  E  V       920
ccagacctgctagagaagggggagcggttggcacagccccagatctgcacaattgatgtc
 P  D  L  L  E  K  G  E  R  L  A  Q  P  Q  I  C  T  I  D  V       940
tacatggtgatggtcaagtgttggatgattgatgagaacattcgcccaacctttaaagaa
 Y  M  V  M  V  K  C  W  M  I  D  E  N  I  R  P  T  F  K  E       960
ctagccaatgagttcaccaggatggcccgagacccaccacggtatctggtcataaagaga
 L  A  N  E  F  T  R  M  A  R  D  P  P  R  Y  L  V  I  K  R       980
gagagtgggcctggaatagcccctgggccagagccccatggtctgacaaacaagaagcta
 E  S  G  P  G  I  A  P  G  P  E  P  H  G  L  T  N  K  K  L       1000
gaggaagtagagctggagccagaactagacctagacctagacttggaagcagaggaggac
 E  E  V  E  L  E  P  E  L  D  L  D  L  D  L  E  A  E  E  D       1020
aacctggcaaccaccacactgggctccgccctcagcctaccagttggaacacttaatcgg
 N  L  A  T  T  T  L  G  S  A  L  S  L  P  V  G  T  L  N  R       1040

FIG. 39
(Cont'd)
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ccacgtgggagccagagccttttaagtccatcatctggatacatgcccatgaaccagggt
 P  R  G  S  Q  S  L  L  S  P  S  S  G  Y  M  P  M  N  Q  G       1060
aatcttggggagtcttgccaggagtctgcagtttctgggagcagtgaacggtgcccccgt
 N  L  G  E  S  C  Q  E  S  A  V  S  G  S  S  E  R  C  P  R       1080
ccagtctctctacacccaatgccacggggatgcctggcatcagagtcatcagaggggcat
 P  V  S  L  H  P  M  P  R  G  C  L  A  S  E  S  S  E  G  H       1100
gtaacaggctctgaggctgagctccaggagaaagtgtcaatgtgtaggagccggagcagg
 V  T  G  S  E  A  E  L  Q  E  K  V  S  M  C  R  S  R  S  R       1120
agccggagcccacggccacgcggagatagcgcctaccattcccagcgccacagtctgctg
 S  R  S  P  R  P  R  G  D  S  A  Y  H  S  Q  R  H  S  L  L       1140
actcctgttaccccactctccccacccgggttagaggaagaggatgtcaacggttatgtc
 T  P  V  T  P  L  S  P  P  G  L  E  E  E  D  V  N  G  Y  V       1160
atgccagatacacacctcaaaggtactccctcctcccgggaaggcaccctttcttcagtg
 M  P  D  T  H  L  K  G  T  P  S  S  R  E  G  T  L  S  S  V       1180
ggtctcagttctgtcctgggtactgaagaagaagatgaagatgaggagtatgaatacatg
 G  L  S  S  V  L  G  T  E  E  E  D  E  D  E  E  Y  E  Y  M       1200
aaccggaggagaaggcacagtccacctcatccccctaggccaagttcccttgaggagctg
 N  R  R  R  R  H  S  P  P  H  P  P  R  P  S  S  L  E  E  L       1220
ggttatgagtacatggatgtggggtcagacctcagtgcctctctgggcagcacacagagt
 G  Y  E  Y  M  D  V  G  S  D  L  S  A  S  L  G  S  T  Q  S       1240
tgcccactccaccctgtacccatcatgcccactgcaggcacaactccagatgaagactat
 C  P  L  H  P  V  P  I  M  P  T  A  G  T  T  P  D  E  D  Y       1260
gaatatatgaatcggcaacgagatggaggtggtcctgggggtgattatgcagccatgggg
 E  Y  M  N  R  Q  R  D  G  G  G  P  G  G  D  Y  A  A  M  G       1280
gcctgcccagcatctgagcaagggtatgaagagatgagagcttttcaggggcctggacat
 A  C  P  A  S  E  Q  G  Y  E  E  M  R  A  F  Q  G  P  G  H       1300
caggccccccatgtccattatgcccgcctaaaaactctacgtagcttagaggctacagac
 Q  A  P  H  V  H  Y  A  R  L  K  T  L  R  S  L  E  A  T  D       1320
tctgcctttgataaccctgattactggcatagcaggcttttccccaaggctaatgcccag
 S  A  F  D  N  P  D  Y  W  H  S  R  L  F  P  K  A  N  A  Q       1340
agaacgtaa  (SEQ ID NO: 230)
 R  T  -  (SEQ ID NO: 231)

FIG. 39
(Cont'd)

83/83


	Page 1
	Page 2
	Page 3
	Page 4
	Page 5
	Page 6
	Page 7
	Page 8
	Page 9
	Page 10
	Page 11
	Page 12
	Page 13
	Page 14
	Page 15
	Page 16
	Page 17
	Page 18
	Page 19
	Page 20
	Page 21
	Page 22
	Page 23
	Page 24
	Page 25
	Page 26
	Page 27
	Page 28
	Page 29
	Page 30
	Page 31
	Page 32
	Page 33
	Page 34
	Page 35
	Page 36
	Page 37
	Page 38
	Page 39
	Page 40
	Page 41
	Page 42
	Page 43
	Page 44
	Page 45
	Page 46
	Page 47
	Page 48
	Page 49
	Page 50
	Page 51
	Page 52
	Page 53
	Page 54
	Page 55
	Page 56
	Page 57
	Page 58
	Page 59
	Page 60
	Page 61
	Page 62
	Page 63
	Page 64
	Page 65
	Page 66
	Page 67
	Page 68
	Page 69
	Page 70
	Page 71
	Page 72
	Page 73
	Page 74
	Page 75
	Page 76
	Page 77
	Page 78
	Page 79
	Page 80
	Page 81
	Page 82
	Page 83

