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SEQUENCE LISTING

<110> Tsinghua University
Protgen Ltd

<120> A New Tumor Biomarker

<130> P2010653C

<160> 20

<170> PatentIn version 3.3

<210> 1

<211> 728

<212> PRT

<213> Homo sapiens

<400> 1

mMet Pro Glu Glu Thr G1n Thr GIn Asp Gln Pro Met Glu Glu Glu Glu
i 5 10 15

val Glu Thr pPhe Ala Phe GIn Ala Glu ITe Ala Gln Leu Met Ser Leu
20 25 30

Ile Ile Asn Thr Phe Tyr Ser Asn Lys Glu Ile Phe Leu Arg Glu Leu
35 40 45

Ile ggr Asn Ser Ser Asp Ala Leu Asp Lys Ile Arg Tyr Glu Thr Leu
55 60

Thr Asp Pro Ser Lys Leu Asp Ser Gly Lys Glu Leu His Ile Asn Leu
65 70 75 80

Ile Pro Asn Lys GIn Asp Arg Thr Leu Thr Ile val Asp Thr Gly Ile
85 90 95

Gly Met Thr Lys Ala Asp Leu Ile Asn Asn Leu Gly Thr Ile Ala Lys
100 105 110

ser Gly Thr Lys ala Phe Met Glu Ala Leu GIn Ala Gly Ala Asp Ile
115 120 125

Ser Met Ile Gly GIn Phe Gly val Gly Phe Tyr Ser Ala Tyr Leu val
130 135 140

Ala Glu Lys val Thr val Ile Thr Lys His Asn Asp Asp Glu GIn Tyr
145 150 155 160

Ala Trp Glu Ser Ser Ala Gly Gly ser Phe Thr val Arg Thr Asp Thr
165 170 175

Gly Glu Pro Met Gly Arg Gly Thr Lys val Ile Leu His Leu Lys Glu
180 185 190
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asp G1n Thr 61u Tyr Leu Glu GTu Arg Arg Ile Lys Glu Ile val Lys
195 200 205

Lys His Ser GIn Phe Ile Gly Tyr Pro Ile Thr Leu Phe val Glu Lys
210 215 220

Glu Arg Asp Lys Glu val ser Asp Asp Glu Ala Glu Glu Lys Glu Asp
225 230 235 240

Lys Glu GTu Glu Lys Glu Lys Glu Glu Lys Glu Ser Glu Asp Lys Pro
245 250 255

Glu Ile Glu Asp val Gly Ser Asp Glu GIu Glu Glu Lys Lys Asp Gly
260 265 270

Asp Lys Lys Lys Lys Lys Lys Ile Lys Glu Lys Tyr Ile Asp GIn Glu
275 280 283

Glu Leu Asn Lys Thr Lys Pro Ile Trp Thr Arg Asn Pro Asp Asp Ile
290 295 300

Thr asn Glu Glu Tyr Gly Glu Phe Tyr Lys Ser Leu Thr Asn Asp Trp
305 310 315 320

Glu Asp His Leu Ala val Lys His Phe Ser val Glu Gly GIn Leu Glu
325 330 335

Phe Arg Ala Leu Leu Phe val Pro Arg Arg Ala Pro Phe Asp Leu Phe
340 345 350

Glu Asn Arg Lys Lys Lys Asn Asn Ile Lys Leu Tyr val Arg Arg val
355 360 365

Phe I1e Met Asp Asn Cys Glu Glu Leu TIle Pro Glu Tyr Leu Asn Phe
370 375 380

Ile Arg Gly val val Asp Ser Glu Asp Leu Pro Leu Asn Ile Ser Arg
385 390 395 400

Glu Met Leu Gln GIn Ser Lys Ile Leu Lys val Ile Arg Lys Asn Leu
405 410 415

val Lys Lys Cys Leu Glu Leu Phe Thr Glu Leu Ala Glu Asp Lys Glu
420 425 430

Asn Tyr Lys Lys Phe Tyr Glu Gln Phe Ser Lys Asn Ile Lys Leu Gly
435 440 445

ITe His Glu Asp Ser GIn Asn Arg Lys Lys Leu Ser Glu Leu Leu Arg
450 455 460
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Tyr

465

Cys

Glu

LyS

Cys

Thr

545

Gin

Asp

va'l

Asn

Met

625

Ser

Lys

ser

Tyr

Ala

705

Gly

Tyr

Thr

Thr

His

val

530

Lys

Glu

Ile

Thr

Met

610

Gly

ITe

Ser

ser

Arg

690

ASD

Asp

Thr

Arg

Lys

Gly

Gln

Glu

Glu

Leu

ser

585

Glu

Tyr

ITe

val

Gly

Met

Asp

Asp

Ser

Met

500

Ley

Gin

Gly

Lys

Glu

580

Pro

Arg

Met

Glu

Lys

660

Phe

Ile

Thr

Asp

Ala

Glu

Leu

Leu

Lys

Lys

cys

Ile

Ala

Thr

645

Asp

Ser

Lys

ser

Thr
725

Ser

470

Glu

val

val

LysS

Glu

550

Thr

Lys

Cys

Met

ala

630

Leu

Leu

Leu

Leu

Ala.

710

Ser

Gly

ASnN

Ala

Ile

Glu

535

Leu

Lys

val

Ile

Lys

615

Lys

Arg

va'l

Glu

Gly

Ala

Arg

P2010653C SEQ STZ25
Asp Glu Met val Ser

Gln

Asn

TYr

520

Phe

Pro

Phe

Glu

val

600

Ala

Lys

Glin

Ile

680

Leu

val

Met

Lys

Ser

505

Met

Glu

Glu

Glu

LyS

Thr

Gln

His

Lys

Leu

665

Pro

Gly

Thr

His

490

Ala

Ile

Gly

AsSp

Asn

570

val

ser

Ala

Leu

Ala

650

Leu

Gln

Ile

Glu

475

Tle

Phe

Glu

Lys

Glu

555

Leu

val

Thr

Leu

Glu

635

Glu

Tyr

Thr

ASp

Glu
715
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Tyr

val

Pro

Thr

540

Glu

cys

val

Tyr

Arg

620

Ile

Ala

Glu

His

Glu

700

Met

LEXT
Leu

TYr

Glu

Ile

525

Leu

Glu

Lys

ser

Gly

Asp

Asn

Asp

Thr

Ala

685

Asp

Pro

Lys

Ile

Arg

510

Asp

va'l

Lys

Ile

AsSn

590

Trp

Asn

Pro

Lys

Ala

670

Asn

Asp

Pro

Asp

Thr

495

Leu

Glu

Ser

Lys

Met

575

Arg

Thr

Ser

AsSp

Asn

655

Leu

Arg

Pro

Leu

Tyr

480

Gly

Arg

TYr

val

LYysS

560

Lys

Leu

Ala

Thr

His

640

Asp

l.eu

Thr

Glu
720



<210> 2
<211>
<212>
<213>

<400> 2
atgcctgagg

DNA

gcetttcagg
aaagagatct
tatgaaactt
ataccgaaca
gctgacttyga
gctrtgcagy
gcttatttgg
gcttgggagt
ggtcgtggaa
cgaagaataa
tttgtggaga
aaagaagaag
gttggttctg
aaggaaaagt
cccgacgata
gaagatcact
ctatttgtec
dtcaaattgt
tatctgaact
gagatgttgc
ttagaactct
ttctctaaaa
gagctgttaa
tgcaccagaa
caggtagcta
atgattgagc
ttagtgtcag
caggaagaga
aaaaaagtty

acaagcacat

2184

Homo sapiens

aaacccagac
cagaaattgc
ttctgagaga
tgacagatcc
aacaagatcg
tcaataaccet
ctggtgcaga
ttgctgagaa
cctcagecagg
caaaagttat
aggagattgt
aggaacgtga
aaaaagaaaa
atgaggaaga
acatcgatca
ttactaatga
tggcagtgaa
cacgacgtgce
atgtacgcag
tcattagagg
aacaaagcaa
ttactgaact
acataaagct
ggtactacac
tgaaggagaa
actcagcctt
ccattgatga
tcaccaaaga
aaaaaacaaa
aaaaggtggt
atggcrggac

P2010653C SEQ ST25.txt

ccaagaccaa
ccagtrtgatg
gctcatttca
cagtaaatta
aactctcact
tggtactatc
tatctcratg
agtaactgtg
gggatcattc
cctacacctg
gaagaaacat
taaagaagta
agaagagaaa
agaaaagaag
agaagagctc
ggagtacgga
gcatttrtca
tccttttgat
agttttcatc
ggtggtagac
aattttgaaa
ggcggaagat
tggaatacac
atctgectct
ccagaaacat
tgtggaacgt
gtactgtgtc
aggcctggaa
gtttgagaac
tgtgtcaaac

agcaaacatg

ccgatggagg
tcattgatca
aattcatcag
gactctggga
attgtggata
gccaagtctg
attggccagt
atcaccaaac
acagtgagga
aaagaagacc
tctcagttta
agcgatgatg
gagtcggaag
gatggtgaca
aacaaaacaa
gaattctata
gttgaaggac
ctgtttgaaa
atggataact
tcggaggatc
gttatcagga
aaagagaact
gaagactctc
ggtgatgaga
atctattata
cttcggaaac
caacagctga
cttccagagy
ctctgcaaaa
cgattggtga

gagagaatca
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aggaggaggt
tcaatacttt
atgcattgga
aagagctgca
ctggaattgg
ggaccaaagc
tcggtgttgg
ataacgatga
cagacacagg
aaactgagra
ttggatatcc
aggctgaaga
acaaacctga
agaagaagaa
agceccatctg
agagcttgac
agttggaatt
acagaaagaa
gtgaggagct
tccetetaaa
agaatttggt
acaagaaatt
aaaatcggaa
tggtttctet
tcacaggtga
atggcttaga
aggaatttga
atgaagaaga
tcatgaaaga
catctccatg

tgaaagctca

tgagacgtic
ctactcgaac
caaaatccgg
tattaacctt
aatgaccaag
gttcatggaa
tttttatict
tgagcagtac
tgaacctatg
cttggaggaa
cattactctt
aaaggaagac
aattgaagat
gaagaagatt
gaccagaaat
caatgactgg
cagagccctt
aaagaacaat
aatccctgaa
catatcccgt
caaaaaatgc
ctatgagcag
gaagctttca
caaggactac
gaccaaggac
agtgatctat
ggggaagact
gaaaaagaag
catattggag
ctgtattgte

agccctaaga

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860



gacaactcaa

tccattattg

gatctggtca

ccccagacac

gatgacccta

ggagatgacg

<210>
<211>
<212>
<213>

<400>

3
732
PRT

Homo

3

Met Pro Glu
1

val

Ile

Ile

Thr

65

Ile

Gly

ser

Ser

Ala

145

Ala

Gly

Glu

Ile

Ser

50

Asp

Pro

Met

Gly

Met

130

Glu

Trp

Glu

Thr

Asn

35

Asn

Pro

Asn

Thr

Thr

115

ITe

Lys

Glu

Pro

caatgggtta
agaccttaag
tcttgettta
atgctaacag
ctgctgatga

acacatcacg

sapiens

Glu

Phe

20

Thr

ser

ser

Lys

100

Lys

Gly

val

ser

Met
180

Thr GIn
5

Ala phe

Phe Tyr

Ser Asp

Lys Leu
70

Gin Asp
85

Ala Asp

Ala phe

GIn Phe

Thr val
150

sar Ala
165

Gly Arg

catg

Thr

Gln

ser

Ala

25

Asp

Arg

Leu

Met

Gly

Ile

Gly

Gly

P2010653C SEQ 5T25.txt

Glin

Ala

Asn

40

Leu

Ser

Thr

Ile

Glu

120

val

Thr

Gly

Thr

ASp

Glu

25

Lys

ASp

Gly

Leu

Asn

105

Ala

Gly

Lys

Ser

LYS
185

GIn

10

Ile

Glu

Lys

Lys

Thr

90

Asn

Leu

Phe

His

Phe

170

val

gcaaaaggca gaggctgata
tgaaactgcg ctcctgtctt
gatctacagg atgatcaaac

taccagtget getgtaactg

Pro

Ala

Ile

Ila

Glu

75

Ile

Leu

Gln

Tyr

Asn

155

Thr

Ile

Page 5

agaacgacaa gtctgtgaag
ctggcttcag tctggaagat
Ttggtctgyy tattgatgaa

aagaaatgcc accccttgaa

Met

Gln

Phe

Arg

60

L.eu

val

Gly

Ala

ser

140

Asp

val

l.eu

Glu

Leu

Leul

45

Tyr

His

Asp

Thr

Gly

Ala

ASD

Arg

His

Glu

Met

30

Arg

Glu

Ile

Thr

Ile

110

Ala

Tyr

Glu

Thr

Leu
190

Glu

15

ser

Glu

Thr

Asn

Gly

a5

Ala

Asp

Leu

GlIn

Asp

175

Lys

catggcagca aagaaacacc tggagataaa ccctgaccat

Glu

Leu

Leu

Leu

Leu

80

Ile

Lys

Ile

val

Tyr

Thr

Glu

1920
1980
2040
2100
2160
2184



Asp

Lys

Glu

225

Lys

Glu

Asp

Glu

Thr

305

Glu

Phe

Glu

Phe

Ile

385

Glu

val

Asn

Ile

Gln

His

210

Arg

Glu

Ile

Lys

Leu

290

ASn

Asp

ATg

Ash

Ile

370

Arg

Met

LYS

TYrP

His
450

Thr

185

Ser

Asp

Glu

Glu

Lys

Asn

Glu

His

Ala

Arg

Met

Gly

Ley

Lys

Lys

Glu

Glu

Gln

Lys

Glu

ASD

260

Lys

Lys

Glu

Leu

Lau

340

Lys

ASp

val

Gln

Cys

Lys

Asp

Tyr

Phe

Glu

Lys

Thr

TYr

Ala

325

Leu

Lys

Asn

val

Gln

405

Leu

Phe

Ser

Leu

Ile

val

230

Glu

Gly

Lys

Lys

Gly

310

val

Phe

Lys

Cys

Asp

390

Ser

Glu

Tyr

Gln

Glu

Gly

Ser

Lys

Ser

Lys

Pro

295

Glu

Lys

val

Asn

Glu

375

Ser

Lys

Leu

Glu

Asn
455

P2010653C SEQ ST25
Glu Arg Arg Ile Lys

200

Tyr

ASp

Glu

Asp

Ile

280

Ile

Phe

His

Pro

Asn

360

Glu

clu

Ite

Phe

Gln

440

Arg

Pro

ASD

Glu

Glu

265

Lys

Trp

Tyr

Phe

Arg

345

Ile

Leu

Asp

Leu

Thr

425

Phe

LysS

Ile

Glu

Glu

Thr

Lys

ser

330

Arg

Lys

Ile

Leu

Lys

410

Glu

Ser

Lys

Page 6

Thr

Ala

235

Glu

Glu

Lys

Arg

ser

315

val

Ala

Leu

Pro

Pro

395

val

Leuy

Lys

Leu

Leu

220

Glu

ser

Glu

TYr

Asn

300

Leu

Glu

Pro

TYTr

Glu

380

Leu

Ile

Ala

Asn

ser
460

JIXt

Glu

205

Phe

Glu

Glu

LYS

Ile

285

Pro

Thr

Gly

Phe

val

365

Tyr

Ash

Arg

Glu

Ile

445

Glu

Ile

val

Lys

ASp

Lys

270

Asp

Asp

Asn

Gln

ASp

350

Arg

Leu

Ile

Lys

ASP

430

Lys

Leu

val

Glu

Glu

Asp

Gln

ASp

Asp

Leu

335

Leu

ATg

Asn

ser

Asn

415

Lys

Leu

Leu

Lys

Lys

Asp

240

Pro

Gly

Glu

Glu

Phe

val

phe

Arg

400

Leu

Gly

Arg



Tyr

465

Cys

Glu

Lys

cys

Thr

545

Gln

Asp

val

Asnh

Met

625

Ser

Lys

Ser

Tyr

Ala

705

Gly

TYTr

Thr

Thr

His

val

530

Lys

Glu

ITe

Thr

Met

610

Gly

Ile

Ser

Sear

Asp

Asp

Thr

Arg

Lys

Glu

Glu

Leu

ser

595

Glu

Tyr

Ile

val

Gly

Met

ASD

Asp

Ser

Met

500

Ley

Gln

Gly

LYyS

Glu

580

Pro

Arg

Met

Glu

LysS

Phe

Ile

Thr

ASp

Glu

Leu

Leu

Lys

565

Lys

Cys

Ile

Ala

Thr

645

ASD

Ser

LYyS

ser

Thr
725

ser

470

Glu

val

val

Lys

Glu

Thr

Lys

Cys

Met

Ala

630

Leu

Leu

Leu

Leu

Ala

710

ser

Gly

AsSn

Ala

Ile

Glu

535

Leu

Lys

val

Ile

LysS

Lys

Arg

val

Glu

Gly

Ala

Arg

P2010653C SEQ ST25
Asp Glu Met val Ser

Glin

Asn

TYr

520

Phe

Pro

Phe

Glu

val

600

Ala

Lys

Glin

Ile

Asp

680

Leu

val

Met

Lys

ser

505

Met

Glu

Glu

Glu

Lys

5835

Thr

Gln

His

LyS

Leu

665

Pro

Gly

Thr

Glu

His

480

Ala

Ile

Gly

Asp

Asnh

570

val

ser

Ala

Leu

Ala

650

Leu

Gin

Tle

Glu

Glu
730

475

Ile

Phe

Glu

Lys

Glu

Leu

val

Thr

Leu

Glu

635

Glu

Tyr

Thr

Asp

Glu

715

val

Page 7

Tyr

val

Pro

Thr

540

Glu

Cys

val

Tyr

Arg

Ile

Ala

Glu

His

Glu

700

Met

ASp

LEXt
Leu

Tyr

Glu

ITe

525

Leu

Glu

Lys

ser

ASp

Asnh

ASp

Thr

Ala

685

Asp

Pro

Lys

Ile

Arg

510

Asp

val

Lys

Ile

Asn

590

Trp

AsSn

Pro

Lys

Ala

670

Asn

AsSp

Pro

Asp

Thr

495

Leu

Glu

ser

Lys

Mat

575

Arg

Thr

ser

ASD

Asn

655

Leu

Arg

Pro

Leu

Tyr

480

Gly

Arg

Tyr

val

Lys

560

LYys

Leu

Ala

Thr

His

640

Asp

Leu

Ile

Thr

Glu
720



<210> 4
<211>
<212>
<213>

DNA
<400> 4
atgcctgagg
gcectttcagy
aaagagatct
tatgaaactt
ataccgaaca
gctgacttga
gctttgcagg
gcttatttgg
gcttgggagt
ggtcgtggaa
cgaagaataa
tttgtggaga
aaagaagaag
grtggttctg
aaggaaaagt
cccgacgata
gaagatcact
ctatttgtcc
atcaaattgt
tatctgaact
gagatgttge

‘ttagaactct
ttctctaaaa
gagctgttaa
tgcaccagaa
caggtagcta
atgattgage
ttagtgtcag
caggaagaga
aaaaaagttg

acaagcacat

2199

Home sapiens

aaacccagac
cagaaattge
ttctgagaga
tgacagatec
aacaagatcg
tcaataacct
ctggtgcaga
ttgctgagaa
cctcageagy
caaaagttat
aggagattgt
aggaacgtga
daaaagaaaa
atgaggaaga
acatcgatca
ttactaatga
tggcagtgaa
cacgacgtgc
atgtacgcag
tcattagagg
aacaaagcaa
ttactgaact
acataaagct
ggtactacac
tgaaggagaa
actcagcetrt
ccattgatga
tcaccaaaga
aaaaaacaaa
aaaaggtggt

atggctggac
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ccaagaccaa
ccagttgatg
gctcattteca
cagtaaatta
aactctcact
tggtactatc
tatctetatg
agtaactgtg
gggatcattc
cctacacctg
gaagaaacat
taaagaagta
agaagagaaa
agaaaagaag
agaagagctc
ggagtacgga
gcatttttca
tccttttgat
agttttcatc
ggtggtagac
aattttgaaa
ggcggaagat
tggaatacac
atctgectct
ccagaaacat
tgtggaacgt
gtactgtgte
aggcctggaa
gtttgagaac
tgtgtcaaac

agcaaacatg

ccgatggagyg
tcattgatca
aattcatcag
gactctggga
attgtggata
gccaagtctg
attggccagt
atcaccaaac
acagtgagga
daagaagacc
tctcagttta
agcgatgatg
gagtcggaad
gatggtgaca
aacaaaacaa
gaattctata
gttgaaggac
ctgtttgaaa
atggataact
tcggaggatce
gttatcagga
aaagagaact
gaagactctc
ggtgatgaga
atctattata
cttcggaaac
caacagctga
cttccagagg
ctctgcaaaa
cgattggtga
gagagaatca
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aggaggaggt
tcaatacttt
atgcattgga
aagagctgea
ctggaattgg
ggaccaaagc
tcggtgttgg
ataacgatga
cagacacagg
aaactgagta
ttggatatce
aggctgaaga
acaaacctga
agaagaagaa
agcccatctg
agagcttgac
agttggaatt
acagaaagaa
gtgaggagct
tccctctaaa
agaattrtggt
acaagaaatt
aaaatcggaa
tggtttctet
tcacaggtga
atggcttaga
aggaatttga
atgaagaaga
tcatgaaaga
catctccatg

tgaaagctca

tgagacgttc
ctactcgaac
caaaatccgg
ftattaacctt
aatgaccaag
gttcatggaa
tttttatict
tgagcagtac
tgaacctatg
cttggaggaa
cattactctt
aaaggaagac
aattgaagat
gaagaagatt
gaccagaaat
caatgactgg
cagagccctt
aaagaacaat
aatccctgaa
catatccegt
caaaaaatgc
ctatgagcag
gaagctttca
caaggactac
gaccaaggac
agtgatctat
ggggaagact
gaaaaagaag
catattggag
ctgtattgtc

agccctaaga

60
120
180
240
300
360
420
480
540
600
660
720
780
840
200
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860



gacaactcaa
tccattattg
gatctggtca
ccccagacac

gatgacccta

ggagatgacg

caatgggtta
agaccttaag
tcttgottta
atgctaacag
ctgctgatga

acacatcacg

P2010653C SEQ ST25.txt

catggcagca
gcaaaaggca
tgaaactgcg
gatctacagg
taccagtgcet

catggaagaa

aagaaacacc
gaggctgata
ctcctgrett
atgatcaaac
gctgtaactg

gtagactaa

tggagataaa ccctgaccat
agaacgacaa gtctgtgaag
ctggcttcag tctggaagat
ttggtctggy tattgatgaa

aagaaatgcc acccctigaa

<210>
<211>
<212>
<213>

<400>

499
PRT
Homo

5

Met Ala Met
1

Asp

Thr

Lys

TYF

65

Ala

Lys

Arg

Asp

GIn

145

val

Ser

Glu

GIn

Phe

50

Gly

Lau

Gly

ala

LYyS

val

Gly

Pro

Ala

35

Tyr

Asnh

Gly

Tyr

Ala

115

ASD

Ala

ASp

Pro

sapiens

Ala

Pro

20

Asn

Ser

Arg

Asp

Tyr

100

Leu

Ala

Phe

ser

Glu

5

Ala

Asp

Gln

ser

Ala

85

Arg

Arg

LYS

Glu

Leu

165

Leu

Gly

ASp

Tyr

Ala

Leu

70

Thr

ATg

ASp

Met

150

AsSp

Glu

Glu

Gly

Phe

Ile

55

Ala

Arg

Ala

TYr

Lys

135

Ala

Ile

Asp

Arg

Ala

LYs

Glu

Tyr

Ala

Ala

Glu

120

Tyr

Tle

Glu

Gly

Thr

Leu

25

Ala

Leu

Leu

Ile

Ser

105

Thr

Gln

Ala

Sar

Lys
185

Glu

10

Lys

Lys

AsSh

Arg

Glu

90

Asn

val

Glu

Gly

Met

170

val

Page 9

cys

Arg

Asp

Pro

Thr

75

Leu

Met

val

cys

Thr

Ala Glu Pro

Glu
30

Ala Glu

Glu
45

Tyr Asnh

Ser Asn Ala

60

Glu Cys Tyr

ASp Lys Lys

Ala Leu Gly

val
125

Lys Lys

Asn Ile

140

Lys

Glu His Lys

Ile Glu Asp

Phe
190

Ile Ser

PTo

15

t.eu

Ala

Ile

Gly

TYr

95

LyS

Pro

val

Arg

Glu

175

Met

Arg

Lys

Ile

Tyr

Tyr

80

Ile

Phe

His

LYyS

ser

160

Tyr

LyS

1920
1980
2040
2100
2160
2199



Glu

Ala

Thr

225

Gly

Asn

val

Phe

Glu

305

Ala

Trp

Gly

Ile

Leu

385

Gly

Glu

Gly

Pro

Leu

Tyr

210

Leu

Asp

Gly

Asp

Lys

290

Thr

Lys

Leu

Gly

Glu

370

Trp

val

Asn

TYF

Asn
450

Met

195

Gln

val

Thr

Leu

Arg

Leu

AsSp

TYr

Pro

Leu

355

Arg

Ser

Ser

Asnh

Glu

435

Tyr

Gln

Ile

Glu

His

Pro

260

Gly

Leu

Ash

Thr

Lew

340

Phe

ASn

Asp

Cys

Leu

420

val

Cys

Trp

Leu

Thr

ser

TYr

Met

Ala

325

Ala

Ser

Arg

Pro

Gln

405

Asp

Ala

Asp

Tyr

val

Thr

230

Glin

Glu

Phe

Pro

Asn

310

GIn

Gln

Glu

Gln

Gin

390

Phe

Tyr

His

Gln

Gin

215

Leu

Phe

Thr

Ser

Asp

295

GlIn

Met

cys

ASp

Pro

375

Pro

Gly

Ile

Gly

Met
455

P2010653C SEQ ST25
Lys Asp Gln Lys Lys Leu

200

val

Lys

Tyr

Asnh

val

280

His

Ile

Tyr

Ile

Gly

360

Pro

Gln

Pro

Ile

Gly

440

Gly

Lys

Glu

Asp

Pro

265

Glu

Phe

Tyr

Glu

Asn

345

val

ASp

AsSN

Asp

Arg

425

Arg

Asni

Glu

Thr

Leu

250

TYr

val

His

Gly

Leu

330

Gly

Thr

Ser

Gly

val

410

Ser

Cys

Lys

Page 10

val

Glu

235

l.eu

Tle

Ile

Leu

Phe

315

pPhe

Lys

Leu

Gly

Arg

Thr

His

val

Ala

Leu

220

Lys

Asn

Phe

Leu

Leu

300

Glu

Ser

vai

Asp

Pro

380

Ser

LyS

Glu

Thr

ser
460

LIXT

His

205

ser

Ile

Ile

Asn

Thr

285

Arg

Gly

Glu

Leu

Asp

Met

Ile

Ala

val

val

445

TYr

Arg

LYys

Thr

Phe

Leu

Gly

Glu

val

Ile

350

Ile

Cys

ser

Phe

Lys

Phe

Ile

LyS

Leu

val

Glu

255

ASp

Phe

Asn

val

Phe

335

Met

Arg

Asp

Lys

Leu

415

Ala

Ser

His

cys

ser

Cys

240

Ley

Phe

Gly

His

Lys

Glu

His

Lys

Leu

Glu

Ala

Leu



465

Gln Gly Ser Asp Leu 2

P2010653C SEQ ST25.txt

rg Pro Gln Phe His
70

475

GIn Phe Thr Ala val Pro

480

His Pro Asn val Lys Pro Met Ala Tyr Ala Asn Thr Leu Leu GIn Leu

485

Gly Met Met

<210> 6
<211>
<212>
<213>

<400> 6
atggcgatgg

DNA

gctgatggag
gccaaggact
aatgccatct
gcgctgggag
cgcegggcty
acggtggtca
aagatcgtga
gtggtggact
cttgaagacg
cagaagaaac
tccaagetga
ggggacaccc
tecggagaccea
gaagtgatcc
cgaggcaacc
gccaagtaca
gcccagtgea
gtcaccctgg
atgtgtgacc
ggcgtgaget
gactatatca
cgctgtgtca
tacatccacc

catcccaacyg

1500

Homo sapiens

cggagggcga
ctcrgaageg
acgagaacge
actatggcaa
acgccacgceg
ccagcaacat
aggtgaagce
agcagaagge
cgetggacat
gcaaagtgac
tgcaccggaa
gcacgctegt
atggcecagtt
acccctatat
tcaccctttt
acgagacaga
cagcccagat
tcaacggcaa
atgacatccyg
tgetetggte
gtcagtttgg
tcegeageea
ccgtcttcte
tccagggete

tcaagcecat

gaggactgag
ggcagaggag
catcaagttc
ccgcagectg
ggccattgag
ggcactgggc
ccatgacaag
ctttgageay
cgagagcatyg
aatcagtttc
atgtgcctac
ggaaaccaca
ctatgacctc
atttaatggt
cggcttcaag
caacatgaac
gtacgagctc
agtgctgatc
gazaattgag
agatccacag
gcetgacgte
cgaagtcaag
tgcccecaac
tgacctacgg

ggectatgee

450

tgtgctgage
ctcaagactc
tacagccagg
gcctacctge
ctggacaaga
aagttccggg
gatgccaaaa
gccatcgegg
accattgagg
atgaaggagc
cagattctgy
ctcaaagaga
ctcaacatat
gactttgtgg
ctcctgtace
cagatctacg
tttagcgagy
atgcacggag
cggaatcgac
ccacagaacg
accaaggect
gccgaggget
tactgcgacc
cctcagtteco

aacacgctge

pPage 11

ccecceceggga
aggccaatga
ccatcgaget
gcactgagtg
agtacatcaa
ccgegetgeg
tgaaatacca
gcgacgagca
atgagtacag
tecatgeagtg
tacaggtcaa
cagagaagat
tcgagctcaa
accgaggcetc
cagatcactt
gtttcgaggg
tgttcgagtg
gcctgttcag
aacccccaga
ggcgcetegat
tcttggaaga
acgaggtgygc
agatggggaa
accagtrcac

tgcagctagg

495

cgaacccocg
ctacttcaaa
gaaccccage
ctatggctac
gggtrattac
agactacgag
ggagtgcaac
caagcgetee
cgyacccaag
gtacaaggac
agaggtccte
tacagtatgt
cggtrtaccc
cttctctgta
tcacctectt
tgaggtgaag
gctccegtty
tgaagacggt
ttcagggece
cagcaagegyg
gaacaacctg
tcacggagge
caaagcctece
agcagtgect
aatgatgtga

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
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<210> 7

<211> 25

<212> DNA

<213> Artificial

<220>
<223> Target seqguence of PP5 siRNA

<400> 7
actcgaacac ctcgctaaag agetc

<210> 8

<211> 30

<212> DNA

<213> Artificial

<220> i
<223> Hsp90EA-sSall-Re

<400> 8
acgcgtcgac ttagtctact tcttccatge

<210> 9

<21i> 31

<212> DNA

<213> Artificial

<220> )
<223> Hsp90EA-Sphl-For

<400> 9
acatgcatge atgectgagg aaacccagac ¢

<210> 10

<211> 73

<212> DNA

<213> Artificial

<220> )
<223> Hsp30EA-pc3.1-Nhel-For-Myc:

<400> 10
gctagectage gccaccatgg aacaaaaact catctcagaa gaggatctgc ctgaggaaac

ccagacccaa gac

<210> 11
<211> 91
<212> DNA
<213> Artificial

<220> )
<223> HspS0EA-pc3.1-Nhel-For-His-Myc:

<400> 11
gctagetage gecaccatge atcatcatca tcatcatgaa caaaaactca tctcagaaga

ggatctgoct gaggaaaccc agacccaaga C

<210> 12
<211> 34
<212> DNA

Page 12

25

30

31

60
73

60
91



<213>

<220>
<223>

<400

p2010653C SEQ ST25.txt

Artificial

Hsp90EA-pc3. 1-Xhol-Re-nostop
12

cccgetcgag tgtctacttc ttccatgegt gatg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

13

37

DNA
Artificial

HspY0EA-EE-AA
13

ggccgotcga gtgtctactg ctgecatgcg tgatgtg

<210>
<211
<212>
<213>

<220>
<223>

<400>

14

37

DNA
Artificial

Hsp90EA-VD-AA
14

ggccgercga gttgotgoctt cttccatgeg tgatgtg

<210>
<211l>
<212>
<213>

<220>
<223>

<400>

15

37

DNA
Artificial

Hsp90EA-EEVD-AAAA
15

ggccgetega gttgetgetg ctgecatgeg tgatgtg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

16

33

DNA
Artificial

HspOOEA-CER4-Xho
16

ccgctcgagt catgogtgat gtgtcgtcat cte

<210>
<211>
<212>
<213>

<220>
<223>

<400>

17

39

DNA
Artificial

Hsp30EA-T89A-Sense
17

gatcgaactc ttgcaattgt ggatactgga attggaatg

Page 13

34

37

37

37

33

39



<210>
<211>
<212>
<213>

<220>
<223>

<400>

pP2010653C SEQ STZ25.txt
18
39
DNA
Artiticial
Hsp90EA-T89-AntiSense
18

cattccaatt ccagtatcca caattgcaag agttcgatc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

19

39

DNA
Artificial

PP5-NheI-For
19

ctagctagca tgtacccata cgacgtccca gactacgct

<Z210>
<211>
<212>
<213>

<220>
<223>

<400>

20

40

DNA
Artificial

PP5-XhoI-Re
20

ccgetegagt taatgatgat gatgatgatg cacgtgtacc
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39

39

40



