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PatentIn version 3.5
1

20

DNA

Artificial Sequence

MTMEM16F sgRNA

1

ggatgaagtc gattcgcctc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

2

20

DNA

Artificial Sequence

mP2X7 sgRNA

2

tgagcgataa gctgtaccag

<210>
<211>
<212>
<213>

<220>
<223>

<400>

3

20

DNA

Artificial Sequence

mEros sgRNA

3

atttgtggct gtacagaact

<210>
<211>
<212>

4
20
DNA
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20

20

20



<213>

<220>
<223>

<400>

Artificial Sequence

hP2X7 sgRNA

4

tgatgacagg ctctttccgc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

5

20

DNA

Artificial Sequence

hEros

5

tggaagctct tctacgtcac

<210>
<211>
<212>
<213>

<220>
<223>

<400>

6

37

DNA

Artificial Sequence

mP2X7a F primer

6

tttttaatta agccaccatg ccggcttgect gcagctg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

7

35

DNA

Artificial Sequence

mP2X7k F primer

7

tttttaatta agccaccatg ctgcccgtga gccac

<210>
<211>
<212>
<213>

<220>
<223>

<400>

8

29

DNA

Artificial Sequence

mP2X7 common R primer

8
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20

20

37

35



aaagaattcg tagggatact tgaagccac

<210>
<211>
<212>
<213>

<220>
<223>

<400>

9

41

DNA

Artificial Sequence

primer 1 for material and method 6

9

aatggactat catatgctta ccgtaacttg aaagtatttc g

<210>
<211>
<212>
<213>

<220>
<223>

<400>

10

44

DNA

Artificial Sequence

primer 2 for material and method 6

10

ctttagtttg tatgtctgtt gctattatgt ctactattct ttcc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

11

83

DNA

Artificial Sequence

primer 3 for material and method 6

11

caagcagaag acggcatacg agatgtgact ggagttcaga cgtgtgctct tccgatcttc

tactattctt tcccctgcac tgt

<210>
<211>
<212>
<213>

<400>

12
187
PRT
Homo sapiens

12

Met Tyr Leu Gln Val Glu Thr Arg Thr Ser Ser Arg Leu His Leu Lys

1

5 10 15

Arg Ala Pro Gly Ile Arg Ser Trp Ser Leu Leu Val Gly Ile Leu Ser

20 25 30
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29

41

44

60

83



Ile

Leu

Asp

65

Lys

His

Glu

Arg

Gly

145

Leu

Asp

Gly

Phe

50

Trp

Thr

Asp

Glu

Leu

130

His

Glu

Ser

<210>
<211>
<212>
<213>

<400>

Leu Ala
35

Tyr Val

Glu Glu

Phe Ser

Gln Val
100

Glu Lys
115

Ala Thr

Arg Ser

Leu His

Glu Ala
180

13
187
PRT

Ala

Thr

Ala

Leu

85

Val

Val

Gly

Asp

Cys

165

Gly

Mus musculus

13

Ala

Gly

Ile

70

Tyr

Val

Arg

Phe

Val

150

Leu

Asp

Tyr

Cys

55

Phe

Lys

Leu

Tyr

Ser

135

Glu

Glu

Pro

Tyr

40

Leu

Asp

Lys

Leu

Phe

120

His

Ala

Ser

Ala

Ser

Phe

Lys

Leu

His

105

Gly

Pro

Ile

Pro

Ser
185

Gly

Val

Ser

Leu

90

Asp

Lys

Leu

Ala

Thr

170

Gln

Asp

Ala

Thr

75

Thr

Val

Gly

Thr

Lys

155

Glu

Ser

Ser

Val

60

Gly

Leu

Arg

Tyr

Gln

140

Leu

Leu

Leu

45

Gln

Lys

Phe

Asp

Met

125

Ser

Ile

Ser

Gly

Asn

Val

Arg

Val

110

Val

Ala

Thr

Gln

Trp

Leu

Val

Ala

95

Ser

Val

Val

Ser

Ser
175

Lys

Glu

Leu

80

Gly

Val

Leu

Met

Phe

160

Ser

Met Tyr Met Gln Val Glu Thr Arg Thr Ser Thr Arg Leu His Leu Lys

1

5

10

15

Arg Ala Pro Gly Ile Arg Ser Trp Ser Leu Leu Val Gly Ile Leu Ser
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Thr

Leu

Asp

65

Lys

His

Glu

Arg

Gly

145

Leu

Asp

Gly

Phe

50

Trp

Thr

Asp

Glu

Phe

130

Arg

Glu

Ser

<210>
<211>
<212>
<213>

<400>
ccaatcccgg aagcgcgege ggccccgecc ccgaaagteg

20

Leu Ala Ala
35

Tyr Val Thr

Glu Glu Ala

Phe Ser Leu
85

Gln Val val
100

Glu Lys Val
115

Ala Thr Gly

Arg Ser Asp

Leu His Arg
165

Glu Pro Asp
180

14

2217

DNA

Homo sapiens

14

Ala

Gly

Ile

70

Tyr

Val

Arg

Phe

Val

150

Leu

Gly

Tyr

Cys

55

Phe

Lys

Leu

Tyr

Ser

135

Glu

Glu

Pro

Tyr

40

Leu

Asn

Lys

Leu

Phe

120

His

Ala

Ser

Gly

25

Ser

Phe

Lys

Leu

Lys

105

Gly

Pro

Ile

Pro

Gly
185

Gly

Val

Asn

Leu

90

Asp

Lys

Leu

Ala

Ser

170

Gln

Asp

Ala

Thr

75

Thr

Ile

Gly

Thr

Lys

155

Glu

Ser

cggaagtgcg cgcggeccccg cccececgeegg ttcgegtcetc

gctgtgectct cggaaacggg gtctctgggg gatccagtga

5/8

Ser

Val

60

Gly

Leu

Gln

Tyr

Gln

140

Leu

Arg

gctcggctcc gctccaatcc

tctgctgegg cgecggggacc

cgtgcccaac cacagagacc

Leu

45

Gln

Lys

Leu

Asp

Met

125

Ser

Ile

Ser

30

Gly

Asn

Val

Arg

Val

110

Val

Ala

Thr

Gln

Trp

Leu

Ile

Ala

95

Asn

Val

Val

Ser

Ser
175

Lys

Glu

Leu

80

Gly

Val

Leu

Met

Phe

160

Ser

60

120

180



agacccctcc
ccgcaccagc
ggttggaatc
gaagctcttc
ggaagccatc
gaagctgctg
ccgtgatgtg
gctccggcett
cagtgatgtg
gagccccaca
ctgacagccc
gtgtgcctga
ccgtgcaccg
cacaggaccc
ggccttggct
ttgcacactg
cctgggectg
cagcaagacc
ctgcatgttg
ttccccaagg
acactgtgga
cgcatagacc
gcttcagcat
taaaaaccgg
aggccgaggt
aagatcctgt

aattgagttc

tcctgtagag
tcccgectcec
ttgtcgattg
tacgtcacag
ttcgacaaga
actcttttca
agcgtggagg
gcgacgggct
gaagccatcg
gagctgtctc
cactgtgcct
gcccgtgcac
cccacaggac
gtggcacatt
tcagttggtg
catgaaacag
cctttctgcea
tcgggegagt
tccccgacac
gcagtgaggg
agctgcccct
actctgcccc
aagctgtgag
gagctccagc
gggaggattg
ctttgtaaaa

cagcctctct

agtggtgctg
atctgaagag
gcctggetgc
gctgectgtt
gcacagggaa
gagctggcca
aggagaaggt
tctcccaccc
ccaagctcat
agagcagcga
gagcccgtgc
cgcccacagg
ccgtggcaca
cccggtgtgc
cctccagccg
caggccagac
gccggaggtc
ggagaggces
agcgtcctct
gtgaacatcc
ccccgaggac
agcggtcgtc
gccagaaaaa
cgggcgcagt
cttgaggcca

aaactaacca

cgaacctggg

ccctcteggg

ggctccaggc
tgcctactac
tgtggctgtg
ggttgttttg
cgaccaggtg
ccggtacttc
cctcacgcag
caccagcttc
cagtgaggcc
accgcccaca
acccgtggca
ttcccggtgt
ctgagcccgt
agttggccta
caggacatcc
tcgccagccc
ggccaggecg
ccctggtgga
agggcctacc
ccgccteccect
acagaaaggt
aggtcagctc
ggttcatgcc
ggagttcaag
aacaggaaaa

aagacctggc
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atgtacctgc
atccggtcct
agcggagata
cagaacttgg
aagacgttca
gtggtcctgc
gggaaaggct
agtgcagtca
ctggagctgc
ggtgaccctg
ggacccatgg
cattcccggt
gcctgagccc
gcaccgccca
ttgcctgctc
agactttctc
tggactcctg
ggcccttgtg
catccccagc
tggctgtgca
tgctgatgcc
ctctctgttc
ttctagtatc
agtaatccca
accagcctgg

actgggagat

aggageeesc

aggtggagac
ggtccctgcet
gcctgggetg

aggactggga

gcctctacaa
tccatgatgt
acatggtggt
tgggccaccg
actgccttga
caagccagag
cacattcccg
gtgcctgagc
gtgcaccgcc
caggacccgt
atgctgctgc
catcgtgagg
ctttgggcca
ggtgctgatg
ggtcaggtgc
cgctgcagcc
aggatctcgg
ctcacactca
gtgcagtgct
gcactttcgg
gcaacacagc
tttctgcaga

tgggctctcg

240

300

360

420

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800



gctacagact
tcttggtctc
cctgatgccc
cccaggaatg
tgaaagccga
tgcaggacag
ctttatttcc
<210>
<211>

<212>
<213>

15

DNA
Mus

<400> 15
agctcttatc

cactcattct
gttccgaccc
aaattgagga
ggagcttgtt
ggctgtgcag
cccgcctcca
tatccactgg
atgtcacagg
tcaacaagaa
ctcttctcag
atgtggagga
caacaggctt
aagccattgc
aacggtcaca

gactggctgc

2483

tctccccacc
ctgagtgtac
tggcctgtga
gctgggtagg
caggagagag
ggtcatcata

aaagaatcag

musculus

ccggaagtct
cctacaagtc
gccgagcecct
agccgggcegt
ggtaactgaa
tagagcccag
tctgaagagg
cctggetgcet

ctgcctattt

cactgggaag
agcgggccac

ggaaaaggtc

ctcccaccct
caaactcatc
gagcagcgac

aggtaaatgc

ccgtaggagc
ccaggtcctc
gctggggact
acagggaaca
atgggaccct
accataaata

tgtcacacat

gcggaacaga
cctcgttgtc
gtgcgggtca
gtgcactccg
gccagaggga
gttccaagaa
gctccaggca
gcctattaca
gtggctgtac
gtcatcttaa
gatcaagtgg
cgttactttg
ctcactcaga
actagcttct
agtgaacctg

catccacttc

tgaacgccaa
ccaggtgcgg
cctgggecect
cctttgcccc
cctcctcagt
acccttcacg

gcagatcaca

agtccggaag
cgcataggtg
tcgecttgegg
gaggaggasgc
ggcttcagtt
tgtatatgca
tccggtcttg
gtggagatag
agaacttgga
aaacattcag
tggttctgtt
ggaagggcta
gtgcagtcat
tggagctgca
atggccctgg

tgatgcatct

718

ccatcctgac
tgtgcaccga
gtgagcccct
acgtctggct
agtggctgcc
tgtcacctgc

dadaadaaaa

ttcgaggggc

cgtgtcctac
atctggacca
cagcgtaacg
gtgtttttcc
ggtggagaca
gtccctgectg
tctgggetgg
agactgggag
cctctacaag
gaaagacatc
catggtggtg
gggeegacgc
ccgcctggag
tggccagagt

ccaaccgact

ccgccagtgc
gcgegectgg
aggcggceagsg
gtgacctcgg
agtccctcgt
agcttccact

adadaaaa

tgttctctcc
aacttttcgg
ggcgeaaggc
ggccgctagt
aagcctggtc
cgcaccagca
gtcggaatat
aagctcttct
gaggccattt
aagctgctga
caggatgtga
ctccggtttg
agtgatgtgg
agcccctcag
tgacagtgtg

tgacaattgt

1860

1920

1980

2040

2100

2160

2217

60

120

180

240

300

360

420

480

540

600

660

720

780

840

900

960



aagggtacag

cacctgectt
cacaacccag
gcaaggtctc
acagcctggt
ttcagcatag
agactccatt
cagtgatgtc
tccctgaagg
tgctgctgac
cccagctgtc
gaaagatcac
cagtcttagc
ccaataaatc
tggcctcttc
tccttctggg
ctctaggcct
tacctcatca
tacctaagcc
cactagttct
gataagttag
ttgttgccta
catagactca
gtttctgctg
tacatgcaac

dddaaadaaaad

gcagatcttg
ttgecttgttt
aaaggttgca
agaaatgagt
ctggataagc
gcctagtgcec
cctagtgagt
tgttccctct
caactctgga
tacccagttc
aggaatggaa
ctctcctggce
ctttcgagcc
ccagtgttga
taagaaaagt
tggactcaag
ggaagctgtg
ggcagaactg
gagcatggta
gacttgggga
agatttctct
taggctctta
ctcctgggtg
gtgggacttc
ttgcaaaaaa

dddaddaaaad

ggcacctgcc
atgcttctac
tctatcagga
gccttctcca
tcacccaagg
tgccttggag
gagacaccta
gaccatccct
tgctggacac
cttcttagac
ggctctccca
atcctgcagc
ttgaaaagac
gaactgcagc
tggtaccaac
ttgctcaaaa
gctctctggc
gggaattgaa
gttaggcaag
atatggtccc
ccccagatga
aggtacttta
acagcattca
cacttctact
aaaaaaaaaa

aaa

tgtggctcct
actttgcaga
tgcagggtgt
gagttacact
gcaatctgaa
acaccttgcc
tatgcacgtg
caagatggac
ctgaccacag
catgtgtctg
acccagcctg
ctttaagacc
ctgaagaaaa
gggaagaacyg
cactaatggt
gtacattgtt
ctaacacagc
gttacataga
aactatgaac
ttaaacatgc
aacgtgaagt
gacaagagag
attctctatg
ggtcttttta

dddadadaaaa
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tgggcagttc
accttgggct
ggatgctaca
gcagctctgg
gcagaaaatg
actccaggct
ggcagacaca
actctcagtg
aactctcaga
agagcccagc
gaaagaaggt
tgggggatcc
caggcatgtg
ttcaaggcca
ccttttctgce
tactaagttc
tcctcgaagc
Ccaaaggcctt
aggtcttctg
caaagtgagc
atagcttgtt
gaaggtgtct
gtggtaaaaa
tttcagaagt

dadaaaadaaa

tactatgggc

agacctctgc

tctagggggs
gttgggcagc
ccaagctctc
actgtaagca

ctcctatgca

gtcaggggct
ggaatccgag
agtgttggag
gctagcagag
cttacagaaa
gagacacagc
gcctgggceca
tcttctagtc
ccagcctggc
ctcatacgca
gaggccactg
aagtgactgc
tttttaagtg
gggttttggc
taggtgctgt
gctgattaga
aataaagctc

dadaaaaaaad

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2220

2280

2340

2400

2460

2483



