WO 2016/202457 PCT/EP2016/001002

117

Figure 1:

N=~ VLC

&

C—4 ViB

2

2
<
Lw
g (™)
=
1
i




WO 2016/202457 PCT/EP2016/001002

2117
Figure 2:

)

it 4

' Disulfide
- bridge

ik S I el RGN T




WO 2016/202457 PCT/EP2016/001002

3117

Figure 3:




WO 2016/202457 PCT/EP2016/001002

4/17

Figure 4:

L)




WO 2016/202457 PCT/EP2016/001002

5117
Figure 5:
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SE-HPLC: PRO358
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*Contains inter-chain disulfide bridge
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Figure 7:
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FIGURE 10:
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FIGURE 12:
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