GENENLAW-#357058-v1-P4495R1_~_Sequence_Listing_in__txt_format.TXT

SEQUENCE LISTING
<110> NovImmune SA
Masternak, Krzysztof
Leger, Qlivier

<120> Anti-IL-17A/I-17F Cross~-Reactive Antibodies and Methods of Use
Thereof

<130> 23135-415001w0

<140> IB2009/005796
<141l> 2009-05-05

<150> US B1/126465
<15%> 2008-05-03

<150> us 61/098369
<151> 2008-09-26

<i60> 115

<170> PatentIn version 3.5
<210> 1

<211> 378

<212> DNA

<213> Homo sapiens

<400> 1
¢aggtgcage tggtycagtc tgggoctgag gtgaagaagc Ctdgggcctc agtgaaggic

tcetgeaagy ctterggata caccticacce agttatgata tcaactgggt gegacaggoce
actggacaag ggcttgagig gatgggatgg atgaaccctyg acagtggtgt catacgttat
-gcacagaagt tccagggtag agtcaccaty accaggaaca cctccataag cacagcctac
atggagctaa acagcctgag atctyaggac acggecgtgt attactgige gagagaatgg
ttcggggant taccctctta ctactictac tocggtdtgg acgtotgggg ccaagggace
acggtcaccg tctccica

<210> 2

<211> 126

<212> PRT

<213> Homo sapiens

<400 2

Gin val Gln Leu val Gla Ser Gly Ala Glu va'l Lys Lys Pro Gly Ala
1 5 10 13

ser val Lys val ser Cys Lys Ala Ser Gly Tyr Thr pPhe Thr Ser Tyr
20 25 30
Asp-Ile Asn Trp val arg GIn Ala Thr 6ly 61n Gly Leu Glu Trp Met
35 40 435
Gly Trp Met Asn Pro Asp §§r Gly val Ile Arg ggr Ala Gln Lys pPhe
50
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GENENLAW-#357058-v1-pP4495R1_~ Sequence_Listing_in__txt_format.TxXT

ggn Gly arg val Thr ggt Thr Arg Asn Thr ?gr Ilte Ser Thr Ala Tyr

Met
Ala
Met

<210> 3

<211> 321
<212> DNA
<213

<400> 3
gaaattgrgt

ctctectgea
ggeeaggetc
aggttcagtg
gaagattttg
gggaccaaag
<210> 4

<211> 107
<212> PRT
<213
<400> 4

Glu Ile val
1
Glu

L.ey
35

Tyt Asp Ala

5

ser
63

Thr

Homo

Arg Ala

Ala Trp

Gly Set
Asp phe

Phe Gly

Homo sapiens

rgacacagtc
gggecagrca
ccaggetect
gcagtgagte
cagtrtatta

tggatatcaa

sapiens

Thr
5

Ley

Thr
20

Leu
Tyt Gln
Sar Asn
Gly Thr

va'l
85

Ala

Pro

Gly
100

Gin

ser

Gin

Al

Asp

70

Tyr

Thr

trcagecace
gagtgrtage
catcratgat
tgggacagac
ctgtcagcag

@

Ser Pro

Cys Arg

Pro

Lys
40

Ala Thr

5

pPhe Thr

Tyr

Cys

Lys val

Glu Leu Asn Ser Leu Arg ser Glu Asp Thr
85 90
Arg Glu Trp Phe Gly Glu Leu Pro ser Tyr
100 105

Asp val Trp Gly GIn Gly Thr Thr val Thr
1i5 120

ctgtctttgt
agctacttag
gcatccaaca
tteacterea

cgtagcaact

Ala Thr Leu
106

Ala ser GIn
25

Gly Gln Ala
Gly tle

Pro

Ile
75

Leu Thr
Gln Gln Arg
90

Asp Ile Lys
105

Page 2

BO

Ala val Tyr ggr Cys
5

Tyr Phe Tyr Ser Gly
110

val ser ser

125

crccagggga
cectgotacca
gguccactgg
ccatcageag

ggecteccac

Ser Lau

Ser val

30

Pro Arg

45

Ala
60

Arg
Ser

Ser

ser Asn

Ser

ser

Leu

Phe

Leu

Trp

aagagccacc
acagaaacct
carccecagee
cctagagect

ttteggcect

Pro
15

Gly

Ser Tyr

Leu Ile

ser Gly

Giu Pro

80

Pro Pro

.95
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GENENLAW-#3570538-v1-P4495R1_-_Sequence_tisting_in__txt_format.TXT

<210>
<21i>
«212>
<213>

<400> 35
caggtteage

5
369
DNA
Homo

tectgeaagy
cctggacaag
gcacagaaag
atggagetga
ggtggtcact
gtetcotea
<710>
<21ls
<2i2>
<213>
<400> ©6

Gln val ¢1n
1

6
123
PRT
Homo

ser val Lys

Gly Ile Ser

35

Gly Trp 1le

30

Glin
63

Gly Arg

vet Glu Leu

Ala Thr pPhe

Gin
115

Trp Gly

210> 7
«<211> 369
<212> DNA
<213=> Homo

<400> 7

sapiens

tggrgcagte
ctettgetta
ggcitgagtg
tcecagggeag

gaggccrgag
ctggetaccea

sapiens
Leu val
5

val
20

sSer
Trp val
Ala

ser

Thr

Gln

Cys

Arg

Tyr

Met

tggagctgag
cacctttree
gatgggatgg
aatcaccatg
atctgacgac

ctacgggtig

ser Gly

Ala

Lys

Ala
40

Gn

Asn Ser

55

The Thr

70

Arg Gly

85

Phe
104G

Gly

Gly Thr

sapiens

Leu

Gly

Thr

Arg
His

ser

Thr
120

val

Ala
Phe.
25

Pro
AShH

ASp

Ser

gtgaagaagc
acctatggta
atcagecgott
accacagaca
acggcegtgt
gacgtctggg

Glu val

10

Ala Tyr

Gly GlIn

Thr Asn

Thr ser

75

Asp Thr

90

Tyr His

Ser ser

Page 3

ctggggeerr
tcagetgggt
acaatagtaa
catocacgeg
attretgtyge

gocaqgagac

Lys Lys

Thr pPhe

30

Gly Leu

45

Ala
Arg
val

Ala

Tyr Gly

Pro

ser

Glu

Gln

Thr

Tyr

Leu
110

agtgaaggtc
grgacaggce
cacraactat
cacagectac
gactttette

cacggtcacce

Gly Ala
15

Thr Tyr

Trp Met

Lys vat

Ala Tyr

Phe Cys

95

Asp val

€0
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GENENLAW-#357058~v1-P4495R1 - _Sequence_Listing in__txt_format.TXT
tggagctgag gtgaagaagce

caccrttace actiatggta

caggttcage
teotgeaagg
cctggacaay
ggacagaatt
atggagctga

gytggtcact

tggtgcagc
cttctgttta
ggcttygagty
tccagggeag
ggagcctgag
ctggetacea

gatggyatgg atcagcgtitt

agtcagcaty accacagaca

dgtctgacgac acggeogtgr

Cracggrity gacgrciggy

Ctggggcctc
tcagetgogt
acaatggtaa
catccacgag
attactgtgc

gtcaagggac

agtgaaggtt
gcgacaggec
tacaaactat
gacagectac
gagttteccac

cacggtcace

gtctectea

<210> 8
<211> 123
<212> PRT
<213 Homo

<400> 8

sapiens

Gln ser Gly Ala 6lu val Lys Lys Pro Gly Ala

Gln val Gln
1 10 15

Let val
5

Ser val Lys val Ser Cys Lys Ala Ser val Tyr Thr Phe Thr Thr Tyr

20 25 30

Gly Ite Ser Trp Val Arg &lIn Ala Pro Gly GIn Gly Leu Glu Trp Met

35 40 45

Tyr Asn Gly Asn Thr Asn Tyr Gly GIn Asn
55 60

Gly 'ggp Ile ser vali Phe

Gln Gly Arg val Ser Met Thr Thr Asp Thr Ser Thr Ser Thr Ala Tyr
65 70 75 80
Met clu Leu Arg ser Leu Arg ser Asp Asp Thr Ala val Tyr Tyr Cys
85 90 95
Ala ser phe His Gly Gly His Ser Gly Tyr His Tyr Gly Leu Asp val
100 105 110
Trp Gly 6in Gty Thr Thr val Thr val Ser ser
115 120
<210> 9
<211> 369
<212> DNA
<213> Homo sapiens
<400= 9

caggtgcagc tggtgcagic tggagetgag gtgaagaage ctygggecte agtgaaggic
tectgeaagy ctictgttta cacctttace acctatggta tcagttgogt gogacaggec
cctggacaag ggcttgagty gatgygatge atcaccgttt acaatggtaa cacaaactat
gcacagaagt tecacggeag agtcaccatg accacagaca catccacaag tacagoctac
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atggagctga ggagccigag atctgacgac acggocgtct attactgtgc gagtticcac

ggtggtcatt ctggctacea ctacggtttg gacdtetgyy gccaagggac cacggrtcace

gtectect

<210
<211>
<212>
<213>
<400>

Gin val
1
Ser val
Gly Ila
Gly Trp
50
His Gly
65
Met Glu
Ala Ser
Trp Gly

<210>
<211>
212>
<213>

<220>
<221>
<227>
<223

<220
<221>
<222>
«223>

<400

gaaattgtgt tgacncagtc tccagocacce ctgtctttgt ctoccagggga aagagecace
ctctcotgea gggocagtca gagtgttage agctacttag cctggtacca acagaadcct

ggccaggote ccaggetcct catntatgat geatccaaca gggocactgg cdtcecagec
Page 5
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ca

10
123
PRT
Homo
10

GIn

Lys

ser
35

Ile

Arg

Leu

Fha

Gln
115

11
324
DNA
Horso

sapiens

Leu
val
20

Trp
Thr
val
Arg
His
100

Gly

val
5
Ser
val
val
Thr
sar
85

Gly

Thr

sapians

misc_¥Feature
53 .. (15
nisa, ¢, g, or &

(153

misc_feature
(144) .. (144)

nis a, ¢, g,

11

GIn
Cys
Arg
Tyr
Met
70

Leu

Gly

Thre

Ser

Lys

Gln

Asn

55

Thr

Arg

His

val

or t

Ggly

ala

Ala

40

Gly

Thy

Ser

Ser

Thr
120

Ala

Ser

25

Pro

Asn

ASp

Asp

alu
10

vatl
Gly

Thr

Thr

ASp

90

Ty

ser

val

Ty

Glin

Asn

His

ser

Lys

Thr

Gly

Tvyr

60

Thy

Ala

Tyr

Lys

Phe

Leu

45

Ala

Ser

val

Gly

Pra

Thr

30

Glu

Gin

Thr

Tyr

Ley
110

Gly
15

‘thr
Trp
Lys
Ala
TYE
a5

Asp

Ala

Tyr

Met

Phe

Ty

80

Cys

val
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GENENLAW-#357058-vi-P4495R1_ - _Sequence_ Listing_in__txt_Tformat.TXT

aggticagty gcagtyogtc tgogacagac tfcactetca ccatcagcag cctagagect
gaagattitty cagtttatta ctgtcagcag cgtagcaact gocctcocgta cactittggc

taggggacca agctggagat caaa

<210 12
<211> 108
<21?> PRT

<213> Homo sapiens

<220>

<221> misc_feature

<222> (5)..(5) . .

<223> Xaa can be any naturally occurring amino acid

<220>

<221> misc_feature

<222> (48)..(48)

<223> Xaa can be any naturally occurring aming acid

<400 12
Giu Ile val Leu Xaa Gln Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly
1 5 10 15

Glu arg Ala ggr l.Leu Ser Cys Arg %Ea Ser GIn Ser wval §8r Ser Tyr

Lteu Ala Trp Tyr Gin GlIn Lys Pro Gly Gln Ala Pro Arg Leu Ley Xaa
35 40 45

Tyr ?sp Ala ser Asn Arg gga Thr Gly Ile Pro %3& Arg Phe ser Gly
g

ser Giy Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Giu Pro
65 70 75 80

Glu Asp Phe Ala gg] Tyr Tyr Cys GIn gén Arg Ser Asn Trp ;fo Pro
5

Tyr Thr Phe Gly Gln Gly Thr Lys teu Glu Ile Lys
100 105

<210> 13

<211> 363

<21d> DNA

<213> Homo sapiens

<400> 13
cagcetgeagt tgeaggagtc gyggcccagga Cctggtgaage cticggagac corgtocctce

acctgegetyg tototgatga ctacatcage agtaggagti actacigggyg ciggatcecge
cagceccccag ggaagggget ggagtguatt gggagtatct attatagigg gagcacctac
tacaacccgt ccctcaagag togagtcace atatccgtag acacgiccad gaaccagtte

Page 6

240
300
324

60
120
180
2490



GEMENLAW-#357058~v1-P4495R1 - _Seguence_Listing_in__txt_format.TXT
tccotgaaag tgagrttcigt gaccgecaca gacacggerg tgtattactg tgcgagagtc

agtggctgoga acgggaactg gricgaccco tggggccagyg gaaccotggt cacggtetco

tca

14
121
PRT

<210
<211>
<212>
<213> Homo

<400> 14
Gln Leu GIn
1

Thr

Leu Ser

ser Tyr Tyr

Tle
50

Trp Gly

tey Sef

65

Lys

Ser Leu Lys

Cys Ala Arg

Thr
115

Gln Gly

<210>
<211
212>
<213> Homo

<400> 15
gaaattgtgt

15
324
DNA

ctorcetgea
cetggecagg
gacaggttca
cctgaagatt
caagygacac
<210>

211>
<212>

1€
108
PRT

- sapiens

Gin Glu

5

Leu

teu Thr

20

cys

Trp Gly Trp

ser Ile Tyr

Thr
70

Arg val

val Ser ser

85

vai
100

ser Gly

L.eu val Thr

sapiens

tgacgcagtc
gggccagtea
ctceccagyct
gtggcagtag
ttgcagtgta
gactggagat

ser

ala

Ile

TYr

Ile

val

Trp

val

taaa

Gly

val

Arg

40

Ser

Ser

Thi

Asn

Ser
120

Pro

Ser

25

Gln

Gly

vai

Ala

Gly

10

ASD

Pro

ser

Asp

Thr

90

Asn

Page 7

Ley

Asp

Pro

The

Asp

™R

tccaggoace ctgtetttgt
gagtgttagc agcagctact
cctecatctat ggtgeateca
gtctgygaca gacttcacte

ttactgtcag cagtatggta

val Lvs Pro

Tyr Ile Ser

30

Gly Gly

Tyr Ash

Lys Asn

Thr aia val

Phe Pro

Asp
110

ctocagggga
tagectogta
gcagggeeac
tcaccateag

geteaccegat

ser Glu
15

Ser Arg
teu Glu
Pro Ser

Gln phe
80

Tyr Tyr
a5

Trp Gly

aagagecace
ccagcagaaa
tggeatocea
cagactgyag

caccttegge

300
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GENENLAW-#357058-v1~-P4495R1. ~_Sequence_iisting_in__txt_Fformat.TXT

<213> Homo
<400> 16
Glu tTe val
1

Glu arg Ala

Ala
35

Tyr Leu

ITe Tyr Gly
50

Gly sSer Gly
65

Pro Glu Asp

I1e Thr Phe

<210>
<21l>
<212>
<213> Homo

<4Q0> 17
caggtccagc

17
381
DNA

tcotgcaagg
cctggacaaq
gcacagaagt
atggagctga
gattactatgy
accacggtca
<210
<211
<212
<213>

<d00>

18
127
PRT
Homo

18

sapiens

Thr
S

Leu

The
20

Leu
Trp Tvr
Ala Ser
Ser

Gly

Ala
85

Phe

Gly Gln

100

sapiens

tggtycagee
cttctggagy
ggctgagty
TeCagggcag
gcggccrgag
gtttggggag
cegretecte

sapiens

Gn

ser

Gin

Ser

Thr

70

val

Gly

ser Pro

Cys Arg
Gln
ATG

55

Asp Pha

Tyr

TYr

Thr Arg

tggggctoag

cacccreags

gatgggaggy

agtcataatt

atc¢tgaggac
tecctictag

&

Gly Thr
19

Ala
25

Pro
Thr
Thr
Cys

Leu
105

Leu
ser GlIn
Gly GIn
Ile

Gly

Thr
75

Leu

Gin GIn

90

Glu e

gtgaagaagc
agctatgett
atcatcocctt
accgeggacyg
acggccgigt
tactacgdta

Sgr Leu 5er

val ser
30

Ser

Ala Pro Arg
45

Pro

Asp Arg
60

ITe ser Arg

Tyr Gly ser

LYS

ctgggtecte
tcagetgggt
tetitggaac
aatccacgaa
attattgtge
tggacgtcty

Pro
15

Gly
Ser ser
Leu Leu
Ser

rhe

Glu
30

Leu

sepr
85

Pro

ggtgaaggtc
gcgacaggoc
aacaaattac
cacagectac
gagagacagg
gggccaaggy

ng val ¢In Leu ga1 Gin Ser Gly Ala 6lu val Lvs Lys Pro Gly Ser
10 15

ser val Lys gg? Ser Cys Lys Ala ggr Gly Gly Thr Leu ggr ser Tyr
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GENENLAW-#357058-v1-P4495R1_~_Sequence_Listing._in__txt format.TXT

Ala Phe ser Trp val arg Gin Ala Pro Gly Glin Gly Leu Glu Trp Met
35 40 45

Gly ggy Ile Ile Pro Phe gge Giy Thr Thr Asn Ala GIn Lys Phe

Tyr
GO

Gin Gly Arg val ITe Ile Thr Ala Asp Glu Ser Thr Asn Thr aAla Tyr
65 70 75 80

Met Glu Leu Ser Gly Leu Arg Ser Glu Asp Thr Ala val Tyr Tyr Cys
85 a0 95
Ala Arg Asp Arg Asp Tyr Tyr Gly Leu Gly Ser Pro Phe Tyr Tyr Tvr
108 105 110
Gly Met Asp val Trp Gly Gin Gly Thr Thr Yal Thr val ser Ser
115 120 125
<210> 19
<211> 381
<212> DNA .
<213> Homo sapiens
<400> 19
caggtccage tggtgoagtc tgggyctgag gtgaagaagc ctgggtoctc ggtgaaggic
tcctgeaagg cttctggagg cacectcage agetatgett tcoagetgagt gogacaggec
cctggacaag gocttgagtyg gatgggaggg atcatccctt tetitggaac agtaaactac
gcacagaagt tccagggcag agtcacgatt accgeggacg aatccacgaa cactgoctat
atggagctga gcagocigag atctgaggac acggeogtgt atiactgtyge gagagacagg
gattatrtatg gtttyggggag tcccctccac tactacggtt tggacgtotg gggocaaggy
accacggtca ccgtotecte a
<210> 20
<211 127
«<212» PRT .
<213> Homo sapiens
<400> 20

Gin val 61n Leu val ¢in ser Gly Ala Glu val
1 5 10

ser val Lys g%T ser Cys Lys Ala ggr Gly Gly

Ala phe ser Trp val Arg G1n Ala Pro Gly Gln
35 43

Gly §gy Ile 1le Pro Phe ?29 Gly Thr val Asn

Page 9

Lys Lys Pro Ggy Ser
A

Thr Leu Ser Ser Tyr
30

Gly Leu Glu Trp Met
45

Tyr Ala GIn Lys Phe
860
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GENENLAW-#357058-v1-P4495R]1_.~_Sequence_ L7 sting_in__txt_Tormat.TXT

g;n Gly Arg val Thr ;&e Thr Ala Asp Glu ggr Thr asn Thr ala Tyr

80

Met Glu Leu Ser Ser Leuy Arg Ser Glu ggp Thr Ala val Tyr Tyr Cys
95

Ala Arg Asp Arg ASp TYr Tyr Gly Leu Gly Ser Pro bLeu His Tyr Tyr
10 105 110

Gly Leu Asp val Trp Gly Gln Gly Thr Thr val Thr val Ser Ser
115 120

<210> 21
<211> 321
<212> DNA

<213> Homo sapiens

<400> 21
gaaattgtgt

atrcaccigece
gatcagtcte
aggttcagtg
gaagatgctg
gggaccaagg

<210> 22
<211> 107
<212> PRT
<213> Homo

<400> 22
Glu I7e val
1

Glu Lys val

Leu His Trp
35

Lys Tyr Ala
50

ser Gly Ser

65

Glu Asp Ald

Thr Phe Gly

125

tgacacagtc tccagacttt cagtctgtga Ctccaaagga gaaagicacc

gggccagtca gageattgot agtagottac actggtacca gcoagaaacca

caaagclccl catcaagtat gottcocagt cottotcagg ggtooccctog

gcagrtggatc tgggacagat ttcaccctca ccatcaatag cotggaager

cagcgtatta ctgtcatcag agtagtagtt taccgtggac gttcggoecaa

tggaaatcaa a

sapiens

Leu

Thr

20

Tyr

ser

Gly

ala

Gln
100

Thr

5

Ile

Glin

GIn

Thr

Ala

85

Gly

Gin

Thr

Gin

Ser

ASD

70

Tyr

Thr

sar

Cys

Lys

Phe

phe

Tyr

LYS

Pro

Arg

Pro

40

ser

Thr

Cys

val

Asp

Ala

25

Asp

Gly

Lett

His

Gy
108

pha Gin ser val Thi Pro Lys
10 15

ser Gln ser Ile g%y Ser ser

GIn Ser Pro Lys Leu Leu Ile
45

val pro Ser Arg Phe Ser Gly
60

Thr Ile Asn Ser Leu Glu Ala

75 80
Gin Ser Ser Sar Leu Pro Trp
a0 95
Ile Lys
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GENENLAW-#357058-v1-P4495R]1 _~_Sequence_Listing_in__txt_Format.TXT

<21i0> 23

211> 375
<212> DNA
<213

<400> 23
gaggtgcagc

tcctgtygcag
tccgggaaag
geatargety
gogtatctge
tcagtggcta
gteaccgict
<210>
<21i>
<212>
<213%=

<4Q0> 24

24
125
PRYT
Homo

Glu val GlIn
1
ser Ley

LYS

His
35

Ser Met

Gly Arg Ile
30

Ser val Ile

65

Ala Tyr Let

Tyr cys Thr

Asp val Trp

115

<210> 25

<211> 324
«212> DNA
<213> Homo

<400> 2%

Homo. sapiens

tggtggagtc
cctetggatt
ggctggactg
cgtcggtgat
aaatgaacag
ctacccrtac

cctea

sapiens
t.ey val
g

L.ey ser

20

Trp val

Arg Ser

Gly Arg

Gln Met

85

Thr
100

Ser

Gly Gin

sapieans

€gggggaguc
cacctteagt
ggttggecgt
aggeaggitc
cctgaaaacc

tgactactac

ttggiccagce
ggctctteta
attagaagca
accatcteca

gaggacacgg

ctgygaggtc
tgcactgggt
aagctaacag
gagatgattc
ccgtgtatta

tctgoggoea

ccrgaaactc
ccgeocagyet
tracgegaca
aaagaacacg
ctgtactaca

agggaccacg

Glu

Cys

Arg

Lys

Phe

70

Asn

val

Gly Thr

ggtatggacg

ser Gly Gly Gly

10

Leu

Ala Ala ser Gly phe

25

ala
40

Gln ser Gly Lys

Ala Ala

35

AsSh Ser Tyr

Thr Ile Ser Arg Asp

75

Thr Glu

80

Sar Leu Lys

Thr Thr

105

Ala Thr Leu

Thr val Thr val

120

val Gin Pro Gly Gly
15

Thr Phe ser

Gly ser
30 Y

Gly Leu

45

ASp Trp val

Thr Ala

60

Tyr Ala Ala

Asn Thr
80

ASp Ser Lys

Asp Thr Ala ;g? Tyr

Asp Tyr Tyr Gly Met

110

Sar .
125

Ser

Page 11
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gaaattgtygt tgacacagtc tocagecace ctgrottigt cltocagggga aagagecace
ctcroctgea ggoccagtea gagtgttage agcetacttag cotggiacca acdgaaacct
ggccagycte ceaggeteet catctatgat gcatccaaca gggccactgg catcccagec
aggtteagtyg gcagtgggic tgggacagac trcactctca ccatcageag cctagagoct
gaagatittg cagtttatta ctgtcaacag cgtagcaact ggcetocatt cactttogge
cctgggacea aagtggatat caaa
<210> 26
<211> 108
«212> PRT
<213> Homo sapiens
<400> 26
Glu 11e val Leu Thr GIn Ser Pra Ala Thr Leu Ser Leu Ser Pro Gly
1 5 10 15
GTu Arg Ala Thr Leu Ser Cys arg Ala Ser Gln Ser val Ser Ser Tyr
20 25 30
Leu Ala Trp Tyr Gln Gln Lys Pro Gly Gin Ala Pro Arg Leu Leu Ile
35 40 45
Tyr Asp Ala Ser Asn Arg Ala Thr Gly Ile Pro Ala Arg Phe Ser Gly
50 55 60
ser Gly Ser Gly Thr asp phe Thr Leu Thr 1le Ser Ser Leu Glu Pro
65 70 75 80
GTu Asp phe ala val Tyr Tyr Cys Gln GIn Arg Ser Asn Trp Pro Pro
85 a0 a5
Fhe Thr phe Gly Pro Gly Thr Lys val Asp Ile Lys
100 105
<210 27
<211> 357
<212> DNA
<213> Homo sapiens
<400> 27
gaagigcage tggtggagtc tgggggaggc ttggtacacc ctgyggygyic cctgagacre
tecrgtgcag cotctggatt caccttcagt agetttaaca tggactgygt ccgecaggot
ccagggaagq ggctggagrg ggtttcatce attagtacta ctagcagaat catatactct
gcagactcty tgaagggocog attcaccatc tccagagaca atgccaggaa ctcactgtat
ctgcaaatga acagcotgag agacgaggac acggetgtat attactgtge gagagicagt
tactatggee acggattiga Cctactyggyc cagygaaces tggtcaccgt ctoctca
<210> 28

Fage 12

GENENLAW-#337058-v1-P4495R1 _-_Sequence_Listing_in__txt_format.TXT
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<211> 119

<212> PRT

<213» Homo
<400> 28

Glu val Gln
1
Ser Leu Arg

ASn Met Asp
35

Ser ser Ile
50

Lys Gly Arg
Leu Gln Met
ala arg val

Thr teu val
115

<210> 29

<21l> 321
<212> DNA
<213> Homo

<400> 29
gacatccaga

atrcacttgte
gagaaagcec
aggttcagcyg
gaagatttiy
gggaccaagg

<2I0> 30
<211 107
«212> PRT

sapiens

Leu val Glu ser Gly Gly ¢ly iau
5 10

Leu Ser Cys ala Ala ser Gly Phe
20 25

Trp val Arg Glin Aéa Pro Gly Lys
4

ser Thr Thr égr Arg Ile Ile Tyr

phe Thr Ile Ser Arg Asp Asn Ala
70 75

Asp Ser Leu Arg Asp Glu Asp Thr

Ser Tyr Tyr Gly His Gly Phe Asp
100 105

Thr val Ser Ser

sapiens

tgacccagtc tccatcectea ctgtctgeat
gggcgagteca gggtattage agotggttag
ctaagtccet gatctatget geatccagtt
geagtggate tgggacagat ticactctcea
caacttatta cigccaacayg fataatagtt

tggagatcaa a

<213> Homo sapiens

<400> 30

val His Pro 6ly Gly
15

Thr Phe sSer ser phe
30

Gly Leu Gly Trp val
45

Ser A'la Asp ser val
60

Arg Asn Ser Leu Tyr
80

Ala val Tyr Tyr Cys

Tyr Trp Gly GIn Gly
110

ctytaggaga cagagtcace

cctggtarca gcagaaacca

tgcaaagtyg ggtcccatea
ccatcageag cotgoagect

acccroteac tttcgygogga

Asp Ile Gin Met ghr ¢in Ser Pro Ser Ser bLeu ser Ala Ser ¥§1 Gly
1

Page 13
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ASD Arg

GENENLAW-#357058-v1-P4495RE - _Sequence_L1isting_in__txt_format.TT
val ggr Ite Thr Cys Arg g;a Ser Gin Gly I1e.§gr ser Trp

Gly

Gly

Let

Glin

Glu
105

Lys

vatl

Thi

ain
90

Ile

Ala

Pro

ile
75

Tyr

Lys

gtgaagaagc

agctatgett

atcatccott

afcgcggacyg

acggccgtar
ttctecgygtt

Pro Lgs Sear Ley Ile
4
Ser Arg Phe Ser Gly
60
Ser Ser Leu Gin Pro
80

Asn Ser Tvr SEO Leu

ctgggtocte ggtgaaggtce
tcagctgggt gcgacaggec
tctttggaac agcacactac
aatccacgaa cacagcctac
artactgtgc gagagatagg
tggacgtcty gggccaaggy

teu Val GIn ser Gly Ala Glu val Lys Lys Pro Gly ser
5 190 15

val Ser Cys Lys ala ser &ly Gly Thr Leu Ser Ser Tyr
20 25 30

Trp val Arg Glin ﬁéa pro cly Gln 6Ty zgu Glu Trp Met

Leu Ala Trp Tyr GIn GIn Lys Pro

35 40
Tyr Ala Ala Ser Sér Leu Gln ser

50 55
Ser Gly ser Gly Thr Asp Phe Thr
65 70
Glu Asp Phe Ala ggr Tyr Tyr Cys
Thr phe Gly Gly Gly Thr Lys val
100

<210 31
<211> 381
<212> DNA
<213> Homo sapiens
<400> 31
caggtccage tggtgcagtc tgggyctgag
tcetgeaagy cttetggagg caccotcage
cctggacaag ggoitgagtg gatgggagga
gcacagaagt tccagggcag agrcacgatt
atggagctga geagoctgag atcrgaggac
gactactatg gttcggggag tcccticcac
accacggtca ccgtetecte a
<230> 32
<211> 127
<212> PRT )
<Z213> BKomo sapiens
<400> 32
Gin val Gln
1
ser val Lys
Ala pPhe Ser

35
Giy Gly Ile

50

Ite pro phe Phe Gly Thr ala His ggr Ala Gln Lys Phe
55

Page 14

60
120
180
240
300
360
381
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GIn Gly Arg val thr Ile Thr Ala asp Glu Ser Thr Asn Thr Ala Tyr
65 70 75

80

Met Glu Ley Serp ggr Leu Arg Ser Glu Sgp Thr ATa val Tyr Tyr Cys
95

Ala Arg Asp
Gly Leu Asp
115

<210> 33
<211> 369
<212> DNA

Arg
100

va'l

Asp Tyr Tyr Gly Sef Gly Ser Pro Phe His phe ser
105 11

Trp Gly Gln Gly Thr Thr val Thr val Ser Ser
120 125

<213> Homo sapiens

<408> 33

gaagtacagc tggtggagic
tectgtgeag cetotggatt
ccagggaagg goctggagtg
geggactctyg tgaagggocg
ctycaaatga acagtcigag

gcagcagetg gtgaaticta

gtctectea

<210> 34
<211> 123
<212> PRT
<213> Homo

<400> 34
Glu val GlIn
"1

Ser Ley Arg
Ala Met His

35
ser Gly Ile
50
tys Gly Arg

65

Leu Gln Met

sapiens

Leu

Leu

20

Trp

Asn

Phe

Asn

val

5

Seri

val

Trp

Thr

sar
85

Glu

Cys

Arg

Asn

Tle

70

Lau

ser

Ala

Gln

ser

ser

Arg

tggaggagyc
caccittgat
ggtcicaggt
attcaccatc
agcegaggac

cttcgatatg

Gly

Ala

Ala

40

Gly

Arg

Ala

ttggtacage ctggcaggte cctgagactc

gattttgeca tgcactgggt ccggcaagct

attaattgga atagtggtag cataggctat

tccagagaca acgecaagaa ctcectgtat

acggecttgt attactgtgc azaagatata

Gly

Sep

25

Pro

Ser

AsD

Glu

Gly

10

Gly

Gly

Tle

Asn

Asp
90

gacgtotggg gocaagggac cacggtcacco

teu val Gin Pro Gly Arg
15
Phe Thr Phe Asp Asp Pha
30
Lys Gly Leu Glu Trp val
45
Gly Tyr Ala Asp ser val
Ala Lys Asn Ser Ley Tyr
80

75

Thr Ala Leu Tyr Tyr Cys
g5
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Ala Lys Asp igg Ala Ala Ala G?y-ggg phe Tyr Phe Asp ?et Asp val
19

Trp G6ly Gla Gly Thr The val Thr val Ser Ser
115 12¢

<210>
<211>
<21Z>
<213> Homo

<400> 35
gaaattgtgt

35
321
DNA

ctetectgea
dgccaggetc
aggticagtg
gaagattrtg
gggaccaage
<210>
<211>
<Z12>
<213> Homo
<400> 36

Glu Ile val
1

36
107
PRT

Glu Arg Ala
Leu Ala Trp
35
Tyr Asp Ala
56
Sapr Gly ser
63

Giu Asp Phe

Thr rhe Gly

37
369
DNA
Homo

37

<210>
<21l>
<212
<213>

400>

sapiens

tgacacagtc
gggccagica
ccaggeteet
geagtgggic
cagtttatta

tggagatcaa

sapiens

Ley Ehr Gl

Thr
20

Ley Se

TYr Glin Gl

Ser Asn Ar

Thr As

70

va'l
85

Ty

Gln Th

106

Gly

sapiens

tccagecace ctgtctttgt

gagtgttagc agctactiag

catctatgat gcatccaaca

tgggacagac ttcactctea

ctgtragcag cgtagcaact

a

n

r

1

9

B

r

r

Ser

Cys

Lys

Ala

55

Phe

Tyr

Lys

Pro

Arg

PToOo

40

Thr

Thr

Cys

Leu

Ala

Ala

25

Gly

Gly

Leu

Gl

Glu
105

Thr

10

Ser

Gin

Ile

Thr

aln

90

Ile

et

Gin

Ala

Pro

e

75

Arg

ctecagogya
cctggracca
gggceactygy
ccatcageag

ggectecgac

Ser bLey

sSar val

30

Pro Arg

45

Ala

Arg
60

Ser

ser

ser Asn

Page 16

ser

Ser

Leu

Phe

Leu

Trp

aagagecact
acagaaacct
catcecagee
cctagagect
ttttggccag

1o

@l
15 g

Ser Tyr

Leu Ile

Ser Gly

Glu Pro

80

Pro
95

Fro

60
120
180
240
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321



gaagtgc
toctgtg
ccaggga
gcggact
ctgcaaa

ggggggt
gtctect

210>
«211>
<212>
<213

<400>
Glu val
1

ser Leu
Ala Met
ser Gly

50
Lys Gly
65
Leu GIn
Ala arg

Trp Gly

<210>
<Z1ix

GENENLAW-#357058-v1-P4495R1_~_Sequence_tisting_in_txt_format,.TXT
ctggcaggtc

age
cag
agg
cty
tga
1ty
ca
38
123
PRT
Homo

38
Gin

Arg.

His
35

Ile

Arg

Met

Asp

Atg

115

39
324

<212> DNA
<213> Homo

<400>

39

sapiens

Leu

i.eu

20

Trp

Asn

Phe

Ash

Met

106

Gly

val
5
Ser
val
Trp
Thr
Ser
85

Gly

Thr

sapiens

Glu

Cys

Arg

Asn

ile

70

Leu

Gly

ted

Ser

Ala

Gln

Ser

55

ser

Arg

Phe

val

tggtggagtc tgggggaguc
cctetggatt caccttigat

gcotggagty ggtotcagot

acagtetgag agctgaggac

Gly

Ala

Ala

40

Gly

Arg

Ala

Gliy

Thir

120

ttggtacagce
gattatgcca
attaatigga

tgaagggecy attcaccatc tccagagaca

acggectigt

gggagtttta ctggaacttc ggtctctgag

Gly Gly Leu
10

ser Gly pPhe
25

Pro Gly Lys

Gly 1le Gly

Asp Asn Ala
75

Glu Asp Thr
a0

Glu Phe Tyr
105

val sar ser

gaaattgtgt tgacacagtc tccagocace ctgrcrtigt

ctctcoctgra gggocagtca gagrgitaga agetacttag

ggccaggete ccaggotocct catctatgat geatccaaca

aggttcagtg gcagtoggtc tgggacagac ttcactctca

tgcactgggt
atagtgytag
acgecaagaa

attactgtgc

gcegtggeac

val

Thr

Gly

Tyr

60

Lys

Ala

Trp

Gln

Phe

Leu

45

Ala

Asn

Ley

Ash

P

Asp

30

Glu

Asp

Ser

Tyr

Phe
110

cotgagactc
ccggoaaget
cataggctat
ctccctgtat
aagagatatg

cctggtcact

Gly Arg
15

ASp Tyr
Trp val
ser val
Leu Tyr
Tyr Cys
95 '

Gly Leu

ctccagggga aagagecace

cetggtacea acagasacct

gggecactgg catocoagen

ccatcageag cctagageoct

Page 17
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gaagattttyg cagrttatta cigtcagcag cgtagcaact ggoctocgge cactitegge

ggagggacca aggtggagat caaa

<210> 40
<211> 108
<212> PRT i
<213> Homo sapiens
<400> 40
Glu Ite val Leu Thr Glh Ser Pro Ala Thr Leu
1 5 10
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser GlIn
20 25
Leu Ala Trp Tyr Gin GIn Lys Pro Gly Gln Ala
35 40
Tyr Asp Ala Ser Asn Arg Ala Thr Gly Ile Pro
50 55
Ser Gly Ser Galy Thr Asp phe Thr Leu Thr 1le
65 70 75
Glu Asp Phe Ala val Tyr Tyr Cys GlIn G1n Arg
85 80
Ala Thr phe Gly Gly Gly Thr Lys val Glu Ile
100 105
<210> 41
<400> 41
000
<210 42
<400=> 42
000
<210> 43
<211> 375
<212>  DNA
<213> Homa sapiens
<400> 43
caggtgcage tagigeagtc tggdggagge ttggtacage
tectgtgray cotctggatt cacctttgat gattatgcca
ccagygaagy gectggaghtg ggtctcaggh attagttgga
gcguactctg tgaagggecg attcaccatc tccagagaca
ctgcaaatga acagtclgag agetgaggdc acggecotigt
tatatcagtg actgggactc ctactoctac ggtatggacg
gtcaccgict cctea

Ser Leu Ser

ser val Arg
30

Prov Arg Leu

45

Ala

Arg Phe
80

Ser Ser Ley

Ser Asn Trp

Lys

ctyggeagygte
tgcactgogt
atagtggtac
acgccaagaa
attactgtge
totggggeca

Page 18

Pro Gly

15

ser Tyr

Leu Ile

ser Gly

Glu Pro

80

Fro Pro

95

cctgagacte
ccogeaaget
cataggctat
ctcocigtat
aaaagaactg

agggaccacg

300
324

60
120
18G
240
300
360
375



<210>
<211>
<212>
<213>
<400>

Gin vai
1

ser Leu
Ala Met

ser Gly
50

Lys Gl
65 Y

Lteu Gln

Ala Lys

Asp val

<210
<211
<21Z>
<213>

<400
gaaattyg

ctcteoct
cetggee
gacaggt
cctgaag

GEMENLAW-#357058~-v1-P4495R1_~_Sequence_Listing_in_txt_format.TXT

44
125
PRT
Homo

44
Glin

Arg

His

35

Ile

Arg

Met

clu

Trp

115

45
318
DNA

sapiens

Leu

Leu

20

Trp

Ser

Phe

AsSn

Leu

100

Gly

val
S
ser
val
Trp
Thr
Ser
85

Tyr

Gln

Homo sapiens

4%
tgt

gca
agg
tca

art

accaaggtyg

<210»
<211>
<212>
<213>

<4G0>

46
106
PRT

tgacgragtc tccaggeace
gggccagtea gagtgttage
ctcceaggct ccteatotat

gtygcagtyy grcrgggaca
trgcagtgta ttactgteag

agatcaaa

Homo sapiens

46

Glin Ser

Cys Ala

Arg GIn

Asn Ser

55

ITe ser
70
Leu Arg

tle ser

Gly Thr

Gly

Ala

Ala

40

cly

ArG

Ala

Asp

Thr
120

Gly

ser

25

Pro

Thr

Asp

Glu

Trp

val

Gly
19

aly
Gly
ITe
Asn
ASp
80

Asp

Thi

Leu

Phe

Lys

Gly

Ala

75

Thr

Ser

val

ctgtctitgt

agcagctact

ggtgcatcca .

gacttcactc

cagtatggra

val
Thr
Gly
Tyr
60

Lys

Ala

Tyr

Ser

Gin

Phe

Leu

45

Ala

Asn

Ley

ser

Ser
125

Pro

Asp

30

Glu

Asp

ser

Tyr

Tyr
110

ctccagggga

tagccrggta

gCagggccac

tcaccatcag

getcaeottt

Gly Arg
15

ASp Tyr
Trp val

Ser val

i.eu Tyr
80
Tyr Cys

Gly Met

aagagccace

ccagcagaaa

tggcatccca
cagactggag

cggcggageyg

glu 3le val teu Thr Gln Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly
1 5 10 15
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6lu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser val Ser Ser
20 25 30

Tyt Leu_g}a Trp Tyr Gin Gln

ITe Tyr Gly Ala Ser Ser Arg

50 55

Gly ser Gly ser Gly Thr Asp

65 70

Pro Glu Asp Phe g;a val Tyr

phe Gly Gly &1y Thr Lys val
100

«210> 47

<211> 372
<212> DNA
<213>

<400> 47
gaggtgcage

tcetgtgeag
<cagygaagy
gactacgttdg
ctgtatctge
tegtatagea
accgrctect
<210> 48

<211> 124
<212> PRT
<213>

<400> 48

Homo sapiens

tggtggagic
cetetggatt
ggctggaaty
caccegtgaa
aaatgaacag
gttactggrt

ca

Homo sapiens

Lys Gin

40

Pro Gly

Ala Thr Gly Ite

Phe The

75

Thr Leu

Tyr Cys Gln &1n
30

Glu Ile Lys

105

tgggagagec ttggtaaage
cactttcagt aacgccotgga
ggttggecgt attazaaagea
aggcagatic accatcteaa
cctgadaace gaggacacag

ccectactac titgactact

Ala Pro Arg Lel
45

Pro Asp Arg phe

60

Ite Ser Arg Leu

Tyr Gly Ser Ser
g5

C1ggggggtc
tgagctgggt
asactgatgg
gagatgattc
ccgtatatta

ggggccayggy

sSer

Leu

ser

Glu
BO

Pro

ccttagactc
ctgccaggct
tgggacaaca
aaaaaacacc
ctgtaccaca

aacccrggtc

Glu val Gin Leu val Glu ser ¢ly Giy Gly Leu val Lys Pro Gly Gly
i 5 10 15

ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asn Ala
20 25 30

Trp Met ggr Trp val Arg Gln Ala Pro Gly Lys Gly ;gu Glu. Trp val
40

Gly ésg Ile Lys Ser Lys Thr asp Gly Gly Thr ggr Asp Tyr val Ala
55
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GENENLAW-#357058-v1-P4495R1_~_Sequence_Listing_in__txt_format.TXT

pro val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Thr
65 70 75 80

Leu Tyr Leu GIn ggt Asn Ser Leu Lys ggr Giu

Tyr Cys Thr Thr Ser Tyr 5er ser Tyr Trp Phe
100 105

Tyr Trp &¢ly GIn Gly Thr Leu val Thr val Ser
' 115 120

<210>
<211~

<212>

<213>

<400>

49
321
DNA
HOmoG

49

gacatccaga

étcacttgtc

gagaaageec

aggttcageg

gaagatttto

gggacacgac

<210>
<211>
<21Z>
<213>

<400>

>0
107
PRT
Homo

50

Asp Ile Gln
1

Asp Arg val

Leu Ala Trp
35

Tyr Ala Ala
Y 50

ser Gly Ser
65

Glu Asp pha

sapiens

tgacccagte tccatectca ctgtctgeat

gegegagica gggtattagc agctggttag

ctaagtocot gatotatget geatccagtt

gcagtggatc tgggacagat ttcactctea

caacttatta ctgccaacag tataatagtt

tggagattaa a

sapiens
Met Thr Gln
5

Thr Tle Thr

20

Tyr Gln Gin

Ser Ser Leu

Gly Thr Asp
70

Ala thr Tyr
35

ser

Cys

(BYE

Gln

35

Fhe

Tyr

Pra

Arg

Pro

40

Ser

Thr

cys

Ser Ser Leu
19

Ala Ser GIn
25

Glu Lys Ala

Gly val Pro

teu Thr Ile
75

Gln GIn Tyr
20

Asp Thr Ala E%T TYIP

Ser

ctgtaggaga cagagtcacce
ccrggtatca goagaaacca
tgcaaagtgy ggtcccatca
ccatcageag cotgcagect

acccgatcac cttcggecaa

ser Ala

Gly Tle

Pro Lys

Ser Arg

60

sSer Sar

Asn Ser

Page 21

Ser

Ser

30

Ser

Phe

Leu

Tyr

val
15

Sar

Leu

Ser

Gin

Pro
95

‘Pro Tyr Tyr pPhe Asp
110

Gly

Irp

Ile

Gly

Pro

30

Ile

60
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Thr Phe Gly GIn Gly Thr Arg ieu Glu Ile Lys
145

<210>
«211>
<212>
<213> Homo

<400> 51
caggtgeage

51
378
DNA

tectgcaagy
actggacaag
gcacagaagt
atggagctaa
ttcggggagt
acggtcaccyg
<210>
<21l>
<212>
<213

<400>

32
126
PRT
Homo

52
%1n val @in

Ser val Lys

Asp Ile Asn

35

Giy Trp
50

Ley
Gin Gly Arg
65

Met Glu Leu
GTu

Ala Arg

val
115

Met Asp

53
369
DNA
Homo

<210
<211>
<212>
<213>

100

sapiens

tggtgeagtc
crtetggata
ggcrtgagty
tccagggtag
gcagectgag
tacccictta

tectoctea
sapiens

Leu val
5

val
20

ser

Trp val

Asn Pro

val Thr

ser Ser

85

Trp Phe

10D

Trp Gly

sapiens

Gln

Cys

Arg

Asp

Met

70

Laeu

Gly

Gin

tggagcigag
cacctteacc
gatgggaigg
agtcaccatg
atcigaggac
ctactictac

ser Gly

Ala

Lys

Ala
40

Gln

ser
55

Gly
Thr Arg
Arg ser
Glu

Leu

Thr
120

Gly

ala
ser
25

Thr
val
Asp
Glu
Pro
105

Thr

gtgaagaagc
agttatgata
ctgaacecto
accagggaca
acggccgtgt
tccggtatgg

Glu val

10

Gly Tyr

Gly Gin

Ile Arg

Thr ser

75

Asp Thr

90

ser Tyr

val Thr

Tyr

ctggggeete
tcaactggyt
acagtygtgt
cLtccataag
attactgtgce
acgtctygad

Lys Lys Pro

Phe Thr
30

Thr

Gly Leu Glu

45

Tyr Ala Gln
GO

Ile Ser Thr

Ala val

Tyr

Phe Tyr

agtgaaggtc
gegacaggee
catacgtat
cacagcctac
gagagaatgg
£caagggace

Gly ala
15

Ser Tyr
Trp Met
Lys phe
Ala Tyr

Tyr
95

Cys

Ser Gly

110

val Ser

125

ser
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GEMENLAW-#357058-v1-P4495R]1_-_Sequence_tisting.in__txt. format.TXT

<400> 53

gaagtgcage tggtggagtc tgggguagge ttggtacage ctggcaggte cctgagactc 60
tcctgtgocag cetctggatt cacctttgat gattatgoca tgcactgggi ccggeaaget 120
€cagggaagg gectagagtg ggtotcaggt attaattguga geaghggtgg cataggotat 186
gcggactcig tgaagggecg attcaccatc tocagagaca acgccaagaa ctcccigtat 240
ctgcaaatga acagtctgag agotgaggac acggectigt attactgige aagagatatc 300
ggggggticg gggagtitia ctggaacttc ggtctctggg gocgtggeac cctggtcact 360
gtctcotca 369
<210> 54

<211 123

<212> PRT

«213> Homo sapiens

<400> 54

Glu val GIn Lteu val Glu ser Gly @ly Gly Leu val Gin Pro Gly Arg
1 5 10 15

Ser Leu Arg Egu.Ser Cys Ala Ala %gr Giy fhe Thr Phe ésp Asp Tyr

Ala Met gis Trp val Arg Gin Aga Pro Gly Lys Gly Leu Giu Trp val
§ 4 ) 45

Ser Gly Ile Asn Trp Ser Sar Gly Giy Ile Gly Eyr Ala Asp Ser val
56 55 0

Lys Gly Arg phe Thr Ile ser Arg Asp Asn Ala Lys Asn Ser Leu gyr
0

Lteu Gln Met Asm Ser Leu Arg Ala Glu ggp Th Ala Leu Tyr Tyr Cys
85 35

Ala Arg Asp Tle Gly 6ly Phe Gly Glu Phe Tyr Trp Asn Phe Gly Leu

100 165 110

Trp Gly Arg Gly Thr Leu val Thr val Ser Ser

115 120
<210> 55
<211> 321
<212> DNA .
<213> Homo sapiens
<400> 55
gazattgtgt tgacacagtc tccagacttt cagtctgtga ctccaaagga gaaaghcaco 60
atcacctgle gggecagica gagoattggt agtagottac actggtacca goagaaacca 120
gatcagtcte caaageicct catcaagtat getteecagt cottcicagg ggtecccteg 180
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aggttcagtg gcagtggatc tgggacagat ttcaccetca ccatcaatag cctggaager 244

gaagatgcetyg caacgtatia ctgtcatcag agtagtagtt taccgtggac gttoggccaa 300
gggaccaagg tggaaatcaa a 321
210> 36

<211> 107

<212> PRT

<213> Homo sapiens

<400> 506

Glu Tle val Leu ghr Gin Ser Pro Asp ige Gin ser val Thr Pro Lys

1 15

Glu tys val Thr Ite Thr Cys Arg Ala Ser GIn ser Ile Gly Ser ser
20 25 3¢

Leu His ;gp Tyr Gln Gln Lys 950 Asp Gl 5ar Pro k%s Loy Ltou Ile
4

LYS Tgr Ala ser G1ln ser E?e ser Gly val ero égr Arg Phe Ser Gly
5

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Asn Ser Leu Glu ala
65 70 75 80

GTu Asp Ala ala Thr Tyr Tyr Cys His Gln Ser Ser Ser Leu Pro Trp

85 90 95

Thr Phe Gly GIn Gly Thr Lys val clu Ile tys

100 105
<210> 57
<21ii> 5
<212> PRT )
<213> Homoe sapiens
<400> 57

Ser Ty Asp Ile Asn
1 5

«<210> 58

<211> 17

<212> PRT

<213> Homo sapiens
<400> 358

Trp Met Asn Pro Asp Ser Gly val Ile Arg Tyr Ala GTn Lys Phe GIn
1 5 10 15
Gly
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<210> 739
<211> 17
<212> PRT .
<213> Homo sapiens

<400> 59

Glu Trp Phe Gy Glu Leu Pro Ser Tyr Tyr Phe Tyr Ser Gly Met Asp
1 5 10 15
val

<210> 60

<211> 5

<212> PRT

<213> romo sapiens

<400> 60

Thr Tyr Gly I]e-ger
1

<210> 61

<211> 17

<212> PRY

<213> Homo sapiens

<400> 61

Trp Ile Ser &ta Tyr Asn Ser asn Thr Asn Tyr Ala Gin Lys val Gln
1 5 10 15
Gly

<210> 62

<21ll> 14

<212> PRT

<213> Homo sapiens

<400> 67
rhe Phe Gly Gly ?15 Ser Gly Tyr His {gr Gly Leu Asp val
1

<210> 63

«211> 17

<212> PRT

<213> Homo sapiens
<400> &3

Trp Ile Ser val Tyr Asn Gly Asn Thr Asn Tyr Gly Gin Asn Phe Gln
i 5 10 15
Gly

<210 64
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<21il> 14
<212> PRT
<213> Homo sapiens

<400> 64
Phe His Gly Gly His Ser Gly Tyr His {gr Gly Leu Asp val
1 5 :

<21i0> 65

<211> 17

<212»> PRT

<213> Homo sapiens

<400> 63

Trp Ile Thr val Tyr Asn Gly Asn Thr Asn Tyr Ala G1n Lys Phe His
1 5 10 15
Gly

«210> 66

<211> 7

<212> PRT .
<Z213> Homo sapiens

<400> Bb
Ser ARG Ser Tyr Tyr Trp Gly
1 5

<210> 67

211> 16

<212>  PRT

<Z13> Homo sapiens

<400> &7

ser Ile Tyr Tyr Ser Gly Ser Thr Tyr Iﬁr Asn Pro Ser Leu &gs Ser
1 5

<210> 638

<21l> 11

<212> PRT

<213> Home sapiens

<A00> 68
val ser Gly Trp Asn Gly Asn Trp Phe ggp Pro
1 5

<210> 69

<211l> §

<212> PRY

<213> Homo sapiens
<400> 69

ser Tyr Ala Phe Ser
1 5
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<210> 70
<211> 17
<212>  PRT
<213> Homo sapiens

<400> 70

Gly Ile Ile Pro phe phe cly Thr Thr Asn Tyr ala GIn Lys phe Gln
1 5 10 15
Gly

<210> 71

<211> 18

<212> PRT

<213> Homo sapiens

<400> 71

Asp Arg Asp Tyr Tyr Gly Leu Gly ser Pro Phe Tyr Tyr Tyr Gly Met
1 5 10 15
Asp val

<210 72
<21l> 17
<2172» PRT
<213> Homo sapiens

<400> 72

Gly Ile ITe Pro phe phe Gly Thr val Asn Tyr Ala Gin Lys phe ¢Tn
1 5 10 15

Gly

<210> 73

<211> 18

<212~ PRT

<213> Homo sapiens

<40Q0> 73

ASp Arg Asp Tyr Tyr Gly Leu Gly Ser Pro Leu His Tyr Tyr Gly Leu
1 3 10 15
Asp val

<210> 74
<211> 17
<212> PRT
<213> Homo sapiens

<400> 74
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§1y I'le 1le Pro ghe phe Gly Thr ala T&S Tyr Ala Gln Lys Pge Gln
1

Ggly

<21 75

<211> 18

<212> PRT

<213> Howo sapiens

<400> 75
isp Arg Asp Tyr ;yr Gly ser Ggiy Ser ;50 phe His Phe ser G;y Lay
1

Asp val

210> 76

<211l> 5

<212»> PRT

<213> Homo sapiens

<400> 76
Gly Ser Ser Met His
1 5

<210~ 77

<211> 19

<212> PRT

<213> Homo sapiens

<400> 77

Arg Tle Arg Ser Lys Ala Asn Ser Tyr Ala Thr Ala Tyr Ala Ala ser
1 5 10 15
val Ile Gly

<210> 78
<211> 14
<212> PRT
<213> Homp sapiens

<400> 78

ser-val ala Thr Ehr Leu Thr Asp Tyr I%r Gly Met Asp val
1

<210> 78
<211> 35

<212> PRT .
<213> Homo sapiens

<400> 79

Ser phe Asn Met Ash
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<210> 80

<211> 17

<21Z2> PRT

<213> Homo sapiens

<430> 80

ser 1le ser Thr Thr Ser Arg 1le Tle Tyr 5er Ala Asp Ser val Lys
1 5 10 15
Gly

<210> B1
<211> 10
<212> PRT
<213> Homo sapiens

<400>= 81
val ser Tyr Tyr Gly His Gly Phe asp Tyr
1 5 10

<210> 82
<211> 5

<217> PRT

<213> Homo sapiens

<400%- &2
Asp Phe Ala Met His
1 5

<210> 83

<21k 17

<232> PRT

<213> Homo sapiens

<400> 83

Gly Tle asn Trp Ash Ser Gly Ser Ile §1y Tyr Ala Asp Ser V%1 Lys
1 5 o 1

Gly

<210> 84

<211> 14

<212> PRT

<213> Homo sapiens

<400> B4
asp Ile Ala ala Ala Gly Glu Phe Tyr Pge ASp Met Asp val
1 5 1

<210> 85
<21l> 5
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<212> PRY .
<Z13> Homo Sapiens

<400> 85
Asp Tyr Ala Met His
1 5

<210> 86
<21l> 17
<212> PRY
<213> Homo sapiens

<400> 86
Gly 1le Asn Trp Asn Ser gly Gly Ile Gly Tyr Ala Asp ser val Lys
1 5 10 13

Gly

<210> 87

<211» 14

<212> PRT

<213> Homb sapiens
<400> 87

?sp #et Gly Gly Phe Gly Glu Phe Tyr Irp Asn phe Gly Leu
5 (t]

<210> 88

<21} 17

<212> PRT .
<213= Homo S$apiens
<400> 88

Gly Ile ser Trp Asn Ser Gly Thr Ile Ty Tyr Ala Asp Ser val Lys
i 3 10 15
Gly

<210> 89

<211> 16

<212> PRT

<213> Homg sapiens

<400> 89
§1u Ley Tyr Ile ?er AsSp Trp Asp Ser Tyr Ser Tyr Gly Met Asp val
. 10 15

2210> 90

<211l> 5

«212» PRT

<213> Homo sapiens

<400> 90
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Asn Ala Trp Met Ser
1 3

<Z210> 91

<211> 19

<212> PRT

<213> Homo sapiens

<400> 91
érg I7e Lys ser Eys Thr asp Gly Gly Igr Thr Asp Tyr val i%a Pro

val Lys Gly

<210> 92

<Z211> 13

<212> PRT

<213> Homo sapiens

<400> 92

Ser Tyr Ser Ser Tyr Trp Phe Pro Tyr ;gr Phe Asp Tyr
i 5

<210> 93

<211» 17

<212> PRT

<213> Homo sapiens

<400> 93

Trp Leu Asnt Pro Asp Ser Gly val Ile Arg Tyr Ala GIn Lys Phe Gln
1 5 10 15
Gly

<210> 94

<Z21l> 17

<212> PRT

<213> Homo sapiens

<400> 94

Gly Ile Asn Trp Ser Ser Gly Gly Ile Gly Tyr Ala Asp Ser val Lys
1 5 10 15
Gly

«210> 95

«211» 14

<212> PRT

<213> Homo sapiens

<400> 95

Asp Ite Gly Gly pPhe Gly Glu Fhe Tyr Trp Asn Phe Gly Leu
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<210> 56

<21l> 11

<212» PRT

<213> Homo sapiens

<400> 96
Arg Ala ser &ln Ser val Ser Ser Tyr Leu Ala
1 5 10

<210> 97

<211> 7

<212» PRT

<Z13> Homo sapiens

<400> 97

ésp Ala Ser Asn ?rg ala Thr

<210> 98§
<211> 9

<212> PRT

<213> Homo sapiens

<400> 98 7
&in Gin Arg Ser ?sn Trp Pro Pro Thr
1

<210 99
<21i> 10
<212> PRT
<213> Homo sapiens

<400> 99
Gln GIn Arg Ser Asn Trp Pro Pro Tyr Thr
1 3 10

<210> 100

<211> 10

<212> PRT

<213> Homo sapiens

<400> 100

g1n Gln Arg Sser ?sn Trp Pro. pro rhe The

<210> 101

=211> 12

<212> PRT

<213> Homo sapiens
<400> 101

Arg Ala Ser Gln ger val ser Ser Ser T%r Leu Ala
1 1
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<210> 102

<211> 7

<212> PRT

<213> Homo sapiens

<400> 102
Gly Ala Ser ser ér_g Ala Thr
1

<210> 103
<211> ¢

<212> PRT

<213> Homp sapiens

<400> 103
Gin Gin Tyr Gly Ser Ser Pro Ile Thr
1 5

<Z210> 104

<Z21il> 11

<212 PRT )
<213> Homo sapiens

<400 104

Arg Ala Ser Glin ser 1le Gly Ser Ser lLeu His
1 5

<210> 105
Q21> 7

<212 PRT

<213> Homo sapiens

<400> 105

Tyr Ala Ser GlIn Ser pPhe Ser
1 5

«210> 106
<211i> 9

<212> PRT .
<213> Homo sapiens

<400> 106

His Gn Ser Sser ger Leu Prp Trp Thr
5 .

<210> 107

<217> 11

<212> PRT )
<213> Homo sapiens

<400> 107

Arg Ala Ser GIn gw Ile Ser Ser Trp LSU Ala
1 1

<21(> 108
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<211 7
«212> PRT
<213> Homo sapiens

<400> 108

Ala Ala ser Ser %eu Gln Ser
1

<210> 109
<211> 9

<212> PRT

<213> Homo sapiens

<400> 109
§1n Gl Tyr Asn ger'Tyr Pro Leu Thr

<210> 110

<211> 11

<212> PRT )
<213> Homo sapiens

<400> 110

;rg Ala Ser Glin ger val Arg Ser Tyr kgu Ala

<210> 111

<21l> 10

<21Z2> PRT

<213> Homo sapians

<400> 111

Gln Gln Arg Ser Asn Trp Pro Pro Ala Thr
1 5 10

«210> 112

<21l> 7

<212> PRT .
<213> Homc sapiens

<400> 112

Gin GIn Tyr Gly ?er ser Pro
1

<210> 113

<211> 9

<212s PRT ‘
<213> Homo sapiens

<400> 113

Gln Gln Tyr Asn Ser Tyr Pro Ile Thr
1 5

<210> 114
<211> 38
<212> PRT
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<213> Artificial seguence

<220>
<223> chemically synthesized

<400> 114

Met Leu teu val Asn Gln Ser His GIn Gly Phe Asn Lys Glu wis Thr

1 5 10 i5

Ser Lys Met val Ser Ala Ile val Leu Tyr val Leu Leu Ala Ala Ala
20 25 30

Ald His s?r Ala pha Ala

<210 115

<211 18

<212> PRT

<213> Artificial Sequence

<220
<223> chemically synthesized

<400> 1135

Met Pro Leu Leu Leu Leu Leu Pro Leuy teu Trp ala Gly Ala teu
1 5 10 i5

Ala Met Asp
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