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BRI ARG

GLCCTTAT AL BAGAASAGGALATCTATGRICLIGRTTTLALAGACAARTTTIC AAGE TR AL ATT GAT ATIGLARAGAAMLCTRGLY
GTALTTAAGATAUTTGLACT AT AGAGAG BGATGAAGGRTCT TALTATTETSULTGTGALAL L GTAAATREGERATALGLGGTL

&
g
~a
[~
8
2
2
8
53
ﬁ 3
2 & T -
o 8. oA
g, 5 -3
o LY sg 3
& B X =
& § ‘ f§
g ®w {q
[ I €3
o - £3 d
¥ g g
u .
£oom ol
g & &
<X = &
& IR
o 3 ¥
X ¥
A g 4
§ it
o g £
Y 8o &
§ssp 2
ai E ] {3
8 ST &
[~ b &
2 < 0§ ¥
c &
& L2 g e W ] W ) &
& L -, g W N ™3 W o2 o8
= § e W wd & ~ 3 N e %
o >
§ Y k) kg I ) 3 oy &3 e N
R 8 & & Q by 1 3 O i 2
2 S o8 X R 2 ¥ 8 R OB N
> S 8 & # & @ S8 &

SUBSTITUTE SHEET (RULE 26)



WO 2021/257679

Clone A

7119

V9 anpdlivon seguence:

ATECATRITLGAGLGEILSTAGTRTGATRAATATCTECAG ART I GCLCTTTETAA TEATAAG LT TG TTIC GO RATCAMATAL
CYTGATTTITTTECAAL TECAS CATCICCUACR AL GLACAG TAGTAGR TAGCTATGTCUTGTTICTCTATRT TG TGARTGGTGA
GASTGEATE TARATS T TCAGG TATECTATICALCTCAAR TT TG LCTGACSRARTRLCGEGATTLCTTTCTGACRE TGCUGTUATAT
SAAATGEACSCCAGGAALTETATGACTTCACCAGGTCTUTCTCRATACTAATATACAGATS TTRCAGASATIRTTATICCAGALA
CCATACATICCAGSLGGEIIGTITITGACARLSTITTAGTACTGRARATTTGAGRGTIRL T TAGRTGACTTRIARGGGLGAATIT
CARTACACTOOUGOUCRTTACTAG TRGATOUSASCTCRR TACCAAGCTIGA TR LA TAGCTTGAGTA (SEQ IR NO: 1

1a. blagtn {sequence slignment for V% amplicon sequence}

Query

RSNyvad
Query

Skiat

&3

(&3

TETARTERTARBCTT TRITCOREARCTARATROCTIRAY R ICUOITE SR SOONC TSN
£88 i PREREEEIEY PRRER R I EER RO
IGT 3 FTICCHGEANCANATACOTIGRTTTTITTEOUCAACTOCORIAT

AR o PALENN

-~
CTCCCRIASRGOIACN

ISERER RS

A Y B R (VR A, (YT
CTOCCATRAGEIACATTASY

FIASTRSEIAGCTRISTCOTSTIICTCTACKI TRTRAR THGCIGAL
PhEEY ] FHEPEEEEEY !

i i H
TUTACRTTCTRRATGEIGAS

TRECT
RN

AFTREATGTAGRIGTTTICAGSTRAINN
! tH i PHEEY

i i
AT EERTGIAGANGT TTCRAGRTATCCTATCOATCTCAAAT T T BOCTEALGRRAT

ANV FAILRAR SRR VK AN SN IR X AR KR ALY AR AR SV ONN VAN NIRRT IS SRRV X AN S, R
TOCTTICTRACAGT SOCETCATATCA A TRCRCACIRBARAT TE TATERCTICACCASES

IR

SIATHARATIGRCANUAGGAN

AT R SRAORIIR VA T
TRTTNCASACRCCRIATATIC

EERREERRE RS RS R

b L R A
O CICTEER TR (A TATACSEA TET TECRGRSRATTAT TRY TCLAGATACLACALATIC

TOTCICINGRATACCARTATACRASATRTI SURERRSTTY
. cis

£

ARSI TT T TRl ARCAI T TS TRCT G AT TTRALGTIRUTNTAGETRALS
EEREERURREE R R RN SR RS i REEEEREERERRRR R R R R

7 TSI T ARETRANS
TIGCTUTRGATEAST

AEAUERECTFTITTIRRACAEIETITTASTACTARRARTITG

1% {3EQ I0 NG 2%

1 OREQ ID M R

Fi
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v82 amplicon ssquenes:

AGAAGESEERIGEEEICRIITATRAKTGATICACCAGCTTTIGSTRALCTA VACRATALTU S BLTATGLATCAGCTT S BTALLG
ATTTCRBATCCALTAGTRACGRUIGLIAGTETGCTGSARTTCTCCOTTATACCGAGARAAGRATATITATGRICCTOOTTALAAA
SACAATTICCAAG G TEACAT TGATATTGEOCARAACTGHITGETAL TTAAGATACTIGCALCATCAGAGAGAGRTRARGEHETCTY
ACTACTRTELCTE TGALATCRTOGERHAACAAAIN A TARMITOATCTITRGAARAGRAACCLGTTIG TRALTETRRAAAAGGE

PCT/US2021/037594

CHRARTYICTGCARATATCOATCACALTSOLGEOCHITUGAGCATGCATI TARARGLOUCAAT {80 MO &)

23 Blasty {sequence aligament for V82 amplicon sequence}

Y
§

ISSEREE SRR RS {

Shicr 18D TATARCCOGAGASRABGRTRITTRT

- 4% RN AN AR ¢ NP A AR R AN B R 7R K R NS 2
Saery 13Y  IRTACCCAGRANASRACATCTATANCICTSET TACS AR ISAT TINARE

PHEEE fH HHER

AR SO AR NS X X X S8 X
TEETTICASAGRIRY

SIM A N

FEIERAATIE  IRL

Quary A8 ATRTTSCCURGRROCTE
{ HHE b Pis H

ooy 3L ATATTRUAAAGRACCISGIT

i b

IECTACTETRICTOTRRCACCRTREGERR-~ACR~2-RCH

EEEREE i } YRR ¢

Shict 38D CITRCTACTRTGCUTRTCALALCOT PO EER TALCOA A CEATAARCTTIAT

GERACCLETICIRACTEINGARC-A2G 3358 {JEQ ID NI 83

R RS i i i
ahier 341 ASGRRRCUCR~TETGROTCTGRARCTARG 288 {SEQ I 88 &)
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Clane €

V¥ amplicon sequence’]

CEAGCTGEIGARALGEEHATRTCCTCCAMBK AT TAAGTTERGTAACCLAGEEITTTCCCAL TCALGACETTRTAARALGA

CEESAETEARTTOTRATACEAITCACTATAGGRLGAA TR TCTAGATRIATI TUGAGIGEIIELCAL TETGATEGAT
A T R AGAS T AT e A TT O A T T e A TEA T ARG T T TS T TS B RALCAA A TALCTTRATTTIT T TRLCTRACTCTY
ST T ACR ARG ACAG TS T ASG TAGC T AT TOIT O IO TATAT IS TRAATGO TRAGAG TRGATE TAGAUS TTICAGS

TATCCTATCCACCTCARAT TR UL T GACH G AR TR OGS TTCCTTIIY GACAS TRUUSTCATATGASATRGATALCANGAS{TGTA
FEACTT AL A T T LT AT AL A A TATACAGA TETTERAGAAATTETTAT IO RACANTACACATTECAG G LRGGLTSTT
A G T T T A S A T e AR T G S TR R TAGE TRSUC TR CAR GG IRAA TTLEAGCALALTRGUGGOCRTIACTA
BTG TR A T G T AL R AR T T R A TR A TAGU T TGAG TR TCTA TAGTETCALUTARA TEARUT TGO TRATCATGRTLAY

ASCTETT TG S TGAAA TT S TTATCNGCTCAC AT TCCACAT AL AT ALCAGCCREARGTATAAA G TR TARAGICTRGERYG
CCTRATGAGTEA T RACTCACAT TASTT LG TGUGCTCACT L CCUTTTCC {SEQ I RO 1Y

13 blasty {seguence afigrsent for W99 amplicon sequense}

53

¥ IETRATCATRAGITIT IS T IO ECRACTARATACCTIN
SRR R R R R R RN R R RS R

),

uery L%

IR AR

Sejer 383 ITETRATRRIREGCITISTICLGERACCASSTACCTIMR I TITTUTHOCCRRCTCTITRGTY  X04

Sumry  28F  STCCCRCERGGCATAGIAGTASGTASITATRIOUTSTTICN 338
PEERTRESTERLIINSE 81 FRERPR bR Y R ERR IR §

et AT CTOOUACRASGCACA ST ACTACETAGCTATSTOUTSTITOTOTACKTIST =3 G344

Suery 318 AGTGRATSTRCACCITIOAGSTATCCTATOCROCTCAMRTTTCOUTRACOGRATECNEER 28
S R R RS R R R R R R R R

et A3 BETERRICTREACHTTTORGETATNCTATORCOTCAGS TITRCCTERCRESATEINERE 188

Query T3 TTIRCTTICTSACRSTGUOETIRTATCAAMAIGGEIRACTACEARMITETATRACTICRICAGG 438
S R A R RN R R R R R R R R R R R R R R R R R IR R

Spyor XY TIDCITTCTSRACAGTHCOSTCATATSARATEHACACCASGIACTHTATERCTTICACCREGE 134

Guery 338 TOTCIOTCSATRCCASTRTACREATRITOCAGARATICTTATTIOUAGSCACCROACATIO 488
S N S O RS AR S N R E R R S E R R R R R N NS
ST

t i
Seyer 133 TOTCTOTCERATAUCARTATACSCGATOITOCAGRANATTIOTTATIOCUARRCAOCACACATIO &

X
&
s

[oery 498 CARMIECHCINTIITTRACK G TTIAGTACTRESAR T T EAGETIGUICTAGETRRID
PEERI ORI O IR IR RO IR b P bR b e HIErHia i

Shier €3 (ANECRREITETTITT TGRSR TT TTASTELTESAAR I TTGRGETTHNINTRGETRAE 4

gnexy BSS OTHD OBEL (SEQ ID MR N
tid
Shint 3 T I EEQING: W

Fi
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Clone D
¥ anplivon seguenos

ATAGEUEAATTREG I TI T AT AT UGG G OORUCARTE T GATGRATAT T GCALARTICRILCTTGIAGETTAL
CTAGAGTASIITOASA TITLAG TACTAASATRLTOTCARAA ARG U CTH R AATA TR TRA TS TCT GRAATASTAATTICTE
CARALATOTGTATAT TG TATCRARAGS RATC TS TRAS G TEA TACASTICOTRGTS TRCATYTCATATGACGLATTRTLARS AR
GRAAVLLGECATTCRTCAGGLAAATTTGAGRTRS A TACGATALITGASMALGTCTATATRCANTCTLACCATTCATRATETAGAR
ARACARGALATASTALCT ACTACTGTRUCT TR TORGARTACAAGARTIGEE A AA A AR TCAAGRT AT TR TCLUGRARCA
A&ECTTATCATTACARABRG B ARTTCLAGCACALTE RUGE UG TTACTAG TECATCL RASI TGS TALCARGITTGATEIATA
QUITGASTATTCTATAG {380 & N 15}

iz, blastn {sequence slignment for Vg amplicon sequence}

Juery T8 SOAGETCATCIACASTARCCI CARAT I TOCAETACTARKATSCTEI CARARRY 13
(ERERR R RS RS PRRSERRENREN RN NN NN
Seine 3 FRASETCACCTASARCAACCTCAARTTITCCACTACTARBACSOTOTCRAARRINROOCRE. &8

Query 138

AT A AR T T T R A T SN T B T AT IS TR TIRR SRS 18R
AR R R RN RN R SRR RS R AR R Y
T

L Hi i § §
Shivs &8 CTRGEATEIETERIRTC T GEATRAAATTIOTHEEORTNTCTATATIGNTATCRAGaE: 140

Qmexry I X SETERAGTEATRORAGTICOTOSTETRCRT TICRTATCARGHECTIGTURGARSS 358
RN R R R R R R R R R RN B

N
{
i
TOSTERAGTUATANAST

Seiwt 128 1EO

Gusry 256  SARTOCSGCXTTOCETNAG 38
PRERTERRIVILE

Shor  $81 BRATUCHGCK 285

Sumry 316 ACTOTCCCATTOACATOTIOACARSCAIEATATAGCTACEY 278
PUEREO N ORI R O R O s v e ey

Shiot 241 ACTOTOAUCATTOACANTSTRSAUARACS AUCTACCTACTRC TSRS 360

Jeery 37 QA% CRAGSTATITECTCCORSAMCAARCOTTATCAT 434
13 SEEEERREER SRR SESREE SRR

Spist 501 SASATO-OAAGASTTESEUARRMARNTCRASSTATITEETECNH ARSCTTAT 388
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V82 amplicon sequence;

TTEGEIECTITAGAT GLATRUTUGAGLGR UG A RTE TRATEEATATUTGUAGAATYLGCLUT TATACTGAGAAAAGGATATTY
ATRBIECTEETTTCAAAGSCARTTILLAAGGTRATATTGATATTR CAMAGAACTRRITETACTTARGATACTYRLALIATIAGR
GAGAGATRAAGERERTOITACTACTGTRICTRTGACROCT TACTTLCTGGRE AT TACALCOATARALTLATUTI TREAARAGES
AL CGTET AT G TERARCARGERTHE A TTCCAGCALACTE RLGERLETTACTAGTRRATCIGAGLTOGGTACCARGLTIGNTG
CATAGOYTGAGTATTCTATAG {SEG D NQ 18

2a. blastn fsequsnee slgnment for V82 amplicon sequence)

Susxy 88 TATACCSAGSEASGGACATCTIATGRUCCTRETITURAASCACRATTICUAAGCIGRORTIO 134
RN R E R N R R R R R R R AN R R E R R R R R R R R R

Shiet 23T TATRCOSASRAACCRCATUTITERUCOTOSTIICAAS CADRATTIONRARCICACATIO 258

Seery 125 ATATTRCAASCARUOTESCTSTICTTRASATACITEIRCCATCN SASK G 184
ERESEREREEF 5 } bEd

S 7 TRTY RS T ARCTOTRAOTT -
Shdar XY ATRITECARAGARCUTRECTIOTROTTARGAT

-y

% b33

Query  I8%  STTRCTAROTSY J4&1
R R R RS i }

Bier 35T STTASTACTOTGIOTRTERCRON TIRGTACTS GERETETRCACTERTAAMNT ERE

STCENTSTERARC~RAE 377 88¢ ID 8y W
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Clone £
VY8 anmplicon sequence

GEOGRAATTERRCCIT T ARATE AT TR AR RUCS L TAS TR TEATGRA TATCTGCAGAR TTCGIUCTT TR VAR TRATAAGSY
T R G G RE AR & T G T T T T G S A I T TR A TS CRAG S AU G T AR TG G TAGCTATGRTC OV ETYICY
IR AT T RT GAT GGT ARG T GEA TET A BT TTLAGET AT T ATCL AT T AR A TT TEOIW R AL GRAA TR CGGATTICYY
TRACAGT RO TCATA TR ARATERALATCAGGARCIGTATRACTTCATCAGHTCTCTCTCGATACTAATATSCAGATGITELS
CARATTRTTATTCRAG AT AN AL ACATT I ARG LRI TR TIT T TRACAGIGTT T TAGTACTGRARATITGASGITELTLTAGRY
GACCYRCAAGGEIGAATTEAGGICTEAATTLOAGCACALT GRS CIG TYACT AR TERATLOGAGCYCR G TACTAAGC WEA”G
AT T EA G T A T T AT A TE T A T AR TARCT T GO TAMA TCATE S TEATASI TETTTOU TR TG TRARAT TG TIATOORL
FRACAAATTCCACSCRACATACRAGTIGGAS GRATARASTRTARAGITGRGETRICTASTRA {BEQ D R 233

1a. blasin {sequence alignment for V9 amplicon sequence)

Gnery T8 TSTARTERIARGIIITGTTOCHGGERICRART ‘C?ETC&::\ LG ":"’A"‘IC"‘ TEERGS 133
R R R ERERE ‘§;§§E§§;s.~§;§§§§§§§§f§§ N

Shict 363 ICTARTRATAASCTITETTOOOGRESCRARTALST ,&a&, TIT uwwxm&“ ICTTCERY 344

(mexy 332 w&\lw{:&w SSRCACRSIRGTREEOTESCTATEINCTIRITICICTRIRT TRTRARIOGTERG 1%

R R R RN R R R R R R R R R R R R R R R R B
Shiet M3 “;"K,‘w &w&m&ﬂ”@i;.\&:&“ SIASCTATCTOCIGITTCICIAIEI TRINARIGETIGRE 284

SR "&MTE&‘:&%&CWA QURERE &&L
BREERILREOIE rrEnpi sy
SCCTCRERTITRNCY uml‘. SERATEINGRE 188

Suery 48 TETTTCIGEOMSTEUCET R TR CRAR TG SACCECHARCTET ATEACTIR C\i’.‘“?- BF Rl
R RS R R R R R R R R R R R R R R R R R R R EE R R R
Sier I8 TTOOTTICTGRAGTE ST CATRTGARATECACROUARGAACTETIN '?'QF-.\,ATLR““" 134
SQuery J1¢  IUTCICTOGATACCAATITACASTRITHOSCARRTTCITALTCC 3&%@.\2&\_ ":'I\, 3L
PEEES RS RN R RS SRR RS SRS R R R RN E R R R AR R B §
Sxdor I8 TUTCTCTOSATACCAATATACRGATCT TR OAGARATIGT TATICCN! Iz C”‘%CAL‘A’:T“ &4

Rqary ITd CRSSUEGEUISTITITERCARIRT i.:.z:;&?&t? COABATTIRAGCTITEOTCTAGRTEAND 31
PEpEivisidisgeigd ti iH SRR R RS R R R B {

Shiet 83 CREGCHIGCTRTILIT

2 ..;.1\.«»;.»:3@" &

fe"*

N
BN S )

;»inx AR

ey 833 TXC
i
Spret 2 TEE L {SEQ ID OB &
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V&2 anaplicon seguenoer

TGRSO TAGA T A TR T UGG C OB lCAGTETOA TG EATATU TG CAGSATTCAGEIIT GRS TTLGOCITIGTTOOAGSAS
TR AL AGTTO T T IR AGA TRASTY TATU GG TOTASTICTACCUCCAQ TAGARTAGCAGG LATAS TATTARGAQUCTITATY
TG T G TR A A T T AR S T AR CAGGTTCTT T e LA TATCAR TG TCALTTTGGAAAT TR TETTTCAAR LA GG
CCATAGATOTOOYTTTCTORE {SE0 D A 28)

3. blastn {sequence alignment for VB2 amiplicon sequenos}

Sexy T8 I e SITCCTITTINCHARCRTCRGTITATOGETRT-AOTICTS. 132
{ SRR RN R RN R R R RN A A

Sbjor 3% STTREIICCSACTIACACERETITOCTTITRCRANGRTCASTITRATCRGTRTTONCITIR . 287

Qery 133 ~COUCCRSTASAGTASOACOURACISIATIAASIUCCT TCATCICTICTCUISAATOOIGORAS 180
PREYREEY bE pHERbEEREYY R R R R RN R R

Spior 2% TOCCCCARIR~TETOMRGOTACAOTASTRAGESCCT TORTOITTCTICISATONTIGIANS 238

Loewy 153 SASTATCERISTCROCTTOCRARTTRITITIGERS. 280
SRR R R R R R R R R RS R R AR N

Shieor 837 S ICSETETCACCTTSMARATISTICTTICNSY 1%
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RT PCR for pluripotent markers
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Nanog Oct3/4 SOX2

" Clone A
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Biue: DAPI, Red: marker, Pink: overlay
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Banding: GTG  Resolution (bphsh 400-450 Metaphases Analyzed: 20 Karyotyped: 10

Mode!l number: 46

Autosomes: Normal

Sex Chromosomes: XY

Karyotype: 46 XY [20]

Impression: Normal Karyotype.

19

SRR
20

Banding: GTG  Resolution {bphs}: 400-450 Metaphases Analyzed: 20 Karyotyped: 10

Mode!l number: 46

Autosomes: Normal

Sex Chromosomes: XY

Karyotype: 46 XY [20]

impression: Normal Karyotype.

Fi
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Clone C
R TE I I
§§§ %\ ..... §§ ____________ i §§ o g !
i 5 * § ?%@%w
§§§ §§ § §§ 8 B8 ¥ e y% 3
8 7 N LI T L 4
88 08 ,%:}& R 8% B « 0% e”
IRV | % 17 1 Y S kel
gt e
FE . T
wow n 2

Banding: GTG  Resolution (bphsh 400-450 Metaphases Analyzed: 20 Karyotyped: 10

Mode!l number: 46

Autosomes: Normal

Sex Chromosomes: XY

Karyotype: 46 XY [20]

Impression: Normal Karyotype.

9w

Banding: GTG  Resolution {bphs}: 400-450 Metaphases Analyzed: 10 Karyotyped: 08

Mode!l number: 46

Autosomes: Normal

Sex Chromosomes: XY

Karyotype: 46 XY [10]

impression: Normal Karyotype with low milotic index.
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