
SEQUENCE LISTING 

<110> 	Capon, Daniel J. 

<120> 	Hybrid Immunoglobulins with Moving Parts 

<130> 	0893/75681-A-PCT 

<150> 	US 60/856,864 
<151> 	2006-11-02 

<160> 	199 

<170> 	Patentln version 3.3 

<210> 	1 
<211> 	4195 
<212> 	DNA 
<213> 	Escherichia coli 

<400> 	1 
ctaaattgta agcgttaata ttttgttaaa attcgcgtta aatttttgtt aaatcagctc 60 

attttttaac caataggccg aaatcggcaa aatcccttat aaatcaaaag aatagaccga 120 

gatagggttg agtgttgttc cagtttggaa caagagtcca ctattaaaga acgtggactc 180 

caacgtcaaa gggcgaaaaa ccgtctatca gggcgatggc ccactacgtg aaccatcacc 240 

ctaatcaagt tttttggggt cgaggtgccg taaagcacta aatcggaacc ctaaagggag 300 

cccccgattt agagcttgac ggggaaagcc ggcgaacgtg gcgagaaagg aagggaagaa 360 

agcgaaagga gcgggcgcta gggcgctggc aagtgtagcg gtcacgctgc gcgtaaccac 420 

cacacccgcc gcgcttaatg cgccgctaca gggcgcgtcc cattcgccat tcaggctgcg 480 

caactgttgg gaagggcgat cggtgcgggc ctcttcgcta ttacgccagc tggcgaaagg 540 

gggatgtgct gcaaggcgat taagttgggt aacgccaggg ttttcccagt cacgacgttg 600 

taaaacgacg gccagtgagc gcgcaagcgg ccgcaacccg ggaaaagctt ggccattgca 660 

tacgttgtat ccatatcata atatgtacat ttatattggc tcatgtccaa cattaccgcc 720 

atgttgacat tgattattga ctagttatta atagtaatca attacggggt cattagttca 780 

tagcccatat atggagttcc gcgttacata acttacggta aatggcccgc ctggctgacc 840 

gcccaacgac ccccgcccat tgacgtcaat aatgacgtat gttcccatag taacgccaat 900 

agggactttc cattgacgtc aatgggtgga gtatttacgg taaactgccc acttggcagt 960 

acatcaagtg tatcatatgc caagtacgcc ccctattgac gtcaatgacg gtaaatggcc 1020 

cgcctggcat tatgcccagt acatgacctt atgggacttt cctacttggc agtacatcta 1080 

cgtattagtc atcgctatta ccatggtgat gcggttttgg cagtacatca atgggcgtgg 1140 

atagcggttt gactcacggg gatttccaag tctccacccc attgacgtca atgggagttt 1200 

gttttggcac caaaatcaac gggactttcc aaaatgtcgt aacaactccg ccccattgac 1260 

gcaaatgggc ggtaggcgtg tacggtggga ggtctatata agcagagctc gtttagtgaa 1320 

ccgtcagatc gcctggagac gccatccacg ctgttttgac ctccatagaa gacaccggga 1380 

ccgatccagc ctccgcggcc gggaacggtg cattggaacg cggattcccc gtgccaagag 1440 
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cgctgctggt atgctcggga ctggcgtgtg acaaaactca cacatgccca ccgtgcccag 120 

cacctgaact cctgggggga ccgtcagtct tcctcttccc cccaaaaccc aaggacaccc 180 

tcatgatctc ccggacccct gaggtcacat gcgtggtggt ggacgtgagc cacgaagacc 240 

ctgaggtcaa gttcaactgg tacgtggacg gcgtggaggt gcataatgcc aagacaaagc 300 

cgcgggagga gcagtacaac agcacgtacc gtgtggtcag cgtcctcacc gtcctgcacc 360 

aggactggct gaatggcaag gagtacaagt gcaaggtctc caacaaagcc ctcccagccc 420 

ccatcgagaa aaccatctcc aaagccaaag ggcagccccg agaaccacag gtgtacaccc 480 

tgcccccatc ccgggatgag ctgaccaaga accaggtcag cctgacctgc ctggtcaaag 540 

gcttctatcc cagcgacatc gccgtggagt gggagagcaa tgggcagccg gagaacaact 600 

acaagaccac gcctcccgtg ctggactccg acggctcctt cttcctctac agcaagctca 660 

ccgtggacaa gagcaggtgg cagcagggga acgtcttctc atgctccgtg atgcatgagg 720 

ctctgcacaa ccactacacg cagaagagcc tctccctgtc tccgggtaaa tgaagatctg 780 

ttaac 785 

<210> 	4 
<211> 	785 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<400> 	4 
gttaacgaat tcccaccatg gccttgacct ttgctttact ggtggccctc ctggtgctca 60 

gctgcaagtc aagctgctct gtgggctgtg acaaaactca cacatgccca ccgtgcccag 120 

cacctgaact cctgggggga ccgtcagtct tcctcttccc cccaaaaccc aaggacaccc 180 

tcatgatctc ccggacccct gaggtcacat gcgtggtggt ggacgtgagc cacgaagacc 240 

ctgaggtcaa gttcaactgg tacgtggacg gcgtggaggt gcataatgcc aagacaaagc 300 

cgcgggagga gcagtacaac agcacgtacc gtgtggtcag cgtcctcacc gtcctgcacc 360 

aggactggct gaatggcaag gagtacaagt gcaaggtctc caacaaagcc ctcccagccc 420 

ccatcgagaa aaccatctcc aaagccaaag ggcagccccg agaaccacag gtgtacaccc 480 

tgcccccatc ccgggatgag ctgaccaaga accaggtcag cctgacctgc ctggtcaaag 540 

gcttctatcc cagcgacatc gccgtggagt gggagagcaa tgggcagccg gagaacaact 600 

acaagaccac gcctcccgtg ctggactccg acggctcctt cttcctctac agcaagctca 660 

ccgtggacaa gagcaggtgg cagcagggga acgtcttctc atgctccgtg atgcatgagg 720 

ctctgcacaa ccactacacg cagaagagcc tctccctgtc tccgggtaaa tgaagatctg 780 

ttaac 785 

<210> 	5 
<211> 	767 
<212> 	DNA 
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<210> 	7 
<211> 	767 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<400> 	7 
gttaacgaat tcccaccatg gccttgacct ttgctttact ggtggccctc ctggtgctca 60 

gctgcaagtc aagctgctct gtgggctgcc caccgtgccc agcacctgaa ctcctggggg 120 

gaccgtcagt cttcctcttc cccccaaaac ccaaggacac cctcatgatc tcccggaccc 180 

ctgaggtcac atgcgtggtg gtggacgtga gccacgaaga ccctgaggtc aagttcaact 240 

ggtacgtgga cggcgtggag gtgcataatg ccaagacaaa gccgcgggag gagcagtaca 300 

acagcacgta ccgtgtggtc agcgtcctca ccgtcctgca ccaggactgg ctgaatggca 360 

aggagtacaa gtgcaaggtc tccaacaaag ccctcccagc ccccatcgag aaaaccatct 420 

ccaaagccaa agggcagccc cgagaaccac aggtgtacac cctgccccca tcccgggatg 480 

agctgaccaa gaaccaggtc agcctgacct gcctggtcaa aggcttctat cccagcgaca 540 

tcgccgtgga gtgggagagc aatgggcagc cggagaacaa ctacaagacc acgcctcccg 600 

tgctggactc cgacggctcc ttcttcctct acagcaagct caccgtggac aagagcaggt 660 

ggcagcaggg gaacgtcttc tcatgctccg tgatgcatga ggctctgcac aaccactaca 720 

cgcagaagag cctctccctg tctccgggta aatgaagatc tgttaac 767 

<210> 	8 
<211> 	749 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<400> 	8 
gttaacgaat tcccaccatg ctggctgcca cagtcctgac cctggccctg ctgggcaatg 60 

cccatgcctg cccaccgtgc ccagcaccrg aactcctggg gggaccgtca gtcttcctct 120 

tccccccaaa acccaaggac accctcatga tctcccggac ccctgaggtc acatgcgtgg 180 

tggtggacgt gagccacgaa gaccctgagg tcaagttcaa ctggtacgtg gacggcgtgg 240 

aggtgcataa tgccaagaca aagccgcggg aggagcagta caacagcacg taccgtgtgg 300 

tcagcgtcct caccgtcctg caccaggact ggctgaatgg caaggagtac aagtgcaagg 360 

tctccaacaa agccctccca gcccccatcg agaaaaccat ctccaaagcc aaagggcagc 420 

cccgagaacc acaggtgtac accctgcccc catcccggga tgagctgacc aagaaccagg 480 

tcagcctgac ctgcctggtc aaaggcttct atcccagcga catcgccgtg gagtgggaga 540 

gcaatgggca gccggagaac aactacaaga ccacgcctcc cgtgctggac tccgacggct 600 

ccttcttcct ctacagcaag ctcaccgtgg acaagagcag gtggcagcag gggaacgtct 660 

tctcatgctc cgtgatgcat gaggctctgc acaaccacta cacgcagaag agcctctccc 720 
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tgtctccggg taaatgaaga tctgttaac 749 

<210> 	9 
<211> 	1427 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<400> 	9 
gttaacgaat tcccaccatg agctttccat gtaaatttgt agccagcttc cttctgattt 60 

tcaatgtttc ttccaaaggt gcagtctcca aaactcacac atgcccaccg tgcccagcac 120 

ctgaactcct ggggggaccg tcagtcttcc tcttcccccc aaaacccaag gacaccctca 180 

tgatctcccg gacccctgag gtcacatgcg tggtggtgga cgtgagccac gaagaccctg 240 

aggtcaagtt caactggtac gtggacggcg tggaggtgca taatgccaag acaaagccgc 300 

gggaggagca gtacaacagc acgtaccgtg tggtcagcgt cctcaccgtc ctgcaccagg 360 

actggctgaa tggcaaggag tacaagtgca aggtctccaa caaagccctc ccagccccca 420 

tcgagaaaac catctccaaa gccaaagggc agccccgaga accacaggtg tacaccctgc 480 

ccccatcccg ggatgagctg accaagaacc aggtcagcct gacctgcctg gtcaaaggct 540 

tctatcccag cgacatcgcc gtggagtggg agagcaatgg gcagccggag aacaactaca 600 

agaccacgcc tcccgtgctg gactccgacg gctccttctt cctctacagc aagctcaccg 660 

tggacaagag caggtggcag caggggaacg tcttctcatg ctccgtgatg catgaggctc 720 

tgcacaacca ctacacgcag aagagcctct ccctgtctcc ggagctgcaa ctggaggaga 780 

gctgtgcgga ggcgcaggac ggggagctgg acgggtgcgt atccggtgac accattgtaa 840 

tgactagtgg cggtccgcgc actgtggctg aactggaggg caaaccgttc accgcactga 900 

ttcgcggctc tggctaccca tgcccctcag gtttcttccg cacctgtgaa cgtgacgtat 960 

atgatctgcg tacacgtgag ggtcattgct tacgtttgac ccatgatcac cgtgttctgg 1020 

tgatggatgg tggcctggaa tggcgtgccg cgggtgaact ggaacgcggc gaccgcctgg 1080 

tgatggatga tgcagctggc gagtttccgg cactggcaac cttccgtggc ctgcgtggcg 1140 

ctggccgcca ggatgtttat gacgctactg tttacggtgc tagcgcattc actgctaatg 1200 

gcttcattgt acacgcatgt ggcgagcagc ccgggaccgg tctgaactca ggcctcacga 1260 

caaatcctgg tgtatccgct tggcaggtca acacagctta tactgcggga caattggtca 1320 

catataacgg caagacgtat aaatgtttgc agccccacac ctccttggca ggatgggaac 1380 

catccaacgt tcctgccttg tggcagcttc aatgaagatc tgttaac 1427 

<210> 	10 
<211> 	1430 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 
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ctgcgggaca attggtcaca tataacggca agacgtataa atgtttgcag ccccacacct 2520 

ccttggcagg atgggaacca tccaacgttc ctgccttgtg gcagcttcaa tgaagatctg 2580 

ttaac 2585 

<210> 	29 
<211> 	785 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	29 
aagcttgaat tcccaccatg ctgctgctgg cgagatgtct gctgctagtc ctcgtctcct 60 

cgctgctggt atgctcggga ctggcgtgtg acaaaactca cacatgccca ccgtgcccag 120 

cacctgaact cctggggggg ccctcagtct tcctcttccc cccaaaaccc aaggacaccc 180 

tcatgatctc ccggacccct gaggtcacat gcgtggtggt ggacgtgagc cacgaagacc 240 

ctgaggtcaa gttcaactgg tacgtggacg gcgtggaggt gcataatgcc aagacaaagc 300 

cgcgggagga gcagtacaac agcacgtacc gtgtggtcag cgtcctcacc gtcctgcacc 360 

aggactggct gaatggcaag gagtacaagt gcaaggtctc caacaaagcc ctcccagccc 420 

ccatcgagaa aaccatctcc aaagccaaag ggcagccccg agaaccacag gtgtacaccc 480 

tgcccccatc ccgggatgag ctgaccaaga accaggtcag cctgacctgc ctggtcaaag 540 

gcttctatcc cagcgacatc gccgtggagt gggagagcaa tgggcagccg gagaacaact 600 

acaagaccac gcctcccgtg ctggactccg acggctcctt cttcctctac agcaagctca 660 

ccgtggacaa gagcaggtgg cagcagggga acgtcttctc atgctccgtg atgcatgagg 720 

ctctgcacaa ccactacacg cagaagagcc tctccctgtc tccgggtaaa tgactcgagc 780 

ggccg 785 

<210> 	30 
<211> 	785 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	30 
aagcttgaat tcccaccatg gccttgacct ttgctttact ggtggccctc ctggtgctca 60 

gctgcaagtc aagctgctct gtgggctgtg acaaaactca cacatgccca ccgtgcccag 120 

cacctgaact cctggggggg ccctcagtct tcctcttccc cccaaaaccc aaggacaccc 180 

tcatgatctc ccggacccct gaggtcacat gcgtggtggt ggacgtgagc cacgaagacc 240 

ctgaggtcaa gttcaactgg tacgtggacg gcgtggaggt gcataatgcc aagacaaagc 300 

cgcgggagga gcagtacaac agcacgtacc gtgtggtcag cgtcctcacc gtcctgcacc 360 

aggactggct gaatggcaag gagtacaagt gcaaggtctc caacaaagcc ctcccagccc 420 
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ccatcgagaa aaccatctcc aaagccaaag ggcagccccg agaaccacag gtgtacaccc 480 

tgcccccatc ccgggatgag ctgaccaaga accaggtcag cctgacctgc ctggtcaaag 540 

gcttctatcc cagcgacatc gccgtggagt gggagagcaa tgggcagccg gagaacaact 600 

acaagaccac gcctcccgtg ctggactccg acggctcctt cttcctctac agcaagctca 660 

ccgtggacaa gagcaggtgg cagcagggga acgtcttctc atgctccgtg atgcatgagg 720 

ctctgcacaa ccactacacg cagaagagcc tctccctgtc tccgggtaaa tgactcgagc 780 

ggccg 785 

<210> 	31 
<211> 	767 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<400> 	31 
aagcttgaat tcccaccatg ctggctgcca cagtcctgac cctggccctg ctgggcaatg 60 

cccatgcctg tgacaaaact cacacatgcc caccgtgccc agcacctgaa ctcctggggg 120 

ggccctcagt cttcctctac cccccaaaac ccaaggacac cctcatgatc tcccggaccc 180 

ctgaggtcac atgcgtggtg gtggacgtga gccacgaaga ccctgaggtc aagttcaact 240 

ggtacgtgga cggcgtggag gtgcataatg ccaagacaaa gccgcgggag gagcagtaca 300 

acagcacgta ccgtgtggtc agcgtcctca ccgtcctgca ccaggactgg ctgaatggca 360 

aggagtacaa gtgcaaggtc tccaacaaag ccctcccagc ccccatcgag aaaaccatct 420 

ccaaagccaa agggcagccc cgagaaccac aggtgtacac cctgccccca tcccgggatg 480 

agctgaccaa gaaccaggtc agcctgacct gcctggtcaa aggcttctat cccagcgaca 540 

tcgccgtgga gtgggagagc aatgggcagc cggagaacaa ctacaagacc acgcctcccg 600 

tgctggactc cgacggctcc ttcttcctct acagcaagct caccgtggac aagagcaggt 660 

ggcagcaggg gaacgtcttc tcatgctccg tgatgcatga ggctctgcac aaccactaca 720 

cgcagaagag cctctccctg tctccgggta aatgactcga gcggccg 767 

<210> 	32 
<211> 	251 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<400> 	32 

Met Leu Leu Leu Ala Arg Cys Leu Leu Leu Val Leu val ser Ser Leu 
1 	 5 	 10 	 15 

Leu val cys Ser Gly Leu Ala Cys Asp Lys Thr His Thr cys Pro Pro 
20 	 25 	 30 
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Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro 
35 40 45 

Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr 
50 55 60 

Cys val val val Asp val ser His Glu Asp Pro Glu Val Lys Phe Asn 
65 70 75 80 

Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg 
85 90 95 

Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val val Ser Val Leu Thr Val 
100 105 110 

Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val ser 
115 120 125 

Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys 
130 135 140 

Gly Gin Pro Arg Glu Pro Gln val Tyr Thr Leu Pro Pro Ser Arg Asp 
145 150 155 160 

Glu Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe 
165 170 175 

Tyr Pro Ser Asp Ile Ala val Glu Trp Glu Ser Asn Gly Gln Pro Glu 
180 185 190 

Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe 
195 200 205 

Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys ser Arg Trp Gln Gln Gly 
210 215 220 

Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr 
225 230 235 240 

Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys 
245 250 

<210> 	33 
<211> 	251 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<400> 	33 

met Ala Leu Thr Phe Ala Leu Leu val Ala Leu Leu Val Leu ser Cys 
1 	 5 10 15 
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Lys Ser Ser Cys Ser Val Gly Cys Asp Lys Thr His Thr Cys Pro Pro 
20 25 30 

Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro 
35 40 45 

Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr 
50 55 60 

Cys Val val val Asp Val Ser His Glu Asp Pro Glu val Lys Phe Asn 
65 70 75 80 

Trp Tyr Val Asp Gly Val Glu val His Asn Ala Lys Thr Lys Pro Arg 
85 90 95 

Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser val Leu Thr Val 
100 105 110 

Leu His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser 
115 120 125 

Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys 
130 135 140 

Gly Gin Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp 
145 150 155 160 

Glu Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe 
165 170 175 

Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu ser Asn Gly Gln Pro Glu 
180 185 190 

Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly ser Phe 
195 200 205 

Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys ser Arg Trp Gln Gln Gly 
210• 215 220 

Asn Val Phe Ser Cys Ser val Met His Glu Ala Leu His Asn His Tyr 
225 230 235 240 

Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys 
245 250 

<210> 	34 
<211> 	245 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 
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<400> 34 

Met Leu Ala Ala Thr val Leu Thr Leu Ala Leu Leu Gly Asn Ala His 
1 5 10 15 

Ala Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu 
20 25 30 

Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr 
35 40 45 

Leu met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val 
50 55 60 

Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val ASO Gly Val 
65 70 75 80 

Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser 
85 90 95 

Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu 
100 105 110 

Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala 
115 120 125 

Pro Ile Glu Lys Thr Ile ser Lys Ala Lys Gly Gln PrO Arg Glu Pro 
130 135 140 

Gln val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln 
145 150 155 160 

Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala 
165 170 175 

val Glu Trp Glu ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr 
180 185 190 

Pro Pro val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu 
195 200 205 

Thr val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser 
210 215 220 

Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser 
225 230 235 240 

Leu Ser Pro Gly Lys 
245 

<210> 	35 
<211> 	228 
<212> 	PRT 
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<213> Artificial Sequence 

<220> 
<223> artificial construct relating to Homo Sapiens immunoglobulin 

<400> 35 

Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu 
1 5 10 15 

Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu 
20 25 30 

Met Ile Ser Arg Thr Pro Glu Val Thr Cys val Val val Asp val Ser 
35 40 45 

His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu 
50 55 60 

val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr 
65 70 75 80 

Tyr Arg Val val Ser val Leu Thr Val Leu His Gln Asp Trp Leu Asn 
85 90 95 

Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys.  Ala Leu Pro Ala Pro 
100 105 110 

Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln 
115 120 125 

val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val 
130 135 140 

Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val 
145 150 155 160 

Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro 
165 170 175 

Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr ser Lys Leu Thr 
180 185 190 

Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val 
195 200 205 

Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys ser Leu Ser Leu 
210 215 220 

Ser Pro Gly Lys 
225 

<210> 	36 
<211> 	228 
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<212> PRT 
<213> Artificial Sequence 

<220> 
<223> artificial construct relating to Homo sapiens immunoglobulin 

<220> 
<221> MOD_RES 
<222> (1)..(1) 
<223> amino acid having a S, Se,Te or Po 	reactive functional group 

<220> 
<221> MOD_RES 
<222> 
<223> 

(7)..(7) 
cysteine or serine 

<220> 
<221> MOD_RES 
<222> 
<223> 

(10)..(10) 
cysteine or serine 

<400> 36 

Xaa Asp Lys Thr His Thr Xaa Pro Pro Xaa Pro Ala Pro Glu Leu Leu 
1 5 10 15 

Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu 
20 25 30 

Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser 
35 40 45 

His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu 
50 55 60 

val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr 
65 70 75 80 

Tyr Arg Val val Ser val Leu Thr Val Leu His Gln Asp Trp Leu Asn 
85 90 95 

Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro 
100 105 110 

Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln 
115 120 125 

val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val 
130 135 140 

Ser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val 
145 150 155 160 

Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro 
165 170 175 

Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr 
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180 185 190 

Val Asp Lys Ser Arg Trp Gln Gln Gly Asn val Phe Ser Cys Ser Val 
195 200 205 

Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu 
210 215 220 

Ser Pro Gly Lys 
225 

<210> 37 
<211> 222 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> MOD_RES 
<222> (1)..(1) 
<223> amino acid having a S, se,Te or Po reactive functional group 

<220> 
<221> MOD_RES 
<222> (4)..(4) 
<223> cysteine or serine 

<400> 37 

Xaa Pro Pro Xaa Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe 
1 5 10 .15 

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro 
20 25 30 

Glu val Thr Cys Val val Val Asp Val Ser His Glu Asp Pro Glu val 
35 40 45 

Lys Phe Asn Trp Tyr Val Asp Gly val Glu val His Asn Ala Lys Thr 
50 55 60 

Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val 
65 70 75 80 

Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys 
85 90 95 

Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser 
100 105 110 

Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro 
115 120 125 

Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val 
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130 135 140 

Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly 
145 	 150 155 160 

Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp 
165 170 175 

Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp 
180 185 190 

Gln Gln Gly Asn Val Phe Ser Cys Ser val Met His Glu Ala Leu His 
195 200 205 

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys 
210 215 220 

<210> 	38 
<211> 	219 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	38 

Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro 
1 	 5 10 15 

Pro Lys Pro Lys Asp Thr Leu. Met Ile Ser. Arg Thr Pro Glu Val Thr 
20' 25 30 

Cys Val val val Asp val Ser His Glu Asp Pro Glu Val Lys Phe Asn 
35 40 45 

Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg 
50 55 60 

Glu Glu Gin Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr val 
65 	 70 75 80 

Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser 
85 90 95 

Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys 
100 105 110 

Gly Gin Pro Arg Glu Pro Gln val Tyr Thr Leu Pro Pro Ser Arg Asp 
115 120 125 

Glu Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe 
130 135 140 
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Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu 
145 150 155 160 

Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe 
165 170 175 

Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Gly 
180 185 190 

Asn Val Phe Ser Cys Ser Val met His Glu Ala Leu His Asn His Tyr 
195 200 205 

Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys 
210 215 

<210> 39 
<211> 224 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> artificial 	construct relating to Homo Sapiens immunoglobulin 

<400> 39 

PrO Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro Pro 
1 5 10 15 

Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys 
20 25 30 

val val val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp 
35 40 45 

Tyr val Asp Gly val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu 
50 55 60 

Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr val Leu 
65 70 75 80 

His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn 
85 90 95 

Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly 
100 105 110 

Gln Pro Arg Glu Pro Gln val Tyr Thr Leu Pro Pro Ser Arg Asp Glu 
115 120 125 

Leu Thr Lys Asn Gin val ser Leu Thr Cys Leu Val Lys Gly Phe Tyr 
130 135 140 

Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu ASI1 
145 150 155 160 
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Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe 
165 170 175 

Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gin Gly Asn 
180 185 190 

Val Phe Ser Cys Ser Val Met His Glu Ala Leu HiS Asn HiS Tyr Thr 
195 200 205 

Gln Lys Ser Leu Ser Leu Ser Pro Glu Leu Gin Leu Glu Glu Ser Cys 
210 215 220 

<210> 40 
<211> 235 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> artificial construct relating to HOMO Sapiens immunoglohulin 

<220> 
<221> MOD_RES 
<222> 
<223> 

(224)..(224) 
cysteine or serine 

<220> 
<221> MOD_RES 
<222> (235)..(235) 
<223> amino acid having a S, 	Se,Te or Po reactive functional group 

<220> 
<221> MOD_RES 
<222> (235)..(235) 
<223> 

<400> 

amino acid having a 

40 

s, 	se,Te or Po reactive functional group 

PrO Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro 
1 5 10 15 

Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu val Thr Cys 
20 25 30 

val val val Asp val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp 
35 40 45 

Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu 
50 55 60 

Glu Gln Tyr Asn Ser Thr Tyr Arg val Val Ser val Leu Thr Val Leu 
65 70 75 80 

His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn 
85 90 95 

Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly 
100 105 110 
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Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu 
115 120 125 

Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr 
130 	 135 140 

Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn 
145 	 150 155 160 

Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe 
165 170 175 

Leu Tyr ser Lys Leu Thr val Asp Lys ser Arg Trp Gln Gin Gly Asn 
180 185 190 

Val Phe ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr 
195 200 205 

Gin Lys Ser Leu Ser Leu Ser Pro Glu Leu Gln Leu Glu Glu Ser Xaa 
210 	 215 220 

Ala Giu Ala Gln Asp Gly Giu Leu Asp Gly Xaa 
225 	 230 235 

<210> 	41 
<211> 	234 
<212> 	PRT 
<213> 	Artificial Sequence. . 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> 	MOD_RES 
<222> 	(1)..(1) 

<220> 
<221> 	MOD_RES 
<222> 	(7)..(7) 
<223> 	cysteine or serine 

<220> 
<221> 	MOD_RES 
<222> 	(10)..(10) 
<223> 	cysteine or serine 

<400> 	41 

Xaa Asp Lys Thr His Thr Xaa Pro Pro Xaa Pro Ala Pro Glu Leu Leu 
1 	 5 10 15 

Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu 
20 25 30 

Met Ile Ser Arg Thr Pro Glu Val Thr Cys val val val Asp val ser 
35 40 45 
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His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr val Asp Gly val Giu 
50 55 60 

Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr 
65 	 70 75 80 

Tyr Arg Val Val Ser Val Leu Thr val Leu His Gin Asp Trp Leu Asn 
85 90 95 

Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro 
100 105 110 

Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin 
115 120 125 

Val Tyr Thr Leu Pro Pro ser Arg Asp Glu Leu Thr Lys Asn Gln Val 
130 135 140 

Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val 
145 	 150 155 160 

Giu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro 
165 170 175 

Pro Val Leu Asp Ser Asp Giy Ser Phe Phe Leu Tyr Ser Lys Leu Thr 
180 185 190 

Val Asp Lys Ser Arg Trp Gln Gln Gly Asn val Phe ser cys Ser Val 
195 200 205 

Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys ser Leu Ser Leu 
210 

ser Pro Glu Leu Gln Leu 

215 

Glu Glu Ser Cys 

220 

225 	 230 

<210> 	42 
<211> 	228 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> 	MOD_RES 
<222> 	(1)..(1) 
<223> 	amino acid having a S, Se,Te or Po reactive functional group 

<220> 
<221> 	MOD_RES 
<222> 	(4)..(4) 
<223> 	cysteine or serine 
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<400> 42 

Xaa Pro Pro Xaa Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe 
1 	 5 10 15 

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro 
20 25 30 

Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val 
35 40 45 

Lys Phe Asn Trp Tyr Val Asp Gly val Glu Val His Asn Ala Lys Thr 
50 55 60 

Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val 
65 70 75 80 

Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys 
85 90 95 

Lys Val ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile ser 
100 105 110 

Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro 
115 120 125 

ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val 
130 135 140 

Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly 
145 150 155 160 

Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp 
165 170 175 

Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys ser Arg Trp 
180 185 190 

Gln Gln Gly Asn Val Phe Ser Cys ser val Met His Glu Ala Leu His 
195 200 205 

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Glu Leu Gin Leu 
210 215 220 

Glu Glu Ser Cys 
225 

<210> 	43 
<211> 	225 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial 	construct relating to Homo Sapiens immunoglobulin 

Page 41 



<400> 43 

Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro 
1 	 5 10 15 

Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr 
20 25 30 

Cys val val val Asp val Ser His Glu Asp Pro Glu Val Lys Phe Asn 
35 40 45 

Trp Tyr Val Asp Gly val Glu val His Asn Ala Lys Thr Lys Pro Arg 
50 55 60 

Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser val Leu Thr Val 
65 70 75 80 

Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser 
85 90 95 

Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys 
100 105 110 

Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp 
115 120 125 

Glu Leu Thr Lys Asn Gln Val Ser Leu Thr cys Leu Val Lys Gly Phe 
130 135 140 

Tyr Pro Ser Asp Ile Ala val Glu Trp Glu Ser Asn Gly Gln Pro Glu 
145 150 155 160 

Asn Asn Tyr Lys Thr Thr Pro Pro val Leu Asp Ser Asp Gly Ser Phe 
165 170 175 

Phe Leu Tyr ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly 
180 185 190 

Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr 
195 200 205 

Thr Gln Lys Ser Leu Ser Leu Ser Pro Glu Leu Gln Leu Glu Glu Ser 
210 215 220 

Cys 
225 

<210> 	44 
<211> 	245 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
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<223> artificial 	construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> MOD_RES 
<222> (1)..(1) 
<223> amino acid having a S, 	Se,Te or Po reactive functional group 

<220> 
<221> MOD_RES 
<222> 
<223> 

(7)..(7) 
cysteine or serine 

<220> 
<221> MOD_RES 
<222> 
<223> 

(10)..(10) 
cysteine or serine 

<220> 
<221> MOD_RES 
<222> 
<223> 

(234)..(234) 
cysteine or serine 

<220> 
<221> MOD_RES 
<222> (245)..(245) 
<223> amino acid having a S, 	Se,Te or Po reactive functional group 

<400> 44 

Xaa Asp Lys Thr His Thr Xaa Pro Pro Xaa Pro Ala Pro Glu Leu Leu 
1 5 10 15 

Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu 
20 25 30 

met Ile ser Arg Thr Pro Glu val Thr Cys val val val Asp Val Ser 
35 40 45 

His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu 
50 55 60 

Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr 
65 70 75 80 

Tyr Arg val val Ser Val Leu Thr val Leu His Gln Asp Trp Leu Asn 
85 90 95 

Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro 
100 105 110 

Ile Glu Lys Thr ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln 
115 120 125 

Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val 
130 135 140 

Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser AS Ile Ala Val 
145 150 155 160 
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Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro 
165 	 170 	 175 

Pro val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr 
180 	 185 	 190 

Val Asp Lys Ser Arg Trp Gin Gln Gly Asn val Phe Ser Cys Ser Val 
195 	 200 	 205 

Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu 
210 	 215 	 220 

Ser Pro Glu Leu Gin Leu Glu Glu Ser Xaa Ala Glu Ala Gin Asp Gly 
225 	 230 	 235 	 240 

Glu Leu Asp Gly Xaa 
245 

<210> 	45 
<211> 	239 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> 	MOD_RES 
<222> 	(1)..(1) 
<223> 	amino acid having a S, Se,Te or PO 	reactive functional group 

<220> 
<221> 	MOD_RES 
<222> 	(4)..(4) 
<223> 	cysteine or serine 

<220> 
<221> 	MOD_RES 
<222> 	(228)..(228) 
<223> 	cysteine or serine 

<220> 
<221> 	MOD_RES 
<222> 	(239)..(239) 

<220> 
<221> 	MOD_RES 
<222> 	(239)..(239) 
<223> 	amino acid having a s, Se,Te or Po 	reactive functional group 

<400> 	45 

xaa Pro Pro Xaa Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe 
1 	 5 	 10 	 15 

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro 
20 	 25 	 30 

Glu val Thr Cys val val val Asp val ser His Glu Asp Pro Glu val 
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35 40 45 

Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr 
50 55 60 

Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val 
65 	 70 75 80 

Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys cys 
85 90 95 

Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile ser 
100 105 110 

Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro 
115 120 125 

Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val 
130 135 140 

Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly 
145 	 150 155 160 

Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp ser Asp 
165 170 175 

Gly ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp 
180 185 190 

Gln Gln Gly Asn Val Phe Ser Cys ser val Met His Glu Ala Leu His 
195 200 205 

Asn His Tyr Thr Gln Lys Ser Leu ser Leu Ser Pro Glu Leu Gln Leu 
210 215 220 

Glu Glu ser Xaa Ala Glu Ala Gln Asp Gly Glu Leu Asp Gly Xaa 
225 	 230 235 

<210> 	46 
<211> 	236 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> 	MOD_RES 
<222> 	(225)..(225) 
<223> 	cysteine or serine 

<220> 
<221> 	MOD_RES 
<222> 	(236)..(236) 
<223> 	amino acid having a S, 	Se,Te or Po reactive functional group 
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<400> 46 

Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro 
1 	 5 10 15 

Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr 
20 25 30 

Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn 
35 40 45 

Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg 
50 55 60 

Glu Glu Gln Tyr Asn Ser Thr Tyr Arg val Val Ser val Leu Thr Val 
65 70 75 80 

Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Vai ser 
85 90 95 

Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys 
100 105 110 

Gly Gln Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp 
115 120 125 

Glu Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe 
130 135 140 

Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu 
145 150 155 160 

Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly ser Phe 
165 170 175 

Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly 
180 185 190 

Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr 
195 200 205 

Thr Gln Lys Ser Leu Ser Leu Ser Pro Glu Leu Gln Leu Glu Glu Ser 
210 215 220 

xaa Ala Glu Ala Gln Asp Gly Glu Leu Asp Gly Xaa 
225 230 235 

<210> 	47 
<211> 	776 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
Page 46 



Lb abed 
VNG 	<ZTZ> 
8SL 	<TTZ> 
6V 	<OTZ> 

9LL 	633667 6E6317a1r ve1666)31) 161)))4)1) )6E6EE6E)6 3P7e1DPDDP 

OZL 	PDP)61)136 6P61T764e6 46)31.361E3 1311.3163ee 6666E36E36 6166E36E6u 

099 	nE661633E 31361E36e) e134331131 1.3313663E6 3313E664)6 1P333133PD 

009 	U3DP6EEDU1 DPEDPP6P66 336E36661r n6E6E6661 6E6616336) 1nu636Epp 

OVS 	PPE1314366 pEn1.6617p 61)3E61336 E)166E3DEE 6Er37a1a P66E666)33 

08V 	1E0333)613 73e7E16166 nnyee6E6 D33)6E3666 PEED3PEPP3 )131P3DEPU 

OZV 	P6e6D1UDDD D76P7D713) 66Eee7rE77 13166En61 6eppE46E66 EE3663Ea1 

09E 	3661.3E66E3 PE)61.61163 )P31331636 U316616163 )1163E36E3 un116E36e 

00E 	66E6663E33 6Eunaen 361pe1r364 66E6616366 3E66163E16 613Er3116e 

OVZ 	33166E6= DE6PE63E33 6E6163E661 6646646364 63E3466E61 333)P66333 

08T 	134P61U313 D3eDU66EPD DDEUPUDDD) 3311)1.3311 316E316)3E 66P)66161) 

OZT 	3P73P76UDD 36163DUDD) 616E631646 11.61.366616 431)6136re 316vE36136 

09 	E313616613 7177o66166 13E111.3611 1DD1?6113)6 64P77EDDD1 1Ue611.36UP 
817 	<00V> 

uwilrioL6ounww!. sua0Es owoH o1 6uppLaJ loruasuo) Lepui.4JE 	<Hi> 
<OZZ> 

apuanbas LPPI-J41JV 	<ETZ> 
vNa <m> 
9LL 	<TIZ> 
811 	<OTZ> 

9LL 	6)366D 6E6317E61E Eu46663313 1.61))3131.3 )6E6r6n6 3P3e1DU73P 

OZL 	P7P)61)1D6 6P61P761P6 163D1361.P3 1.3113163ve 6666E36E36 6166E36e6e 

099 	E3E66167pe 34p6En6u7 E1p13)1131 13313667E6 7313e66176 1P333137P) 

009 	E37E6EE3E1 7PP)PP6P66 376E)6664E E36E66661 6E66163363 1P3P636P77 

O'S 	DDP1311366 EEE3166177 61)3E61336 u)166n)Eu 6EE77E61E6 E66E666))3 

08V 	1P33))3613 33E3E16166 nu7pEE6E6 3=6E3666 PREDDUUERD 3131.PO7PeP 

OZV 	U6P632P7)) 3)6E3331)) 66Eunun7 1)466EE361 6EE7E16e66 un663ea1 

09E 	)6613E66E) 3E36161.163 3E31331636 E)4661.61.63 34163E36E3 En116n6u 

00E 	66E6663E33 6PRP3V6VP7 )61EE1E)61 66E6616)66 7E6616)E16 61DEE)116e 

OVZ 	)3166P67D7 7r6Ee6)E)) 6E6163E661 6616616761 63U7166U61 3333P66333 

08T 	1)1E61n1) 33P3266PED 77ETTE3333 3311313)11 )16E)1633P 66eD66161) 

OZT 	3e)DED6P3D 361.633E)33 63.6E6)1.616 11616)661) r666)1)61e 166136176) 

09 	133131.6317 316E176176 13161P6P6D 661361)61D 61e73PDD31 1EP63.1)6PP 
Lt 	<00V> 

uuncloifiounww!. sua0Es owoH oz 6uppLaJ lomasuo) Lepu41JE 	<Ezz> 



<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	49 
aagcttgaat tcccaccatg ctggctgcca cagtcctgac cctggccctg ctgggcaatg 60 

cccatgcctg ttgtgtcgag tgcccaccgt gcccagcacc acctgtggca ggaccgtcag 120 

tcttcctctt ccccccaaaa cccaaggaca ccctcatgat ctcccggacc cctgaggtca 180 

cgtgcgtggt ggtggacgtg agccacgaag accccgaggt ccagttcaac tggtacgtgg 240 

acggcgtgga ggtgcataat gccaagacaa agccacggga ggagcagttc aacagcacgt 300 

tccgtgtggt cagcgtcctc accgttgtgc accaggactg gctgaacggc aaggagtaca 360 

agtgcaaggt ctccaacaaa ggcctcccag cccccatcga gaaaaccatc tccaaaacca 420 

aagggcagcc ccgagaacca caggtgtaca ccctgccccc atcccgggag gagatgacca 480 

agaaccaggt cagcctgacc tgcctggtca aaggcttcta ccccagcgac atcgccgtgg 540 

agtgggagag caatgggcag ccggagaaca actacaagac cacacctccc atgctggact 600 

ccgacggctc cttcttcctc tacagcaagc tcaccgtgga caagagcagg tggcagcagg 660 

ggaacgtctt ctcatgctcc gtgatgcatg aggctctgca caaccactac acgcagaaga 720 

gcctctccct gtctccgggt aaatgactcg agcggccg 

<210> 	50 
<211> 	248 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<400> 	50 

Met Leu Leu Leu Ala Arg Cys Leu Leu Leu Val Leu Val Ser Ser Leu 
1 	 5 	 10 	 15 

Leu val Cys Ser Gly Leu Ala Cys Cys Val Glu Cys Pro Pro Cys Pro 
20 	 25 	 30 

Ala Pro Pro val Ala Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro 
35 	 40 	 45 

Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu val Thr Cys Val Val 
50 	 55 	 60 

Val Asp val Ser His Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val 
65 	 70 	 75 	 80 

Asp Gly Val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln 
85 	 90 	 95 

Phe Asn Ser Thr Phe Arg Val Val Ser Val Leu Thr val val His Gln 
100 	 105 	 110 
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Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly 
115 120 125 

Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly Gln Pro 
130 135 140 

Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr 
145 	 150 155 160 

Lys Asn Gln Val Ser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser 
165 170 175 

Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr 
180 185 190 

Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr 
195 200 205 

Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gin Gly Asn Val Phe 
210 215 220 

Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys 
225 	 230 235 240 

Ser Leu Ser Leu Ser Pro Gly Lys 
245 

<210> 	51 
<211> 	248 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<400> 	51 

Met Ala Leu Thr Phe Ala Leu Leu Val Ala Leu Leu val Leu ser Cys 
1 	 5 10 15 

Lys Ser Ser Cys Ser Val Gly Cys Cys val Glu Cys Pro Pro Cys Pro 
20 25 30 

Ala Pro Pro val Ala Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro 
35 40 45 

Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr cys val Val 
50 55 60 

Val Asp val Ser His Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val 
65 	 70 75 80 

Asp Gly val Glu val His Asn Ala Lys Thr Lys pro Arg Glu Glu Gln 
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85 90 95 

Phe Asn Ser Thr Phe Arg val val Ser Val Leu Thr Val Val His Gin 
100 105 110 

Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly 
115 120 125 

Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly Gin Pro 
130 	 135 140 

Arg Glu Pro Gln val Tyr Thr Leu Pro Pro Ser Arg Glu Glu met Thr 
145 	 150 155 160 

Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser 
165 170 175 

Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr 
180 185 190 

Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr 
195 200 205 

Ser Lys Leu Thr val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe 
210 	 215 220 

Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys 
225 	 230 235 240 

ser Leu Ser Leu Ser Pro Gly Lys 
245 

<210> 	52 
<211> 	242 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	52 

Met Leu Ala Ala Thr Val Leu Thr Leu Ala Leu Leu Gly Asn Ala His 
1 	 5 10 15 

Ala Cys Cys val Glu Cys Pro Pro Cys Pro Ala Pro Pro val Ala Gly 
20 25 30 

Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile 
35 40 45 

Ser Arg Thr Pro Glu val Thr Cys Val val val Asp val ser His Glu 
50 	 55 60 
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Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly val Glu Val His 
65 70 75 80 

Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg 
85 90 95 

val val Ser val Leu Thr val Val His Gln Asp Trp Leu Asn Gly Lys 
100 105 110 

Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ala Pro Ile Glu 
115 120 125 

Lys Thr Ile Ser Lys Thr Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr 
130 135 140 

Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gin Val Ser Leu 
145 150 155 160 

Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp 
165 170 175 

Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met 
180 185 190 

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr ser Lys Leu Thr Val Asp 
195 200 205 

Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His 
210 215 220 

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro 
225 230 235 240 

Gly Lys 

<210> 	53 
<211> 	225 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<400> 	53 

Cys Cys Val Glu Cys Pro Pro Cys Pro Ala Pro Pro Val Ala Gly Pro 
1 	 5 10 15 

ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile ser 
20 25 30 

Arg Thr Pro Glu val Thr Cys val val Val Asp Val Ser His Glu Asp 
35 40 45 
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Pro Glu val Gln Phe Asn Trp Tyr val Asp Gly Val Glu Val His Asn 

50 55 60 

Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg Val 
65 70 75 80 

val Ser val Leu Thr Val val His Gin Asp Trp Leu Asn Gly Lys Glu 
85 90 95 

Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ala Pro Ile Glu Lys 
100 105 110 

Thr Ile ser Lys Thr Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr 
115 120 125 

Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr 
130 135 140 

Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu 
145 150 155 160 

Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu 
165 170 175 

Asp ser Asp Gly ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys 
180 185 190 

Ser Arg Trp Gln Gln Gly Asn Val Phe ser Cys Ser Val Met His Glu 
195 200 205 

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly 
210 215 220 

Lys 
225 

<210> 	54 
<211> 	225 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> 	MOD_RES 
<222> 	(1)..(1) 
<223> 	amino acid having a S, Se,Te or Po 	reactive functional group 

<220> 
<221> 	MOD_RES 
<222> 	(2)..(2) 
<223> 	cysteine or serine 

<220> 
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<221> MOD_RES 
<222> (5)..(5) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (8)..(8) 
<223> cysteine or serine 

<400> 54 

Xaa Xaa Val Glu Xaa Pro Pro Xaa Pro Ala Pro Pro Val Ala Gly Pro 
1 5 10 15 

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser 
20 25 30 

Arg Thr Pro Glu Val Thr cys val val val Asp val Ser His Glu Asp 
35 40 45 

Pro Glu Val Gin Phe Asn Trp Tyr val Asp Gly val Glu Val His Asn 
50 55 60 

Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg Val 
65 70 75 80 

Val Ser val Leu Thr Val val His Gln Asp Trp Leu Asn Gly Lys Glu 
85 90 95 

Tyr Lys cys Lys Val Ser Asn Lys Gly Leu Pro Ala Pro Ile Glu Lys 
100 105 110 

Thr Ile Ser Lys Thr Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr 
115 120 125 

Leu Pro Pro Ser Arg Glu Glu met Thr Lys Asn Gln Val Ser Leu Thr 
130 135 140 

Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu 
145 150 155 160 

Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu 
165 170 175 

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys 
180 185 190 

Ser Arg Trp Gln Gln Gly Asn val Phe Ser Cys Ser Val Met His Glu 
195 200 205 

Ala Leu His Asn His Tyr Thr Gln Lys ser Leu ser Leu Ser Pro Gly 
210 215 220 

Lys 
225 
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<210> 55.  
<211> 224 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> MOD_RES 
<222> (1)..(1) 
<223> amino acid having a S, 	Se,Te or Po reactive functional group 

<220> 
<221> MOD_RES 
<222> 
<223> 

(4)..(4) 
cysteine or serine 

<220> 
<221> MOD_RES 
<222> 
<223> 

(7)..(7) 
cysteine or serine 

<400> 55 

Xaa Val Glu Xaa Pro Pro Xaa Pro Ala Pro Pro Val Ala Gly Pro Ser 
1 5 10 15 

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg 
20 25 30 

Thr Pro Glu Val Thr Cys val val val Asp val Ser His Glu Asp Pro 
35 40 . 45.  

Glu val Gin Phe Asn Trp Tyr Val Asp Gly Val Glu val His Asn Ala 
50 55 60 

Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn ser Thr Phe Arg val Val 
65 70 75 80 

Ser val Leu Thr Val Val His Gln Asp Trp Leu Asn Gly Lys Glu Tyr 
85 90 95 

Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ala Pro Ile Glu Lys Thr 
100 105 110 

Ile Ser Lys Thr Lys Gly Gln Pro Arg Glu Pro Gln val Tyr Thr Leu 
115 120 125 

Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln val Ser Leu Thr Cys 
130 135 140 

Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp Glu Ser 
145 150 155 160 

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp 
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165 	 170 175 

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser 
180 	 185 	 190 

Arg Trp Gin Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala 
195 	 200 	 205 

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys 
210 	 215 	 220 

<210> 	56 
<211> 	221 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> 	MOD_RES 
<222> 	(1)..(1) 
<223> 	amino acid having a S, Se,Te or Po 	reactive functional group 

<220> 
<221> 	MOD_RES 
<222> 	(4)..(4) 
<223> 	cysteine or serine 

<400> 	56 

Xaa Pro Pro Xaa Pro Ala Pro Pro Val Ala Gly Pro Ser Val Phe Leu 
1 	 5 	 10 15 

Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu 
20 	 25 	 30 

val Thr Cys Val Val Val Asp val Ser His Glu Asp Pro Glu val Gin 
35 	 40 	 45 

Phe Asn Trp Tyr Val Asp Gly val Glu val His Asn Ala Lys Thr Lys 
50 	 55 	 60 

Pro Arg Giu Glu Gln Phe Asn Ser Thr Phe Arg val Val Ser Val Leu 
65 	 70 	 75 	 80 

Thr val val His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys 
85 	 90 	 95 

Val Ser Asn Lys Gly Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys 
100 	 105 	 110 

Thr Lys Gly Gln Pro Arg Glu Pro Gln val Tyr Thr Leu Pro Pro Ser 
115 	 120 	 125 

Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu val Lys 
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130 135 140 

Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln 
145 150 155 160 

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly 
165 170 175 

Ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp Lys Ser Arg Trp Gin 
180 185 190 

Gin Gly Asn Val Phe Ser Cys Ser val Met His Glu Ala Leu His Asn 
195 200 205 

His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro Gly Lys 
210 215 220 

<210> 57 
<211> 218 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> artificial construct relating to Homo Sapiens immunoglobulin 

<400> 57 

Cys Pro Ala Pro Pro val Ala Gly Pro Ser val Phe Leu Phe Pro Pro 
1 5 10 15 

Lys Pro Lys Asp Thr Leu Met.. Ile Ser Arg Thr Pro Glu Val Thr Cys 
20 25" 30 

val val Val Asp val ser His Glu Asp Pro Glu val Gln Phe Asn Trp 
35 40 45 

Tyr Val Asp Gly Val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu 
50 55 60 

Glu Gln Phe Asn Ser Thr Phe Arg val val Ser Val Leu Thr val Val 
65 70 75 80 

His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn 
85 90 95 

Lys Gly Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly 
100 105 110 

Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu 
115 120 125 

met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu val Lys Gly Phe Tyr 
130 135 140 
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Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn 
145 150 155 160 

Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe 
165 170 175 

Leu Tyr Ser Lys Leu Thr val Asp Lys Ser Arg Trp Gin Gln Gly Asn 
180 185 190 

Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr 
195 200 205 

Gln Lys Ser Leu Ser Leu ser Pro Gly Lys 
210 215 

<210> 	58 
<211> 	223 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunogiobulin 

<400> 	58 

Pro Ala Pro Pro Val Ala Gly Pro Ser Val Phe Leu Phe Pro Pro Lys 
1 	 5 10 15 

Pro Lys Asp Thr Leu met Ile Ser Arg Thr Pro Glu Val Thr Cys Val 
20 25 30 

Val Val Asp Val Ser His Glu Asp Pro Glu val Gln Phe Asn Trp Tyr 
35 40 45 

val Asp Gly val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu 
50 55 60 

Gln Phe Asn Ser Thr Phe Arg Val val Ser val Leu Thr val Val His 
65 70 75 80 

Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys 
85 90 95 

Gly Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly Gln 
100 105 110 

Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu met 
115 120 125 

Thr Lys Asn Gin val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro 
130 135 140 

ser Asp Ile Ala val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn 
145 150 155 160 
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Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu 
165 170 175 

Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin Gin Gly Asn val 
180 185 190 

Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln 
195 200 205 

Lys Ser Leu Ser Leu Ser Pro Glu Leu Gin Leu Glu Glu Ser Cys 
210 215 220 

<210> 	59 
<211> 	234 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> 	MOD_RES 
<222> 	(223)..(223) 
<223> 	cysteine or serine 

<220> 
<221> 	MOD_RES 
<222> 	(234)..(234) 
<223> 	amino acid having 

<400> 	59 

a S, 	Se,Te or Po reactive functional group 

Pro Ala Pro Pro Val Ala Gly Pro Ser val Phe Leu Phe Pro Pro Lys 
1 	 5 10 15 

Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu val Thr Cys val 
20 25 30 

Val val Asp val Ser His Glu Asp PrO Glu val Gin Phe Asn Trp Tyr 
35 40 45 

Val Asp Giy val Glu val His Asn Ala Lys Thr Lys Pro Arg Giu Glu 
50 55 60 

Gin Phe Asn ser Thr Phe Arg val val ser Val Leu Thr val Val His 
65 70 75 80 

Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys 
85 90 95 

Gly Leu Pro Ala Pro Ile Glu Lys Thr Ile ser Lys Thr Lys Gly Gin 
100 105 110 

Pro Arg Glu Pro Gin val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met 
115 120 125.  

Page 58 



Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro 
130 	 135 140 

Ser Asp Ile Ala val Glu Trp Glu ser Asn Gly Gln Pro Glu Asn Asn 
145 	 150 155 160 

Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu 
165 170 175 

Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val 
180 185 190 

Phe Ser Cys Ser val Met His Glu Ala Leu His Asn His Tyr Thr Gln 
195 200 205 

Lys Ser Leu Ser Leu Ser Pro Glu Leu Gln Leu Glu Glu Ser Xaa Ala 
210 	 215 220 

Glu Ala Gln Asp Gly Glu Leu Asp Gly Xaa 
225 	 230 

<210> 	60 
<211> 	231 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<220> 
<221> 	MOD_RES 
<222> 	(1)..(1) 
<223> 	amino acid having a S, Se,Te or Po 	reactive functional group 

<220> 
<221> 	MOD_RES 
<222> 	(2)..(2) 
<223> 	cysteine or serine 

<220> 
<221> 	MOD_RES 
<222> 	(5)..(5) 
<223> 	cysteine or serine 

<220> 
<221> 	MOD_RES 
<222> 	(8)..(8) 
<223> 	cysteine or serine 

<400> 	60 

Xaa Xaa Val Glu Xaa Pro Pro Xaa Pro Ala Pro Pro Val Ala Gly Pro 
1 	 5 10 15 

Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu met Ile ser 
20 25 30 

Arg Thr Pro Glu val Thr Cys val Val val Asp Val Ser His Glu Asp 
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35 40 45 

Pro Glu val Gin Phe Asn Trp Tyr Val Asp Gly Val Glu val His Asn 
50 55 60 

Ala Lys Thr Lys Pro Arg Glu Glu Gin Phe Asn Ser Thr Phe Arg val 
65 	 70 75 80 

val Ser Val Leu Thr Val Val His Gin Asp Trp Leu Asn Gly Lys Glu 
85 90 95 

Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ala Pro Ile Glu Lys 
100 105 110 

Thr Ile Ser Lys Thr Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr 
115 120 125 

Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gin Val Ser Leu Thr 
130 135 140 

Cys Leu Val Lys Gly Phe Tyr Pro ser Asp Ile Ala Val Glu Trp Glu 
145 	 150 155 160 

Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu 
165 170 175 

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys 
180 185 190 

Ser Arg Trp Gln Gin Gly Asn Val Phe Ser cys Ser val Met His Glu 
195 200 205 

Ala Leu His Asn His Tyr Thr Gln Lys ser Leu Ser Leu Ser Pro Glu 
210 215 220 

Leu Gln Leu Glu Glu Ser Cys 
225 	 230 

<210> 	61 
<211> 	230 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> 	MOD_RES 
<222> 	(1)..(1) 
<223> 	amino acid having a 5, 	Se,Te or Po reactive functional group 

<220> 
<221> 	MOD_RES 
<222> 	(4)..(4) 
<223> 	cysteine or serine 
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<220> 
<221> MOD_RES 
<222> (7)..(7) 
<223> cysteine or serine 

<400> 61 

Xaa val. Giu xaa Pro Pro Xaa Pro Ala Pro Pro val Ala Gly Pro Ser 
1 5 10 15 

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg 
20 25 30 

Thr Pro Giu Val Thr cys Val val Val Asp Val Ser His Glu Asp Pro 
35 40 45 

Glu Val Gin Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala 
50 55 60 

Lys Thr Lys Pro Arg Glu Glu Gin Phe Asn Ser Thr Phe Arg Val Val 
65 70 75 80 

Ser val Leu Thr Val Val His Gln Asp Trp Leu Asn Gly Lys Glu Tyr 
85 90 95 

Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ala Pro Ile Glu Lys Thr 
100 105 110 

Ile Ser Lys Thr Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu 
115 120 125 

Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys 
130 135 140 

Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Giu Trp Glu Ser 
145 150 155 160 

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp 
165 170 175 

ser Asp Gly ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser 
180 185 190 

Arg Trp Gln Gln Gly Asn Val Phe Ser cys Ser Val Met His Glu Ala 
195 200 205 

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Glu Leu 
210 215 220 

Gln Leu Glu Glu Ser Cys 
225 230 

<210> 	62 
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<211> 227 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> artificial construct relating to Homo sapiens immunoglobulin 

<220> 
<221> MOD_RES 
<222> (1)..(1) 
<223> amino acid having a S, Se,Te or Po 	reactive functional group 

<220> 
<221> MOD_RES 
<222> 
<223> 

(4)..(4) 
cysteine or serine 

<400> 62 

xaa Pro Pro xaa Pro Ala Pro Pro Val Ala Gly Pro Ser val Phe Leu 
1 5 10 15 

Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu 
20 25 30 

val Thr Cys Val Val val Asp Val Ser His Glu Asp Pro Glu Val Gln 
35 40 45 

Phe Asn Trp Tyr Val Asp Gly Val Glu val His Asn Ala Lys Thr Lys 
50 55 60 

Pro Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg val Val Ser Val Leu 
65 70 75 80 

Thr val Val His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys 
85 90 95 

val Ser Asn Lys Gly Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys 
100 105 110 

Thr Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro ser 
115 120 125 

Arg Glu Glu Met Thr Lys Asn Gln Val ser Leu Thr Cys Leu Val Lys 
130 135 140 

Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln 
145 150 155 160 

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly 
165 170 175 

Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin 
180 185 190 

Gln Gly Asn Val Phe Ser Cys Ser Val met His Glu Ala Leu His Asn 
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195 200 205 

His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Glu Leu Gln Leu Glu 
210 215 220 

Glu Ser Cys 
225 

<210> 	63 
<211> 	224 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	63 

cys Pro Ala Pro Pro Val Ala Gly Pro ser Val Phe Leu Phe Pro Pro 
1 	 5 10 15 

Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu val Thr cys 
20 25 30 

val Val Val Asp val Ser His Glu Asp Pro Glu Val Gin Phe Asn Trp 
35 40 45 

Tyr Val Asp Gly Val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu 
50 55 60 

Glu Gin Phe Asn ser Thr Phe Arg Val Val Ser Val Leu Thr Val val 
65 70 75 80 

His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn 
85 90 95 

Lys Gly Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly 
100 105 110 

Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu 
115 120 125 

met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu val Lys Gly Phe Tyr 
130 135 140 

Pro Ser Asp Ile Ala Val Glu Trp Glu ser Asn Gly Gln Pro Glu Asn 
145 150 155 160 

Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe 
165 170 175 

Leu Tyr Ser Lys Leu Thr val Asp Lys Ser Arg Trp Gln Gln Gly Asn 
180 185 190 
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Val Phe Ser Cys Ser val met His Glu Ala Leu His Asn His Tyr Thr 
195 	 200 	 205 

Gin Lys Ser Leu Ser Leu Ser Pro Glu Leu Gln Leu Glu Glu Ser Cys 
210 215 	 220 

<210> 64 
<211> 242 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> artificial construct relating to Homo sapiens immunoglobulin 

<220> 
<221> MOD_RES 
<222> (1)..(1) 
<223> amino acid having a S, Se,Te or Po 	reactive functional group 

<220> 
<221> MOD_RES 
<222> (2)..(2) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (5)..(5) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (8)..(8) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (231)..(231) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (242)..(242) 
<223> amino acid having a S, Se,Te or Po 	reactive functional group 

<400> 64 

xaa xaa Val Glu xaa Pro Pro xaa Pro Ala Pro Pro val Ala Gly Pro 
1 5 	 10 	 15 

Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser 
20 	 25 	 30 

Arg Thr Pro Glu val Thr Cys Val val Val Asp Val ser His Glu Asp 
35 	 40 	 45 

Pro Glu val Gin Phe Asn Trp Tyr Val Asp Gly val Glu Val His Asn 
50 55 	 60 

Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg Val 
65 70 	 75 	 80 
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val Ser Val Leu Thr Val Val His Gin Asp Trp Leu Asn Gly Lys Glu 
85 90 95 

Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro Ala Pro Ile Glu Lys 
100 105 110 

Thr Ile Ser Lys Thr Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr 
115 120 125 

Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val ser Leu Thr 
130 	 135 140 

cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp Glu 
145 	 150 155 160 

Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu 
165 170 175 

Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp Lys 
180 185 190 

ser Arg Trp Gln Gin Gly Asn val Phe Ser Cys Ser Val met His Glu 
195 200 205 

Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Glu 
210 	 215 220 

Leu Gln Leu Glu Glu Ser Xaa Ala Glu Ala Gin Asp Gly Giu Leu Asp 
225 	 230 235 240 

Gly xaa 

<210> 	65 
<211> 	241 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to HOMO sapiens immunoglobulin 

<220> 
<221> 	MOD_RES 
<222> 	(1)..(1) 
<223> 	amino acid having a S, Se,Te or Po reactive functional group 

<220> 
<221> 	MOD_RES 
<222> 	(4)..(4) 
<223> 	cysteine or serine 

<220> 
<221> 	MOD_RES 
<222> 	(7)..(7) 
<223> 	cysteine or serine 

<220> 
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<221> MOD_RES 
<222> (230)..(230) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (241)..(241) 
<223> amino acid having a S, 	Se,Te or Po 	reactive functional group 

<400> 65 

Xaa val Glu Xaa Pro Pro Xaa Pro Ala Pro Pro Val Ala Gly Pro Ser 
1 5 10 15 

Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg 
20 25 30 

Thr Pro Glu val Thr Cys Val val Val Asp val Ser His Glu Asp PrO 
35 40 45 

Glu Val Gln Phe Asn Trp Tyr val Asp Gly Val Glu Val HiS Asn Ala 
50 55 60 

Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg Val Val 
65 70 75 80 

Ser val Leu Thr val Val His Gln Asp Trp Leu Asn Gly Lys Glu Tyr 
85 90 95 

Lys Cys Lys val ser Asn Lys Gly Leu Pro Ala Pro Ile Glu Lys Thr 
100 105 110 

Ile Ser Lys Thr Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu 
115 120 125 

Pro Pro ser Arg Glu Glu Met Thr Lys Asn Gln val ser Leu Thr Cys 
130 135 140 

Leu Val Lys Gly Phe Tyr Pro ser Asp Ile Ala Val Glu Trp Glu Ser 
145 150 155 160 

Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp 
165 170 175 

Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp Lys Ser 
180 185 190 

Arg Trp Gln Gln Gly Asn val Phe Ser Cys Ser Val met His Glu Ala 
195 200 205 

Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Glu Leu 
210 215 220 

Gln Leu Glu Glu Ser xaa Ala Glu Ala Gln Asp Gly Glu Leu Asp Gly 
225 230 235 240 
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Xaa 

<210> 66 
<211> 238 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> MOD_RES 
<222> (1)..(1) 
<223> amino acid having a S, Se,Te or Po reactive functional group 

<220> 
<221> MOD_RES 
<222> 
<223> 

(4)..(4) 
cysteine or serine 

<220> 
<221> MOD_RES 
<222> 
<223> 

(227)..(227) 
cysteine or serine 

<220> 
<221> MOD_RES 
<222> (238)..(238) 
<223> amino acid having a s, Se,Te or Po reactive functional group 

<400> 66 

Xaa Pro Pro Xaa Pro Ala Pro Pro Val Ala Gly Pro Ser Val Phe Leu 
1 5 10 15 

Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu 
20 25 30 

Val Thr cys val Val Val Asp Val Ser His Glu Asp Pro Glu Val Gln 
35 40 45 

Phe Asn Trp Tyr val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys 
50 55 60 

Pro Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg val Val Ser val Leu 
65 70 75 80 

Thr Val Val His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys cys Lys 
85 90 95 

Val Ser Asn Lys Gly Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys 
100 105 110 

Thr Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser 
115 120 125 
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Arg Glu Glu met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu val Lys 
130 	 135 140 

Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gin 
145 	 150 155 160 

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly 
165 170 175 

Ser Phe Phe Leu Tyr ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln 
180 185 190 

Gln Gly Asn Val Phe Ser cys ser val Met His Glu Ala Leu His Asn 
195 200 205 

His Tyr Thr Gln Lys Ser Leu ser Leu Ser Pro Glu Leu Gln Leu Glu 
210 	 215 220 

Glu Ser Xaa Ala Glu Ala Gin Asp Gly Glu Leu Asp Gly Xaa 
225 	 230 235 

<210> 	67 
<211> 	235 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<220> 
<221> 	MOD_RES 
<222> 	(224)..(224) 
<223> 	cysteine or serine 

<220> 
<221> 	moo_REs 
<222> 	(235)..(235) 
<223> 	cysteine or serine 

<400> 	67 

Cys Pro Ala Pro Pro val Ala Gly Pro Ser Val Phe Leu Phe Pro Pro 
1 	 5 10 15 

Lys Pro Lys Asp Thr Leu Met Ile ser Arg Thr Pro Glu val Thr cys 
20 25 30 

val val val Asp val ser His Glu Asp Pro Glu Val Gin Phe Asn Trp 
35 40 45 

Tyr val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu 
50 	 55 60 

Glu Gln Phe Asn Ser Thr Phe Arg Val val Ser Val Leu Thr val Val 
65 	 70 75 80 
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His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn 
85 	 90 	 95 

Lys Gly Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly 
100 	 105 	 110 

Gln Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu 
115 	 120 	 125 

Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr 
130 	 135 	 140 

Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn 
145 	 150 	 155 	 160 

Asn Tyr Lys Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe 
165 	 170 	 175 

Leu Tyr Ser Lys Leu Thr val Asp Lys Ser Arg Trp Gln Gin Gly Asn 
180 	 185 	 190 

val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr 
195 	 200 	 205 

Gln Lys Ser Leu Ser Leu Ser Pro Glu Leu Gin Leu Glu Glu Ser Xaa 
210 	 215 	 220 

Ala Glu Ala Gln Asp Gly Glu Leu Asp Gly Xaa 
225 	 230 	 235 

<210> 	68 
<211> 	902 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	68 
aagcttgaat tcccaccatg ctgctgctgg cgagatgtct gctgctagtc ctcgtctcct 60 

cgctgctggt atgctcggga ctggcgtgcc cacggtgccc agagcccaaa tcttgtgaca 120 

cacctccccc gtgcccacgg tgcccagagc ccaaatcttg tgacacacct cccccatgcc 180 

cacggtgccc agagcccaaa tcttgtgaca cacctccccc gtgcccaagg tgcccagcac 240 

ctgaactcct gggaggaccg tcagtcttcc tcttcccccc aaaacccaag gataccctta 300 

tgatttcccg gacccctgag gtcacgtgcg tggtggtgga cgtgagccac gaagaccccg 360 

aggtccagtt caagtggtac gtggacggcg tggaggtgca taatgccaag acaaagccgc 420 

gggaggagca gtacaacagc acgttccgtg tggtcagcgt cctcaccgtc ctgcaccagg 480 

actggctgaa cggcaaggag tacaagtgca aggtctccaa caaagccctc ccagccccca 540 

tcgagaaaac catctccaaa accaaaggac agccccgaga accacaggtg tacaccctgc 600 
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09E 6DDDDe6Ee6 DeDD6e616D e664661661 6D616DeD16 6e61DDDDe6 6DDD111e61 

00E p11DDDe1e6 6PU)33Peee 33333D11D1 )011DI6ED1 6DDE66e666 1DD1Due61D 

OtZ DeD6eDDD61 66euDDD616 333DDane3 eDe61614D1 eueDDD6e6e D3D6166DeD 

08T nEannn 1D1PDP7e61. 611D1reeDD D6e6upDa61 66DeDDD616 D3DDD13DU3 
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aatcttgtga cacacctccc ccgtgcccaa ggtgcccagc acctgaactc ctgggaggac 240 

cgtcagtctt cctcttcccc ccaaaaccca aggataccct tatgatttcc cggacccctg 300 

aggtcacgtg cgtggtggtg gacgtgagcc acgaagaccc cgaggtccag ttcaagtggt 360 

acgtggacgg cgtggaggtg cataatgcca agacaaagcc gcgggaggag cagtacaaca 420 

gcacgttccg tgtggtcagc gtcctcaccg tcctgcacca ggactggctg aacggcaagg 480 

agtacaagtg caaggtctcc aacaaagccc tcccagcccc catcgagaaa accatctcca 540 

aaaccaaagg acagccccga gaaccacagg tgtacaccct gcccccatcc cgggaggaga 600 

tgaccaagaa ccaggtcagc ctgacctgcc tggtcaaagg cttctacccc agcgacatcg 660 

ccgtggagtg ggagagcagc gggcagccgg agaacaacta caacaccacg cctcccatgc 720 

tggactccga cggctccttc ttcctctaca gcaagctcac cgtggacaag agcaggtggc 780 

agcaggggaa catcttctca tgctccgtga tgcatgaggc tctgcacaac cgcttcacgc 840 

agaagagcct ctccctgtct ccgggtaaat gactcgagcg gccg 

<210> 	71 
<211> 	290 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	71 

Met Leu Leu Leu Ala Arg Cys Leu Leu Leu Val Leu Val Ser Ser Leu 
1 	 5 	 10 	 15 

Leu val Cys ser Gly Leu Ala Cys Pro Arg cys Pro Glu Pro Lys Ser 
20 	 25 	 30 

Cys Asp Thr Pro Pro Pro Cys Pro Arg Cys Pro Glu Pro Lys Ser Cys 
35 	 40 	 45 

Asp Thr Pro Pro Pro Cys Pro Arg Cys Pro Glu Pro Lys ser cys Asp 
50 	 55 	 60 

Thr Pro Pro Pro Cys Pro Arg Cys Pro Ala Pro Glu Leu Leu Gly Gly 
65 	 70 	 75 	 80 

Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu met Ile 
85 	 90 	 95 

Ser Arg Thr Pro Glu val Thr Cys Val Val Val Asp val Ser His Glu 
100 	 105 	 110 

Asp Pro Glu val Gln Phe Lys Trp Tyr Val Asp Gly val Glu val His 
115 	 120 	 125 

Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg 
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130 135 140 

Val Val Ser Val Leu Thr val Leu His Gln Asp Trp Leu Asn Gly Lys 
145 	 150 155 160 

Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu 
165 170 175 

Lys Thr Ile Ser Lys Thr Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr 
180 185 190 

Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu 
195 200 205 

Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp 
210 215 220 

Glu Ser Ser Gly Gin Pro Giu Asn Asn Tyr Asn Thr Thr Pro Pro Met 
225 	 230 235 240 

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp 
245 250 255 

Lys Ser Arg Trp Gin Gln Gly Asn Ile Phe Ser Cys Ser Val Met His 
260 265 270 

Giu Ala Leu His Asn Arg Phe Thr Gln Lys Ser Leu Ser Leu Ser Pro 
275 280 285 

Gly Lys 
290 

<210> 	72 
<211> 	290 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<400> 	72 

met Ala Leu Thr Phe Ala Leu Leu val Ala Leu Leu Val Leu Ser Cys 
1 	 5 10 15 

Lys Ser Ser Cys Ser Val Gly Cys Pro Arg cys Pro Glu Pro Lys ser 
20 25 30 

cys Asp Thr Pro Pro Pro Cys Pro Arg Cys Pro Glu Pro Lys ser Cys 
35 40 45 

Asp Thr Pro Pro Pro Cys Pro Arg Cys Pro Glu Pro Lys Ser Cys Asp 
50 55 60 
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Thr Pro Pro Pro Cys Pro Arg Cys Pro Ala Pro Glu Leu Leu Gly Gly 
65 70 75 80 

Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile 
85 90 95 

Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Giu 
100 105 110 

Asp Pro Glu Val Gln Phe Lys Trp Tyr Val Asp Gly Val Glu Val His 
115 120 125 

Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn ser Thr Phe Arg 
130 135 140 

Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys 
145 150 155 160 

Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu 
165 170 175 

Lys Thr Ile Ser Lys Thr Lys Giy Gln Pro Arg Glu Pro Gln Val Tyr 
180 185 190 

Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gin Val Ser Leu 
195 200 205 

Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp 
210 215 220 

Glu ser Ser Gly Gin Pro Glu Asn Asn Tyr Asn Thr Thr Pro Pro Met 
225 230 235 240 

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp 
245 250 255 

Lys Ser Arg Trp Gin Gln Gly Asn Ile Phe ser Cys Ser Val met His 
260 265 270 

Glu Ala Leu His Asn Arg Phe Thr Gin Lys Ser Leu Ser Leu Ser Pro 
275 280 285 

Giy Lys 
290 

<210> 	73 
<211> 	284 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial 	construct relating to Homo Sapiens immunoglobulin 

<400> 	73 
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Met Leu Ala Ala Thr Val Leu Thr Leu Ala Leu Leu Gly Asn Ala His 
1 5 10 15 

Ala Cys Pro Arg Cys Pro Glu Pro Lys Ser Cys Asp Thr Pro Pro Pro 
20 25 30 

Cys Pro Arg Cys Pro Glu Pro Lys Ser Cys Asp Thr Pro Pro Pro Cys 
35 40 45 

Pro Arg Cys Pro Glu Pro Lys Ser Cys Asp Thr Pro Pro Pro Cys Pro 
50 55 60 

Arg Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe 
65 70 75 80 

Pro Pro Lys Pro Lys Asp Thr Leu met Ile Ser Arg Thr Pro Glu val 
85 90 95 

Thr cys Val Val val Asp Val Ser His Glu Asp Pro Glu Val Gin Phe 
100 105 110 

Lys Trp Tyr val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro 
115 120 125 

Arg Glu Glu Gln Phe Asn Ser Thr Phe Arg val Val Ser val Leu Thr 
130 135 140 

Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val 
145 150 155 160 

ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr 
165 170 175 

Lys Gly Gln Pro Arg Glu Pro Gln val Tyr Thr Leu Pro Pro ser Arg 
180 185 190 

Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly 
195 200 205 

Phe Tyr Pro Ser Asp Ile Ala val Glu Trp Glu Ser Ser Gly Gln Pro 
210 215 220 

Glu Asn Asn Tyr Asn Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser 
225 230 235 240 

Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gin Gin 
245 250 255 

Gly Asn Ile Phe Ser cys ser Val Met His Glu Ala Leu His Asn Arg 
260 265 270 
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Phe Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys 
275 280 

<210> 	74 
<211> 	267 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	74 

Cys Pro Arg Cys Pro Glu Pro Lys Ser Cys Asp Thr Pro Pro Pro Cys 
1 	 5 10 15 

Pro Arg Cys Pro Glu Pro Lys Ser Cys Asp Thr Pro Pro Pro Cys Pro 
20 25 30 

Arg Cys Pro Glu Pro Lys Ser Cys Asp Thr Pro Pro Pro Cys Pro Arg 
35 40 45 

Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro 
50 55 60 

Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr 
65 70 75 80 

Cys Val val Val Asp Val Ser His Glu Asp Pro Glu val Gln Phe Lys 
85 90 95 

Trp Tyr Val Asp Gly val Glu Val His Asn Ala Lys Thr Lys Pro Arg 
100 105 110 

Glu Glu Gln Phe Asn Ser Thr Phe Arg val val Ser val Leu Thr Val 
115 120 125 

Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser 
130 135 140 

Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys 
145 150 155 160 

Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu 
165 170 175 

Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu val Lys Gly Phe 
180 185 190 

Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Ser Gly Gln Pro Glu 
195 200 205 

ASn Asn Tyr Asn Thr Thr Pro Pro Met Leu Asp Ser ASp Gly Ser Phe 
210 215 220 
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Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly 
225 	 230 235 	 240 

Asn Ile Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn Arg Phe 
245 250 255 

Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys 
260 265 

<210> 75 
<211> 267 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> artificial construct relating to Homo sapiens immunoglobulin 

<220> 
<221> MOD_RES 
<222> (1)..(1) 
<223> amino acid having a S, 	se,Te or Po 	reactive functional group 

<220> 
<221> MOD_RES 
<222> (4)..(4) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (10)..(10) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (16)..(16) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (19)..(19) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (25)..(25) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (31)..(31) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (34)..(34) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (40)..(40) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
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<222> (46)—(46) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (49)..(49) 
<223> cysteine or serine 

<400> 75 

Xaa Pro Arg Xaa Pro Glu Pro Lys Ser Xaa Asp Thr Pro Pro Pro Xaa 
1 5 10 15 

Pro Arg Xaa Pro Glu Pro Lys Ser Xaa Asp Thr Pro Pro Pro xaa Pro 
20 25 30 

Arg xaa Pro Glu Pro Lys Ser xaa Asp Thr Pro Pro Pro Xaa Pro Arg 
35 40 45 

Xaa Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro 
50 55 60 

Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr 
65 70 75 80 

Cys val Val Val Asp Val Ser His Glu Asp Pro Glu Val Gin Phe Lys 
85 90 95 

Trp Tyr val Asp Gly val Glu val His Asn Ala Lys Thr Lys Pro Arg 
100 105 110 

Glu Glu Gln_Phe Asn Ser Thr Phe Arg Val val Ser val Leu Th-r val 
115 120 125 

Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser 
130 135 140 

Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys 
145 150 155 160 

Gly Gln Pro Arg Glu Pro Gln val Tyr Thr Leu Pro Pro Ser Arg Glu 
165 170 175 

Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe 
180 185 190 

Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Ser Gly Gln Pro Glu 
195 200 205 

Asn Asn Tyr Asn Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe 
210 215 220 

Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly 
225 230 235 240 
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Asn Ile Phe Ser Cys Ser Val met His Glu Ala Leu His Asn Arg Phe 
245 250 255 

Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys 
260 265 

<210> 76 
<211> 264 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> MOD_RES 
<222> (1)..(1) 
<223> amino acid having a S, Se,Te or Po 	reactive functional group 

<220> 
<221> MOD_RES 
<222> (7)..(7) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (13)..(13) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (16)—(16) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (22)..(22) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (28)..(28) 
<223> cysteine or serine • 

<220> 
<221> MOD_RES 
<222> (31..(31) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (37)..(37) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (43)..(43) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (46)..(46) 
<223> cysteine or serine 

<400> 76 
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Xaa Pro Glu Pro Lys Ser Xaa Asp Thr Pro Pro Pro Xaa Pro Arg Xaa 
1 5 10 15 

Pro Glu Pro Lys Ser Xaa Asp Thr Pro Pro Pro Xaa Pro Arg xaa Pro 
20 25 30 

Glu Pro Lys Ser Xaa Asp Thr Pro Pro Pro xaa Pro Arg Xaa Pro Ala 
35 40 45 

Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro 
50 55 60 

Lys Asp Thr Leu Met ile Ser Arg Thr Pro Glu Val Thr Cys Val Val 
65 70 75 80 

Val Asp Val Ser His Glu Asp Pro Glu Val Gln Phe Lys Trp Tyr Val 
85 90 95 

Asp Gly Val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin 
100 105 110 

Phe Asn Ser Thr Phe Arg Val val Ser Val Leu Thr val Leu His Gln 
115 120 125 

Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Ala 
130 135 140 

Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly Gln Pro 
145 150-  155' 160 

Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr 
165 170 175 

Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser 
180 185 190 

Asp Ile Ala val Glu Trp Glu Ser Ser Gly Gin Pro Glu Asn Asn Tyr 
195 200 205 

Asn Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr 
210 215 220 

Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Ile Phe 
225 230 235 240 

Ser Cys ser Val Met His Glu Ala Leu His Asn Arg Phe Thr Gin Lys 
245 250 255 

Ser Leu Ser Leu ser Pro Gly Lys 
260 
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<210> 	77 
<211> 	224 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	77 

Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro 
1 5 10 15 

Lys Pro Lys Asp Thr Leu Met Ile ser Arg Thr Pro Glu Val Thr Cys 
20 25 30 

Val val val Asp Val Ser His Glu Asp Pro Glu Val Gln Phe Lys Trp 
35 40 45 

Tyr val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu 
50 55 60 

Glu Gln Phe Asn Ser Thr Phe Arg val val Ser Val Leu Thr Val Leu 
65 70 75 80 

His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn 
85 90 95 

Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly 
100 105 110 

Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu 
115 120 125 

met Thr Lys Asn Gln val ser Leu Thr Cys Leu Val Lys Gly Phe Tyr 
130 135 140 

Pro ser Asp Ile Ala Val Glu Trp Glu ser ser Gly Gln Pro Glu Asn 
145 150 155 160 

Asn Tyr Asn Thr Thr Pro Pro Met Leu Asp ser Asp Gly Ser Phe Phe 
165 170 175 

Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn 
180 185 190 

Ile Phe Ser Cys ser Val Met His Glu Ala Leu His Asn Arg Phe Thr 
195 200 205 

Gln Lys ser Leu Ser Leu Ser Pro Glu Leu Gln Leu Glu Glu Ser Cys 
210 215 220 

<210> 	78 
<211> 	235 
<212> 	PRT 
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<213> Artificial sequence 

<220> 
<223> artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> MOD_RES 
<222> (224)—(224) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (235)..(235) 
<223> amino acid having a S, Se,Te or Po reactive functional group 

<400> 78 

Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro 
1 5 10 15 

Lys Pro Lys Asp Thr Leu met Ile Ser Arg Thr Pro Glu Val Thr Cys 
20 25 30 

val val val Asp Val Ser His Glu Asp Pro Glu Val Gln Phe Lys Trp 
35 40 45 

Tyr Val Asp Gly val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu 
50 55 60 

Glu Gln Phe Asn Ser Thr Phe Arg val val Ser Val Leu Thr val Leu 
65 70 75 80 

His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn 
85 90 95 

Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly 
100 105 110 

Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu 
115 120 125 

Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr 
130 135 140 

Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Ser Gly Gln Pro Glu Asn 
145 150 155 160 

Asn Tyr Asn Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe 
165 170 175 

Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn 
180 185 190 

Ile Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn Arg Phe Thr 
195 200 205 
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Gin Lys Ser Leu Ser Leu Ser Pro Glu Leu Gln Leu Glu Glu Ser Xaa 
210 	 215 220 

Ala Glu Ala Gln Gly Asp Glu Leu Asp Gly Xaa 
225 230 235 

<210> 79 
<211> 273 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> artificial construct relating to Homo Sapiens immunogiobulin 

<220> 
<221> MOD_RES 
<222> (1)..(1) 
<223> amino acid having a S, Se,Te or Po 	reactive functional group 

<220> 
<221> MOD_RES 
<222> (4)—(4) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (10)..(10) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (16)..(16) 
<223> cysteine or serine 

<220> • 
<221> MOD_RES 
<222> (19)..(19) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (25)..(25) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (31)..(31) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (34)..(34) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (40)..(40) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (46)—(46) 
<223> cysteine or serine 

<220> 
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<221> MOD_RES 
<222> (49)..(49) 
<223> cysteine or serine 

<400> 79 

Xaa Pro Arg Xaa Pro Glu Pro Lys Ser Xaa Asp Thr Pro Pro Pro Xaa 
1 5 10 15 

Pro Arg Xaa Pro Glu Pro Lys Ser Xaa Asp Thr Pro Pro Pro Xaa Pro 
20 25 30 

Arg Xaa Pro Glu Pro Lys Ser Xaa Asp Thr Pro Pro Pro Xaa Pro Arg 
35 40 45 

Xaa Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro 
50 55 60 

PrO Lys Pro Lys Asp Thr Leu met Ile Ser Arg Thr Pro Glu Val Thr 
65 70 75 80 

Cys Val Val Val Asp Val Ser His Glu ASp Pro Glu Val Gln Phe Lys 
85 90 95 

Trp Tyr Val Asp Gly val Glu Val His Asn Ala Lys Thr Lys Pro Arg 
100 105 110 

Glu Glu Gln Phe Asn Ser Thr Phe Arg Val val Ser val Leu Thr val 
115 120 125 

Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser 
130 135 140 

Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys 
145 150 155 160 

Gly Gln Pro Arg Glu Pro Gln Vai Tyr Thr Leu Pro Pro Ser Arg Glu 
165 170 175 

Glu Met Thr Lys Asn Gln val Ser Leu Thr Cys Leu Val Lys Gly Phe 
180 185 190 

Tyr Pro ser Asp Ile Ala val Glu Trp Glu Ser Ser Gly Gin Pro Glu 
195 200 205 

Asn Asn Tyr Asn Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe 
210 215 220 

Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gin Gly 
225 230 235 240 

Asn Ile Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn Arg Phe 
245 250 255 
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Thr Gin Lys Ser Leu Ser Leu Ser Pro Glu Leu Gin Leu Glu Glu Ser 
260 265 270 

Cys 

<210> 80 
<211> 270 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> MOD_RES 
<222> (1)—(1) 
<223> amino acid having a S, se,Te or PO 	reactive functional group 

<220> 
<221> MOD_RES 
<222> (7)..(7) 
<223> cysteine or serine 

 

<220> 
<221> MOD_RES 
<222> (13)—(13) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (16)..(16) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (22)..(22) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (28)..(28) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (31)..(31) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (37)..(37) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (43)—(43) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (46)..(46) 
<223> cysteine or serine 

<400> 80 
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Xaa Pro Glu Pro Lys Ser Xaa Asp Thr Pro Pro Pro Xaa Pro Arg Xaa 
1 5 10 15 

Pro Glu Pro Lys Ser Xaa Asp Thr Pro Pro Pro xaa Pro Arg Xaa Pro 
20 25 30 

Glu Pro Lys Ser xaa Asp Thr Pro Pro Pro Xaa Pro Arg xaa Pro Ala 
35 40 45 

Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro 
50 55 60 

Lys Asp Thr Leu met Ile Ser Arg Thr Pro Glu Val Thr Cys Val val 
65 70 75 80 

Val Asp Val Ser HiS Glu Asp Pro Glu Val Gin Phe Lys Trp Tyr Val 
85 90 95 

Asp Gly Val Glu Val HiS Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln 
100 105 110 

Phe Asn Ser Thr Phe Arg val val ser val Leu Thr val Leu His Gln 
115 120 125 

Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala 
130 135 140 

Leu Pro Ala Pro Ile Glu Lys Thr. Ile Ser Lys Thr Lys Gly Gin Pro, 
145 150.' -..

155-- -- 160 

Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr 
165 170 175 

Lys Asn Gln val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser 
180 185 190 

Asp Ile Ala Val Glu Trp Glu ser ser Gly Gln Pro Glu Asn Asn Tyr 
195 200 205 

Asn Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr 
210 215 220 

Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gin Gly Asn Ile Phe 
225 230 235 240 

Ser Cys Ser Val Met HiS G111 Ala Leu His Asn Arg Phe Thr Gln Lys 
245 250 255 

Ser Leu Ser Leu Ser Pro Glu Leu Gln Leu Glu Glu Ser Cys 
260 265 270 

Page 85 



<210> 81 
<211> 284 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> MOD_RES 
<222> (1)..(1) 
<223> amino acid having a S, 	Se,Te or Po 	reactive functional group 

<220> 
<221> MOD_RES 
<222> (4)..(4) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (10)—(10) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (16)—(16) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (19)—(19) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (25)—(25) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (31)..(31) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (34)..(34) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (40)..(40) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (46)—(46) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (49)..(49) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (273)..(273) 
<223> cysteine or serine 
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<220> 
<221> MOD_RES 
<222> (284)—(284) 
<223> amino acid having a S, 	Se,Te or Po 	reactive functional group 

<400> 81 

xaa Pro Arg Xaa Pro Glu Pro Lys Ser Xaa Asp Thr Pro Pro Pro Xaa 
1 5 10 15 

Pro Arg Xaa Pro Glu Pro Lys Ser Xaa Asp Thr Pro Pro Pro Xaa Pro 
20 25 30 

Arg Xaa Pro Glu Pro Lys Ser Xaa Asp Thr Pro Pro Pro Xaa Pro Arg 
35 40 45 

Xaa Pro Ala Pro Glu Leu Leu Gly Gly Pro ser val Phe Leu Phe Pro 
50 55 60 

Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr 
65 70 75 80 

Cys val val Val Asp Val Ser His Glu Asp Pro Glu Val Gln Phe Lys 
85 90 95 

Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg 
100 105 110 

Glu Glu Gln Phe Asn ser Thr Phe Arg val val Ser Val Leu Thr val 
115 120 125 

- - 
Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser 

130 135 140 

Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys 
145 150 155 160 

Gly Gln Pro Arg Glu Pro Gln val Tyr Thr Leu Pro Pro ser Arg Glu 
165 170 175 

Glu Met Thr Lys Asn Gln val Ser Leu Thr Cys Leu val Lys Gly Phe 
180 185 190 

Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Ser Gly Gln Pro Glu 
195 200 205 

Asn Asn Tyr Asn Thr Thr Pro Pro Met Leu Asp Ser Asp Gly Ser Phe 
210 215 220 

Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys ser Arg Trp Gin Gln Gly 
225 230 235 240 

Asn Ile Phe ser Cys Ser val Met His Glu Ala Leu His Asn Arg Phe 
245 250 255 
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Thr Gin Lys Ser Leu Ser Leu Ser Pro Glu Leu Gln Leu Glu Glu Ser 
260 265 270 

Xaa Ala Glu Ala Gln Asp Gly Glu Leu Asp Gly Xaa 
275 280 

<210> 82 
<211> 281 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> MOD_RES 
<222> (1)..(1) 
<223> amino acid having a S, Se,Te or Po 	reactive functional group 

<220> 
<221> MOD_RES 
<222> (7)..(7) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (13)..(13) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (16)..(16) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (22)..(22) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (28)—(28) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (31)..(31) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (37)..(37) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (43)..(43) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (46)..(46) 
<223> cysteine or serine 
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<220> 
<221> MOD_RES 
<222> 
<223> 

(270)..(270) 
cysteine or serine 

<220> 
<221> MOD_RES 
<222> (281)..(281) 
<223> amino acid having a S, Se,Te or Po 	reactive functional group 

<400> 82 

Xaa Pro Glu Pro Lys Ser Xaa Asp Thr Pro Pro Pro Xaa Pro Arg xaa 
1 5 10 15 

Pro Glu Pro Lys Ser Xaa Asp Thr Pro Pro Pro Xaa Pro Arg Xaa Pro 
20 25 30 

Glu Pro Lys Ser Xaa Asp Thr Pro Pro Pro Xaa Pro Arg Xaa Pro Ala 
35 40 45 

Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro 
50 55 60 

Lys Asp Thr Leu met Ile Ser Arg Thr Pro Glu Val Thr Cys Val val 
65 70 75 80 

Val Asp Val Ser His Glu Asp Pro Glu val Gln Phe Lys Trp Tyr Val 
85 90 95 

Asp Gly Val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln 
100 105 110 

Phe Asn Ser Thr Phe Arg Val val Ser val Leu Thr Val Leu His Gin 
115 120 125 

Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala 
130 135 140 

Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Thr Lys Gly Gln Pro 
145 150 155 160 

Arg Glu Pro Gin val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr 
165 170 175 

Lys Asn Gin val Ser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser 
180 185 190 

Asp Ile Ala Val Glu Trp Glu Ser Ser Gly Gln Pro Glu Asn Asn Tyr 
195 200 205 

Asn Thr Thr Pro Pro met Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr 
210 215 220 

Ser Lys Leu Thr val Asp Lys ser Arg Trp Gin Gin Gly Asn Ile Phe 
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225 	 230 	 235 	 240 

Ser Sys Ser Val Met His Glu Ala Leu His Asn Arg Phe Thr Gln Lys 
245 	 250 	 255 

Ser Leu Ser Leu Ser Pro Glu Leu Gln Leu Glu Glu Ser Xaa Ala Glu 
260 	 265 	 270 

Ala Gln Asp Gly Glu Leu Asp Gly Xaa 
275 	 280 

<210> 	83 
<211> 	767 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	83 
aagcttgaat tcccaccatg ctgctgctgg cgagatgtct gctgctagtc ctcgtctcct 60 

cgctgctggt atgctcggga ctggcgtgcc catcatgccc agcacctgag ttcctggggg 120 

gaccatcagt cttcctgttc cccccaaaac ccaaggacac tctcatgatc tcccggaccc 180 

ctgaggtcac gtgcgtggtg gtggacgtga gccaggaaga ccccgaggtc cagttcaact 240 

ggtacgtgga tggcgtggag gtgcataatg ccaagacaaa gccgcgggag gagcagttca 300 

acagcacgta ccgtgtggtc agcgtcctca ccgtcctgca ccaggactgg ctgaacggca 360 

aggagtacaa gtgcaaggtc tccaacaaag gcctcccgtc ctccatcgag aaaaccatct 420 

ccaaagccaa agggcagccc cgagagccac aggtgtacac cctgccccca tcccaggagg 480 

agatgaccaa gaaccaggtc agcctgacct gcctggtcaa aggcttctac cccagcgaca 540 

tcgccgtgga gtgggagagc aatgggcagc cggagaacaa ctacaagacc acgcctcccg 600 

tgctggactc cgacggctcc ttcttcctct acagcaggct aaccgtggac aagagcaggt 660 

ggcaggaggg gaatgtcttc tcatgctccg tgatgcatga ggctctgcac aaccactaca 720 

cacagaagag cctctccctg tctctgggta aatgactcga gcggccg 

<210> 	84 
<211> 	767 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<400> 	84 
aagcttgaat tcccaccatg gccttgacct ttgctttact ggtggccctc ctggtgctca 

767 

60 

gctgcaagtc aagctgctct gtgggctgcc catcatgccc agcacctgag ttcctggggg 120 

gaccatcagt cttcctgttc cccccaaaac ccaaggacac tctcatgatc tcccggaccc 180 

ctgaggtcac gtgcgtggtg gtggacgtga gccaggaaga ccccgaggtc cagttcaact 240 

ggtacgtgga tggcgtggag gtgcataatg ccaagacaaa gccgcgggag gagcagttca 
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acagcacgta ccgtgtggtc agcgtcctca ccgtcctgca ccaggactgg ctgaacggca 360 

aggagtacaa gtgcaaggtc tccaacaaag gcctcccgtc ctccatcgag aaaaccatct 420 

ccaaagccaa agggcagccc cgagagccac aggtgtacac cctgccccca tcccaggagg 480 

agatgaccaa gaaccaggtc agcctgacct gcctggtcaa aggcttctac cccagcgaca 540 

tcgccgtgga gtgggagagc aatgggcagc cggagaacaa ctacaagacc acgcctcccg 600 

tgctggactc cgacggctcc ttcttcctct acagcaggct aaccgtggac aagagcaggt 660 

ggcaggaggg gaatgtcttc tcatgctccg tgatgcatga ggctctgcac aaccactaca 720 

cacagaagag cctctccctg tctctgggta aatgactcga gcggccg 767 

<210> 	85 
<211> 	749 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	85 
aagcttgaat tcccaccatg ctggctgcca cagtcctgac cctggccctg ctgggcaatg 60 

cccatgcctg cccatcatgc ccagcacctg agttcctggg gggaccatca gtcttcctgt 120 

tccccccaaa acccaaggac actctcatga tctcccggac ccctgaggtc acgtgcgtgg 180 

tggtggacgt gagccaggaa gaccccgagg tccagttcaa ctggtacgtg gatggcgtgg 240 

aggtgcataa tgccaagaca aagccgcggg aggagcagtt caacagcacg taccgtgtgg 300 

tcagcgtcct caccgtcctg caccaggact ggctgaacgg caaggagtac aagtgcaagg. 360 

tctccaacaa aggcctcccg tcctccatcg agaaaaccat ctccaaagcc aaagggcagc 420 

cccgagagcc acaggtgtac accctgcccc catcccagga ggagatgacc aagaaccagg 480 

tcagcctgac ctgcctggtc aaaggcttct accccagcga catcgccgtg gagtgggaga 540 

gcaatgggca gccggagaac aactacaaga ccacgcctcc cgtgctggac tccgacggct 600 

ccttcttcct ctacagcagg ctaaccgtgg acaagagcag gtggcaggag gggaatgtct 660 

tctcatgctc cgtgatgcat gaggctctgc acaaccacta cacacagaag agcctctccc 720 

tgtctctggg taaatgactc gagcggccg 749 

<210> 	86 
<211> 	245 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<400> 	86 

Met Leu Leu Leu Ala Arg Cys Leu Leu Leu val Leu Val Ser Ser Leu 
1 	 5 	 10 15 

Leu val Cys Ser Gly Leu Ala Cys Pro Ser Cys Pro Ala Pro Glu Phe 
Page 91 



20 25 30 

Leu Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr 
35 40 45 

Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val 
50 	 55 60 

Ser Gln Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr Val Asp Gly Val 
65 	 70 75 80 

Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser 
85 90 95 

Thr Tyr Arg val val Ser Val Leu Thr val Leu His Gln Asp Trp Leu 
100 105 110 

Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Gly Leu Pro Ser 
115 120 125 

ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro 
130 	 135 140 

Gln Val Tyr Thr Leu Pro Pro Ser Gin Glu Glu Met Thr Lys Asn Gln 
145 	 150 155 160 

Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala 
165 170 175 

val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr 
180 185 190 

Pro Pro val Leu Asp Ser Asp Gly ser Phe Phe Leu Tyr Ser Arg Leu 
195 200 205 

Thr val Asp Lys Ser Arg Trp Gin Glu Gly Asn Val Phe Ser Cys Ser 
210 	 215 220 

val met His Glu Ala Leu His Asn His Tyr Thr Gln Lys ser Leu Ser 
225 	 230 235 240 

Leu Ser Leu Gly Lys 
245 

<210> 	87 
<211> 	245 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to HOMO Sapiens immunoglobulin 

<400> 87 
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Met Ala Leu Thr Phe Ala Leu Leu Val Ala Leu Leu Val Leu Ser Cys 

1 	 5 10 15 

Lys Ser Ser Cys Ser Val Gly Cys Pro Ser Cys Pro Ala Pro Glu Phe 
20 25 30 

Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr 
35 40 45 

Leu Met Ile Ser Arg Thr Pro Glu val Thr Cys Val val Val Asp Val 
50 55 60 

Ser Gin Glu Asp Pro Glu Val Gln Phe Asn Trp Tyr val ASp Gly Val 
65 70 75 80 

Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Phe Asn ser 
85 90 95 

Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu 
100 105 110 

Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Gly Leu Pro ser 
115 120 125 

Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro 
130 135 140 

Gin Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu Met Thr Lys Asn Gin 
145 150 155 160 

val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro ser Asp Ile Ala 
165 170 175 

Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr 
180 185 190 

Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu 
195 200 205 

Thr val Asp Lys Ser Arg Trp Gln Glu Gly Asn Val Phe Ser Cys ser 
210 215 220 

val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser 
225 230 235 240 

Leu Ser Leu Gly Lys 
245 

<210> 	88 
<211> 	239 
<212> 	PRT 
<213> 	Artificial Sequence 
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<220> 
<223> artificial construct relating to Homo sapiens immunoglobulin 

<400> 88 

Met Leu Ala Ala Thr Val Leu Thr Leu Ala Leu Leu Gly Asn Ala His 
1 5 10 15 

Ala Cys Pro Ser Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val 
20 25 30 

Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr 
35 40 45 

Pro Glu val Thr Cys val val val Asp Val Ser Gin Glu Asp Pro Glu 
50 55 60 

val Gln Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys 
65 70 75 80 

Thr Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val val Ser 
85 90 95 

val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys 
100 105 110 

Cys Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile 
115 120 125 

Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro 
130 . ' 135-  140 

Pro Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu 
145 150 155 160 

val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn 
165 170 175 

Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser 
180 185 190 

Asp Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys ser Arg 
195 200 205 

Trp Gln Glu Gly Asn Val Phe Ser Cys Ser val Met His Glu Ala Leu 
210 215 220 

His Asn His Tyr Thr Gln Lys ser Leu Ser Leu Ser Leu Gly Lys 
225 230 235 

<210> 	89 
<211> 	222 
<212> 	PRT 
<213> 	Artificial Sequence 
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<220> 
<223> artificial construct relating to Homo Sapiens immunoglobulin 

<400> 89 

Cys Pro Ser Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe 
1 5 10 15 

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro 
20 25 30 

Glu Val Thr Cys val val val Asp Val Ser Gln Glu Asp Pro Glu val 
35 40 45 

Gln Phe Asn Trp Tyr Val Asp Gly Val Glu val His Asn Ala Lys Thr 
50 55 60 

Lys Pro Arg Glu Glu Gin Phe Asn Ser Thr Tyr Arg val Val Ser val 
65 70 75 80 

Leu Thr val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys 
85 90 95 

Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser 
100 105 110 

Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro 
115 120 125 

Ser Gln Glu Glu Met Thr Lys Asn Gin' val ser Leu Thr Cys Leu Val 
130 135 140 

Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly 
145 150 155 160 

Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp 
165 170 175 

Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp 
180 185 190 

Gin Glu Gly Asn Val Phe Ser Cys ser Val Met His Glu Ala Leu His 
195 200 205 

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys 
210 215 220 

<210> 	90 
<211> 	222 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 
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<220> 
<221> MOD_RES 
<222> (1)..(1) 
<223> amino acid having a S, 	Se,Te or Po reactive functional group 

<220> 
<221> MOD_RES 
<222> (4)—(4) 
<223> cysteine or serine 

<400> 90 

Xaa Pro Ser Xaa Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe 
1 5 10 15 

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro 
20 25 30 

Glu val Thr cys val Val Val Asp val Ser Gin Glu Asp Pro Glu Val 
35 40 45 

Gln Phe Asn Trp Tyr Val Asp Gly val Glu Val His Asn Ala Lys Thr 
50 55 60 

Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg val Val ser val 
65 70 75 80 

Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys 
85 90 95 

Lys val Ser Asn Lys Gly Leu Pro ser Ser Ile Glu Lys Thr Ile Ser 
100 105 110 

Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln val Tyr Thr Leu Pro Pro 
115 120 125 

Ser Gln Glu Glu Met Thr Lys Asn Gin Vai Ser Leu Thr cys Leu Val 
130 135 140 

Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly 
145 150 155 160 

Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp 
165 170 175 

Gly ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp 
180 185 190 

Gin Glu Gly Asn Val Phe ser cys Ser Val Met His Glu Ala Leu His 
195 200 205 

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys 
210 215 220 
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<210> 	91 
<211> 	219 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<400> 	91 

cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe Pro 
1 5 10 15 

Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu val Thr 
20 25 30 

cys val Val val Asp val Ser Gln Glu Asp Pro Glu val Gln Phe Asn 
35 40 45 

Trp Tyr Val Asp Gly val Glu Val His Asn Ala Lys Thr Lys Pro Arg 
50 55 60 

Glu Glu Gin Phe Asn Ser Thr Tyr Arg val Val Ser Val Leu Thr Val 
65 70 75 80 

Leu His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser 
85 90 95 

Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys 
100 105 110 

Gly Gln Pro Arg Glu Pro Gln val Tyr Thr Leu Pro Pro Ser Gln Glu 
115 120 125 

Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu val Lys Gly Phe 
130 135 140 

Tyr Pro Ser Asp Ile Ala val Glu Trp Glu ser Asn Gly Gln Pro Glu 
145 150 155 160 

Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe 
165 170 175 

Phe Leu Tyr Ser Arg Leu Thr val Asp Lys Ser Arg Trp Gln Glu Gly 
180 185 190 

Asn val Phe Ser Cys ser val met His Glu Ala Leu His Asn His Tyr 
195 200 205 

Thr Gln Lys Ser Leu Ser Leu Ser Leu Gly Lys 
210 215 

<210> 	92 
<211> 	224 
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<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	92 

Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro 
1 	 5 10 15 

Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Giu Val Thr Cys 
20 25 30 

val Val Val Asp Val Ser Gln Glu Asp Pro Glu val Gin Phe Asn Trp 
35 40 45 

Tyr Val Asp Gly Val Glu val HiS Asn Ala Lys Thr Lys Pro Arg Glu 
50 55 60 

Glu Gln Phe Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr val Leu 
65 70 75 80 

His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn 
85 90 95 

Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly 
100 105 110 

Gln Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Gin Glu Glu 
115 120 125 

Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu val Lys Gly Phe Tyr 
130 135 140 

Pro Ser Asp Ile Ala Val Giu Trp Glu Ser Asn Gly Gln Pro Glu Asn 
145 150 155 160 

Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe 
165 170 175 

Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gin Glu Gly Asn 
180 185 190 

Val Phe Ser Cys Ser val Met His Glu Ala Leu His Asn His Tyr Thr 
195 200 205 

Gln Lys Ser Leu Ser Leu Ser Leu Glu Leu Gin Leu Glu Glu Ser Cys 
210 215 220 

<210> 	93 
<211> 	235 
<212> 	PRT 
<213> 	Artificial sequence 
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<220> 
<223> artificial construct relating to Homo sapiens immunoglobulin 

<220> 
<221> MOD_RES 
<222> (224)..(224) 
<223> cysteine or serine 

<220> 
<221> MOD_RES 
<222> (235)..(235) 
<223> amino acid having a S, Se,Te or Po 	reactive functional group 

<400> 93 

Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro 
1 5 10 15 

Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu val Thr Cys 
20 25 30 

val Val Val Asp Val Ser Gln Glu Asp Pro Glu val Gln Phe Asn Trp 
35 40 45 

Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu 
50 55 60 

Glu Gln Phe Asn Ser Thr Tyr Arg val val Ser Val Leu Thr val Leu 
65 70 75 80 

His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn 
85 90. 95 ,  

Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly 
100 105 110 

Gin Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Gln Glu Glu 
115 120 125 

Met Thr Lys Asn Gin val ser Leu Thr Cys Leu val Lys Gly Phe Tyr 
130 135 140 

Pro Ser Asp Ile Ala val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn 
145 150 155 160 

Asn Tyr Lys Thr Thr Pro Pro val Leu Asp ser Asp Gly Ser Phe Phe 
165 170 175 

Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gin Glu Gly Asn 
180 185 190 

Val Phe ser Cys ser Val Met His Glu Ala Leu His Asn His Tyr Thr 
195 200 205 

Gln Lys ser Leu Ser Leu Ser Leu Glu Leu Gln Leu Glu Glu Ser Xaa 
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210 215 220 

Ala Glu Ala Gln Asp Gly Glu Leu Asp Gly Xaa 
225 230 235 

<210> 94 
<211> 228 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> MOD_RES 
<222> (1)..(1) , 
<223> amino acid having a S, Se,Te or Po 	reactive functional group 

<220> 
<221> MOD_RES 
<222> (4)..(4) 
<223> cysteine or serine 

<400> 94 

Xaa Pro Ser Xaa Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe 
1 5 10 15 

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro 
20 25 30 

Glu Val Thr Cys val val Val Asp Val Ser Gln Glu Asp Pro Glu val 
35 40 45 . 

Gin Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr 
50 55 60 

Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg val Val Ser val 
65 70 75 80 

Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys 
85 90 95 

Lys Val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser 
100 105 110 

Lys Ala Lys Gly Gin Pro Arg Glu Pro Gln val Tyr Thr Leu Pro Pro 
115 120 125 

Ser Gln Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val 
130 135 140 

Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly 
145 150 155 160 

Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp 
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165 170 175 

Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp 
180 185 190 

Gln Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His 
195 200 205 

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Leu Glu Leu Gln Leu 
210 	 215 220 

Glu Glu Ser cys 
225 

<210> 	95 
<211> 	225 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	95 

cys Pro Ala Pro Glu Phe Leu Gly Gly Pro ser Val Phe Leu Phe Pro 
1 	 5 10 15 

Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr 
20 25 30 

cys val val val Asp Val ser Gln Glu Asp Pro Glu val Gln Phe Asn 
35 40 — 45 

Trp Tyr val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg 
50 	 55 60 

Glu Glu Gln Phe Asn Ser Thr Tyr Arg val val Ser val Leu Thr val 
65 	 70 75 80 

Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser 
85 90 95 

Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile Ser Lys Ala Lys 
100 105 110 

Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro ser Gln Glu 
115 120 125 

Glu Met Thr Lys Asn Gln val Ser Leu Thr Cys Leu val Lys Gly Phe 
130 	 135 140 

Tyr Pro Ser Asp Ile Ala val Glu Trp Glu Ser Asn Gly Gln Pro Glu 
145 	 150 155 160 
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Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe 
165 170 175 

Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln Glu Gly 
180 185 190 

Asn val Phe Ser Cys Ser val Met His Glu Ala Leu His Asn His Tyr 
195 200 205 

Thr Gin Lys Ser Leu Ser Leu Ser Leu Glu Leu Gln Leu Glu Glu Ser 
210 	 215 220 

cys 
225 

<210> 	96 
<211> 	239 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> 	MOD_RES 
<222> 	(1)..(1) 
<223> 	amino acid having a s, 	se,Te or Po reactive functional group 

<220> 
<221> 	MOD_RES 
<222> 	(4)..(4) 
<223> 	cysteine or serine  

<220> 
<221> 	MOD_RES 
<222> 	(228)..(228) 
<223> 	cysteine or serine 

<220> 
<221> 	MOD_RES 
<222> 	(239)..(239) 
<223> 	amino acid having a S, 	se,Te or Po reactive functional group 

<400> 	96 

xaa Pro Ser Xaa Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe 
1 	 5 10 15 

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro 
20 25 30 

Glu val Thr cys val val val Asp val Ser Gln Glu Asp Pro Glu val 
35 40 45 

Gln Phe Asn Trp Tyr val Asp Gly val Glu val His Asn Ala Lys Thr 
50 	 55 60 

Lys Pro Arg Glu Glu Gln Phe Asn Ser Thr Tyr Arg Val val Ser val 
65 	 70 75 80 
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Leu Thr val Leu His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys 
85 90 95 

Lys val Ser Asn Lys Gly Leu Pro Ser Ser Ile Glu Lys Thr Ile ser 
100 105 110 

Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro 
115 120 125 

Ser Gin Glu Glu Met Thr Lys Asn Gin Val Ser Leu Thr Cys Leu Val 
130 135 140 

Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly 
145 150 155 160 

Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp 
165 170 175 

Gly Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp 
180 185 190 

Gin Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His 
195 200 205 

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu ser Leu Glu Leu Gln Leu 
210 215 220 

Glu Glu Ser Xaa Ala Glu Ala Gln Asp Gly Glu Leu Asp Gly Xaa 
225 230 235 

<210> 	97 
<211> 	236 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> 	MOD_RES 
<222> 	(225)..(225) 
<223> 	cysteine or serine 

<220> 
<221> 	MOD_RES 
<222> 	(236)—(236) 
<223> 	amino acid having a S, 	se,Te or Po reactive functional group 

<400> 	97 

Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe Leu Phe Pro 
1 	 5 10 15 

Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr 
20 25 30 
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Cys val val val Asp Val Ser Gln Glu Asp Pro Glu val Gin Phe Asn 
35 	 40 45 

Trp Tyr val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg 
50 	 55 60 

Glu Glu Gin Phe Asn ser Thr Tyr Arg Val Val Ser Val Leu Thr val 
65 	 70 75 80 

Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val ser 
85 90 95 

Asn Lys Gly Leu Pro Ser Ser Ile Giu Lys Thr Ile Ser Lys Ala Lys 
100 105 110 

Gly Gln Pro Arg Glu Pro Gln val Tyr Thr Leu Pro Pro Ser Gln Glu 
115 	 120 125 

Giu Met Thr Lys Asn Gin val Ser Leu Thr Cys Leu Val Lys Gly Phe 
130 	 135 140 

Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu 
145 	 150 155 160 

Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe 
165 170 175 

Phe Leu Tyr Ser Arg Leu Thr val Asp Lys Ser Arg Trp Gln Glu Gly 
180 185 190 

Asn Val Phe Ser Cys ser val Met His Glu Ala Leu His Asn His Tyr 
195 	 200 205 

Thr Gln Lys Ser Leu Ser Leu Ser Leu Glu Leu Gln Leu Glu Glu ser 
210 	 215 220 

xaa Ala Glu Ala Gln Asp Gly Giu Leu Asp Gly Xaa 
225 	 230 235 

<210> 	98 
<211> 	767 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<400> 	98 
aagcttgaat tcccaccatg ctgctgctgg cgagatgtct gctgctagtc ctcgtctcct 60 

cgctgctggt atgctcggga ctggcgtgcc caccgtgccc agcacctgaa ctcctggggg 120 

ggccctcagt cttcctcttc cccccaaaac ccaaggacac cctcatgatc tcccggaccc 180 
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00E eDra6eD6e6 6P666ADDE0 PPPDPETEDD 61er1uD616 6e6616D66D e6616De166 

OVZ 1Devp116ee D166e617DD e6ee67eDD6 e616De6616 616616D61r DeD166e61D 

081 DDDe66DDD1 D1e61r31DD DeD006EUDD DPETPDDDDD D11D1DD11D 16eD1DD366 

OZT 666661DD1D pe61DDe36e DD3616DDeD DD61D66616 1p1D61D6eu D16EeD61D6 

09 u31D61661D D1DDD661166 aDeaalD611 aDDe611DD6 61uDDe7371 1eu61136Ee 

	

66 	<00V> 

	

uqncioL6ounwaq sua[des owoH ol 6upeLaJ lonJasuoD LepwaJe 	<EZZ> 
<OZZ> 

aDuanbas 	LuP!-J1-1-Jv 	<ETZ> 
VNO 	<zTz> 
L9L 	<ITZ> 
66 	<OR> 

L9L 6]D66D6 e6D1De61ee ea666DD1D1 617DD171DD 6e6ee6eAD 

OZL UDelDPDDET DeD61D1D66 e61eD61e61 6DD1361uD1 D11D16Deu6 666eDbeD66 

099 ab6eD6E6ee Dr6616DDeD ap6eeD6eDu aDaDDaapaa DDI.D663e63 D1De661D61 

009 E0)31.DD6De DDP6PtDP1D PPDPUE#26E0 D6ED6661UU D6u6e6663.6 e6616DD6D1 

Otis UDE6DE87DD 1e1711D66e eeD1661DD6 1DDe61DD6e D166eDDee6 PUDDP6136P 

08V 61u666=1 U3DD3)61D3 3eDu16166e DPD3PPET6D DDD6e7666e PeDAPPUDD 

OZV 1D1PDDETPU 6P6D1EDDDD DETDDD1DDD 6eee3ee3D1 D166ee7616 euDe16e66e 

09E e7661eu61D 661De66eDD eD61DD16DD uD1D316D6u )16616163D e167eD6eDu 

00E upe1bu76e6 6e666D6DD6 PPPDP6PPD] 61PPITD616 6e6616D66D r6616DE166 

OtZ aDeeplabee D166e61DDD PEIPP6DPDD6 e616De6616 616616D61e DeD166e61D 



tccccccaaa acccaaggac accctcatga tctcccggac ccctgaggtc acatgcgtgg 180 

tggtggacgt gagccacgaa gaccctgagg tcaagttcaa ctggtacgtg gacggcgtgg 240 

aggtgcataa tgccaagaca aagccgcggg aggagcagta caacagcacg taccgtgtgg 300 

tcagcgtcct caccgtcctg caccaggact ggctgaatgg caaggagtac aagtgcaagg 360 

tctccaacaa agccctccca gcccccatcg agaaaaccat ctccaaagcc aaagggcagc 420 

cccgagaacc acaggtgtac accctgcccc catcccggga tgagctgacc aagaaccagg 480 

tcagcctgac ctgcctggtc aaaggcttct atcccagcga catcgccgtg gagtgggaga 540 

gcaatgggca gccggagaac aactacaaga ccacgcctcc cgtgctggac tccgacggct 600 

ccttcttcct ctacagcaag ctcaccgtgg acaagagcag gtggcagcag gggaacgtct 660 

tctcatgctc cgtgatgcat gaggctctgc acaaccacta cacgcagaag agcctctccc 720 

tgtctccggg taaatgactc gagcggccg 

<210> 	101 
<211> 	245 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<400> 	101 

met Leu Leu Leu Ala Arg Cys Leu Leu Leu Val Leu Val Ser Ser Leu 
1 	 5 	 10 	 15 

Leu Val Cys Ser Gly Leu Ala Cys Pro Pro Cys Pro Ala Pro Glu Leu 
20 	 25 	 30 

Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr 
35 	 40 	 45 

Leu met Ile Ser Arg Thr Pro Glu Val Thr Cys val Val val Asp val 
50 	 55 	 60 

Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly val 
65 	 70 	 75 	 80 

Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser 
85 	 90 	 95 

Thr Tyr Arg val val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu 
100 	 105 	 110 

Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala 
115 	 120 	 125 

Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro 
130 	 135 	 140 

749 
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Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln 
145 	 150 155 160 

Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala 
165 170 175 

Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr 
180 185 190 

Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu 
195 200 205 

Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser 
210 215 220 

Val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser 
225 	 230 235 240 

Leu Ser Pro Gly Lys 
245 

<210> 	102 
<211> 	245 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<400> 	102 

Met Ala Leu Thr Phe Ala Leu Leu val Ala Leu Leu Val Leu Ser Cys 
1 	 5 10 15 

Lys Ser Ser Cys Ser Val Gly Cys Pro Pro Cys Pro Ala Pro Glu Leu 
20 25 30 

Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr 
35 40 45 

Leu Met Ile ser Arg Thr Pro Glu val Thr Cys Val val val Asp Val 
50 55 60 

Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val 
65 	 70 75 80 

Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser 
85 90 95 

Thr Tyr Arg val val Ser val Leu Thr Val Leu His Gln Asp Trp Leu 
100 105 110 

Asn Gly Lys Glu Tyr Lys Cys Lys Val ser Asn Lys Ala Leu Pro Ala 
115 120 125 
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Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro 
130 135 140 

Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln 
145 150 155 160 

Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala 
165 170 175 

Val Glu Trp Glu ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr 
180 185 190 

Pro Pro val Leu Asp ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu 
195 200 205 

Thr Val Asp Lys Ser Arg Trp Gln Gin Gly Asn val Phe Ser Cys Ser 
210 215 220 

Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser 
225 230 235 240 

Leu ser Pro Gly Lys 
245 

<210> 	103 
<211> 	239 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	103 

Met Leu Ala Ala Thr Val Leu Thr Leu Ala Leu Leu Gly Asn Ala His 
1 	 5 10 15 

Ala Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser val 
20 25 30 

Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr 
35 40 45 

Pro Glu val Thr Cys val val Val Asp Val Ser His Glu Asp Pro Glu 
50 55 60 

val Lys Phe Asn Trp Tyr val Asp Gly val Glu val His Asn Ala Lys 
65 70 75 80 

Thr Lys Pro Arg Glu Glu Gln Tyr Asn ser Thr Tyr Arg val Val Ser 
85 90 95 

Val Leu Thr val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys 
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100 105 110 

Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile 
115 120 125 

Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro 
130 	 135 140 

Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin val Ser Leu Thr Cys Leu 
145 	 150 155 160 

Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn 
165 170 175 

Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser 
180 185 190 

Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg 
195 200 205 

Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu 
210 	 215 220 

His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys 
225 	 230 235 

<210> 	104 
<211> 	222 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	104 

Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe 
1 	 5 10 15 

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu met Ile Ser Arg Thr Pro 
20 25 30 

Glu Val Thr Cys Val Val val Asp val Ser His Glu Asp Pro Glu val 
35 40 45 

Lys Phe Asn Trp Tyr val Asp Gly Val Glu Val HiS Asn Ala Lys Thr 
50 	 55 60 

Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val val Ser val 
65 	 70 75 80 

Leu Thr val Leu His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys 
85 90 95 
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Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser 
100 	 105 	 110 

Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro 
115 	 120 	 125 

Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val 
130 	 135 	 140 

Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly 
145 	 150 	 155 	 160 

Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp 
165 	 170 	 175 

Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp Lys Ser Arg Trp 
180 	 185 	 190 

Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His 
195 	 200 	 205 

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys 
210 	 215 	 220 

<210> 	105 
<211> 	228 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial- construct relating to HOMO Sapiens immunoglobulin 

<220> 
<221> 	MOD_RES 
<222> 	(1)..(1) 
<223> 	cysteine or selenocysteine 

<400> 	105 

xaa Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu 
1 	 5 	 10 	 15 

Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu 
20 	 25 	 30 

Met Ile Ser Arg Thr Pro Glu val Thr Cys val val Val Asp val Ser 
35 	 40 	 45 

His Glu Asp Pro Giu val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu 
50 	 55 	 60 

Val His Asn Ala Lys Thr Lys Pro Arg Glu Giu Gln Tyr Asn Ser Thr 
65 	 70 	 75 	 80 

Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gin Asp Trp Leu Asn 
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85 
	

90 
	

95 

Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro 
100 	 105 	 110 

Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gin 
115 	 120 	 125 

Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val 
130 	 135 	 140 

Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val 
145 	 150 	 155 	 160 

Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro 
165 	 170 	 175 

Pro Val Leu Asp ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr 
180 	 185 	 190 

val Asp Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser Val 
195 	 200 	 205 

Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys ser Leu Ser Leu 
210 	 215 	 220 

ser Pro Gly Lys 
225 

<210> 	106 
<211> 	758 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	106 
aagcttgaat tcccaccatg ctgctgctgg cgagatgtct gctgctagtc ctcgtctcct 60 

cgctgctggt atgctcggga ctggcgtgcc cagcacctga actcctgggg gggccctcag 120 

tcttcctctt ccccccaaaa cccaaggaca ccctcatgat ctcccggacc cctgaggtca 180 

catgcgtggt ggtggacgtg agccacgaag accctgaggt caagttcaac tggtacgtgg 240 

acggcgtgga ggtgcataat gccaagacaa agccgcggga ggagcagtac aacagcacgt 300 

accgtgtggt cagcgtcctc accgtcctgc accaggactg gctgaatggc aaggagtaca 360 

agtgcaaggt ctccaacaaa gccctcccag cccccatcga gaaaaccatc tccaaagcca 420 

aagggcagcc ccgagaacca caggtgtaca ccctgccccc atcccgggat gagctgacca 480 

agaaccaggt cagcctgacc tgcctggtca aaggcttcta tcccagcgac atcgccgtgg 540 

agtgggagag caatgggcag ccggagaaca actacaagac cacgcctccc gtgctggact 600 

ccgacggctc cttcttcctc tacagcaagc tcaccgtgga caagagcagg tggcagcagg 
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ggaacgtctt ctcatgctcc gtgatgcatg aggctctgca caaccactac acgcagaaga 720 

gcctctccct gtctccgggt aaatgactcg agcggccg 758 

<210> 	107 
<211> 	758 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<400> 	107 
aagcttgaat tcccaccatg gccttgacct ttgctttact ggtggccctc ctggtgctca 60 

gctgcaagtc aagctgctct gtgggctgcc cagcacctga actcctgggg gggccctcag 120 

tcttcctctt ccccccaaaa cccaaggaca ccctcatgat ctcccggacc cctgaggtca 180 

catgcgtggt ggtggacgtg agccacgaag accctgaggt caagttcaac tggtacgtgg 240 

acggcgtgga ggtgcataat gccaagacaa agccgcggga ggagcagtac aacagcacgt 300 

accgtgtggt cagcgtcctc accgtcctgc accaggactg gctgaatggc aaggagtaca 360 

agtgcaaggt ctccaacaaa gccctcccag cccccatcga gaaaaccatc tccaaagcca 420 

aagggcagcc ccgagaacca caggtgtaca ccctgccccc atcccgggat gagctgacca 480 

agaaccaggt cagcctgacc tgcctggtca aaggcttcta tcccagcgac atcgccgtgg 540 

agtgggagag caaagggcag ccggagaaca actacaagac cacgcctccc gtgctggact 600 

ccgacggctc cttcttcctc tacagcaagc tcaccgtgga caagagcagg tggcagcagg 660 

ggaacgtctt ctcatgctcc gtgatgcatg aggctctgca caaccactac acgcagaaga 720 

gcctctccct gtctccgggt aaatgactcg agcggccg 758 

<210> 	108 
<211> 	740 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<400> 	108 
aagcttgaat tcccaccatg ctggctgcca cagtcctgac cctggccctg ctgggcaatg 60 

cccatgcctg cccagcacct gaactcctgg gggggccctc agtcttcctc ttccccccaa 120 

aacccaagga caccctcatg atctcccgga cccctgaggt cacatgcgtg gtggtggacg 180 

tgagccacga agaccctgag gtcaagttca actggtacgt ggacggcgtg gaggtgcata 240 

atgccaagac aaagccgcgg gaggagcagt acaacagcac gtaccgtgtg gtcagcgtcc 300 

tcaccgtcct gcaccaggac tggctgaatg gcaaggagta caagtgcaag gtctccaaca 360 

aagccctccc agcccccatc gagaaaacca tctccaaagc caaagggcag ccccgagaac 420 

cacaggtgta caccctgccc ccatcccggg atgagctgac caagaaccag gtcagcctga 480 

cctgcctggt caaaggcttc tatcccagcg acatcgccgt ggagtgggag agcaatgggc 540 
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agccggagaa caactacaag accacgcctc ccgtgctgga ctccgacggc tccttcttcc 600 

tctacagcaa gctcaccgtg gacaagagca ggtggcagca ggggaacgtc ttctcatgct 660 

ccgtgatgca tgaggctctg cacaaccact acacgcagaa gagcctctcc ctgtctccgg 720 

gtaaatgact cgagcggccg 740 

<210> 109 
<211> 242 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> artificial construct relating to Homo Sapiens immunoglobulin 

<400> 109 

Met LeU Leu Leu Ala Arg Cys Leu Leu Leu Val Leu Val Ser Ser Leu 
1 5 10 15 

Leu Val Cys Ser Gly Leu Ala Cys Pro Ala Pro Glu Leu Leu Gly Gly 
20 25 30 

Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile 
35 40 45 

ser Arg Thr Pro Glu Val Thr Cys Val Val val Asp Val Ser His Glu 
50 55 60 

Asp Pro Glu val 	Lys Phe Asn Trp Tyr val Asp Gly Val Glu val His 
65 70 75 80 

Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg 
85 90 95 

val val ser val 	Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys 
100 105 110 

Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu 
115 120 125 

Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln val Tyr 
130 135 140 

Thr Leu Pro Pro ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser Leu 
145 150 155 160 

Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp 
165 170 175 

Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro val 
180 185 190 

Leu Asp Ser Asp Gly ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp 
195 200 205 
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Lys Ser Arg Trp Gin Gin Gly Asn Val Phe Ser Cys Ser Val Met His 
210 215 220 

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro 
225 	 230 235 240 

Gly Lys 

<210> 	110 
<211> 	242 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<400> 	110 

met Ala Leu Thr Phe Ala Leu Leu Val Ala Leu Leu val Leu Ser Cys 
1 	 5 10 15 

Lys Ser Ser Cys Ser Val Gly Cys Pro Ala Pro Glu Leu Leu Gly Gly 
20 25 30 

Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile 
35 40 45 

Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp val Ser His Glu 
50 55 60 

Asp Pro Glu val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His 
65 	 70 75 80 

Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg 
85 90 95 

Val val Ser Val Leu Thr val Leu His Gln Asp Trp Leu Asn Gly Lys 
100 105 110 

Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu 
115 120 125 

Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gin Val Tyr 
130 135 140 

Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln val Ser Leu 
145 	 150 155 160 

Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp 
165 170 175 

Glu ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val 
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180 185 190 

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp 
195 200 205 

Lys Ser Arg Trp Gln Gln Gly Asn Val Phe ser Cys Ser Val Met His 
210 215 220 

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro 
225 230 235 240 

Gly Lys 

<210> 111 
<211> 236 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> artificial construct relating to Homo Sapiens immunoglobulin 

<400> 111 

Met Leu Ala Ala Thr Val Leu Thr Leu Ala Leu Leu Gly Asn Ala His 
1 5 10 15 

Ala cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe 
20 25 30 

Pro Pro Lys Pro Lys Asp Thr Leu Met Ile ser Arg Thr Pro Glu Val 
35 40 45 

Thr Cys Val val val Asp val ser His Glu Asp Pro Glu val Lys Phe 
50 55 60 

Asn Trp Tyr Val Asp Gly Val Glu val His Asn Ala Lys Thr Lys Pro 
65 70 75 80 

Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr 
85 90 95 

Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys cys Lys Val 
100 105 110 

Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala 
115 120 125 

Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg 
130 135 140 

Asp Glu Leu Thr Lys Asn Gln val Ser Leu Thr Cys Leu val Lys Gly 
145 150 155 160 
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Phe Tyr Pro ser Asp Ile Ala val Glu Trp Glu ser Asn Gly Gin Pro 
165 170 175 

Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser 
180 185 190 

Phe Phe Leu Tyr Ser Lys Leu Thr val Asp Lys ser Arg Trp Gln Gln 
195 200 205 

Gly Asn Val Phe Ser Cys Ser val Met His Glu Ala Leu His Asn His 
210 215 220 

Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys 
225 230 235 

<210> 	112 
<211> 	219 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	112 

Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro 
1 	 5 10 15 

Pro Lys Pro Lys Asp Thr Leu met Ile Ser Arg Thr Pro Glu Val Thr 
20 25 30 

Cys Val val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn 
35 40 45 

Trp Tyr val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg 
50 55 60 

Glu Glu Gln Tyr Asn ser Thr Tyr Arg val Val Ser val Leu Thr val 
65 70 75 80 

Leu His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser 
85 90 95 

Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys 
100 105 110 

Gly Gln Pro Arg Glu Pro Gln val Tyr Thr Leu Pro Pro Ser Arg Asp 
115 120 125 

Glu Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe 
130 135 140 

Tyr Pro ser Asp Ile Ala val Glu Trp Glu Ser Asn Gly Gln Pro Glu 
145 150 155 160 
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Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe 
165 170 175 

Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly 
180 185 190 

Asn val Phe Ser cys Ser Val Met His Glu Ala Leu His Asn His Tyr 
195 200 205 

Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys 
210 215 

<210> 	113 
<211> 	222 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> 	MOD_RES 
<222> 	(1)..(1) 
<223> 	cysteine or selenocysteine 

<400> 	113 

xaa Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe 
1 	 5 10 15 

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro 
20 25 30 

Glu val Thr cys val val Val Asp Val Ser His Glu Asp Pro Glu Val 
35 40 45 

Lys Phe Asn Trp Tyr Val Asp Gly Val Glu val His Asn Ala Lys Thr 
50 55 60 

Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val 
65 70 75 80 

Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys 
85 90 95 

Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser 
100 105 110 

Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro 
115 120 125 

Ser Arg Asp Glu Leu Thr Lys Asn Gln val Ser Leu Thr Cys Leu Val 
130 135 140 
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Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly 
145 	 150 	 155 	 160 

Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp 
165 	 170 	 175 

Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp 
180 	 185 	 190 

Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His 
195 	 200 	 205 

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys 
210 	 215 	 220 

<210> 	114 
<211> 	1427 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	114 
aagcttgaat tcccaccatg agctttccat gtaaatttgt agccagcttc cttctgattt 60 

tcaatgtttc ttccaaaggt gcagtctcca aaactcacac atgcccaccg tgcccagcac 120 

ctgaactcct gggggggccc tcagtcttcc tcttcccccc aaaacccaag gacaccctca 180 

tgatctcccg gacccctgag gtcacatgcg tggtggtgga cgtgagccac gaagaccctg 240 

aggtcaagtt caactggtac gtggacggcg tggaggtgca taatgccaag acaaagccgc 300 

gggaggagca gtacaacagc acgtaccgtg tggtcagcgt cctcaccgtc ctgcaccagg 360 

actggctgaa tggcaaggag tacaagtgca aggtctccaa caaagccctc ccagccccca 420 

tcgagaaaac catctccaaa gccaaagggc agccccgaga accacaggtg tacaccctgc 480 

ccccatcccg ggatgagctg accaagaacc aggtcagcct gacctgcctg gtcaaaggct 540 

tctatcccag cgacatcgcc gtggagtggg agagcaatgg gcagccggag aacaactaca 600 

agaccacgcc tcccgtgctg gactccgacg gctccttctt cctctacagc aagctcaccg 660 

tggacaagag caggtggcag caggggaacg tcttctcatg ctccgtgatg catgaggctc 720 

tgcacaacca ctacacgcag aagagcctct ccctgtctcc ggagctgcaa ctggaggaga 780 

gctgtgcgga ggcgcaggac ggggagctgg acgggtgcgt atccggtgac accattgtaa 840 

tgactagtgg cggtccgcgc actgtggctg aactggaggg caaaccgttc accgcactga 900 

ttcgcggctc tggctaccca tgcccctcag gtttcttccg cacctgtgaa cgtgacgtat 960 

atgatctgcg tacacgtgag ggtcattgct tacgtttgac ccatgatcac cgtgttctgg 1020 

tgatggatgg tggcctggaa tggcgtgccg cgggtgaact ggaacgcggc gaccgcctgg 1080 

tgatggatga tgcagctggc gagtttccgg cactggcaac cttccgtggc ctgcgtggcg 1140 

ctggccgcca ggatgtttat gacgctactg tttacggtgc tagcgcattc actgctaatg 1200 
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gcttcattgt acacgcatgt ggcgagcagc ccgggaccgg tctgaactca ggcctcacga 1260 

caaatcctgg tgtatccgct tggcaggtca acacagctta tactgcggga caattggtca 1320 

catataacgg caagacgtat aaatgtttgc agccccacac ctccttggca ggatgggaac 1380 

catccaacgt tcctgccttg tggcagcttc aatgactcga gcggccg 1427 

<210> 	115 
<211> 	1430 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	115 
aagcttgaat tcccaccatg aaccggggag tcccttttag gcacttgctt ctggtgctgc 60 

aactggcgct cctcccagca gccactcagg gaaaaactca cacatgccca ccgtgcccag 120 

cacctgaact cctggggggg ccctcagtct tcctcttccc cccaaaaccc aaggacaccc 180 

tcatgatctc ccggacccct gaggtcacat gcgtggtggt ggacgtgagc cacgaagacc 240 

ctgaggtcaa gttcaactgg tacgtggacg gcgtggaggt gcataatgcc aagacaaagc 300 

cgcgggagga gcagtacaac agcacgtacc gtgtggtcag cgtcctcacc gtcctgcacc 360 

aggactggct gaatggcaag gagtacaagt gcaaggtctc caacaaagcc ctcccagccc 420 

ccatcgagaa aaccatctcc aaagccaaag ggcagccccg agaaccacag gtgtacaccc 480 

tgcccccatc ccgggatgag ctgaccaaga accaggtcag cctgacctgc ctggtcaaag 540 

gcttctatcc cagcgacatc gccgtggagt gggagagcaa tgggcagccg gagaacaact 600 

acaagaccac gcctcccgtg ctggactccg acggctcctt cttcctctac agcaagctca 660 

ccgtggacaa gagcaggtgg cagcagggga acgtcttctc atgctccgtg atgcatgagg 720 

ctctgcacaa ccactacacg cagaagagcc tctccctgtc tccggagctg caactggagg 780 

agagctgtgc ggaggcgcag gacggggagc tggacgggtg cgtatccggt gacaccattg 840 

taatgactag tggcggtccg cgcactgtgg ctgaactgga gggcaaaccg ttcaccgcac 900 

tgattcgcgg ctctggctac ccatgcccct caggtttctt ccgcacctgt gaacgtgacg 960 

tatatgatct gcgtacacgt gagggtcatt gcttacgttt gacccatgat caccgtgttc 1020 

tggtgatgga tggtggcctg gaatggcgtg ccgcgggtga actggaacgc ggcgaccgcc 1080 

tggtgatgga tgatgcagct ggcgagtttc cggcactggc aaccttccgt ggcctgcgtg 1140 

gcgctggccg ccaggatgtt tatgacgcta ctgtttacgg tgctagcgca ttcactgcta 1200 

atggcttcat tgtacacgca tgtggcgagc agcccgggac cggtctgaac tcaggcctca 1260 

cgacaaatcc tggtgtatcc gcttggcagg tcaacacagc ttatactgcg ggacaattgg 1320 

tcacatataa cggcaagacg tataaatgtt tgcagcccca cacctccttg gcaggatggg 1380 

aaccatccaa cgttcctgcc ttgtggcagc ttcaatgact cgagcggccg 1430 

<210> 	116 
<211> 	465 
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<212> PRT 
<213> Artificial sequence 

<220> 
<223> artificial construct relating to Homo Sapiens immunoglobulin 

<400> 116 

met Ser Phe Pro Cys Lys Phe Val Ala ser Phe Leu Leu Ile Phe Asn 	. 
1 5 10 15 

Val Ser Ser Lys Gly Ala Val Ser Lys Thr His Thr Cys Pro Pro Cys 
20 25 30 

Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro 
35 40 45 

Lys Pro Lys Asp Thr Leu Met Ile ser Arg Thr Pro Glu Val Thr Cys 
50 55 60 

Val Val Val Asp val Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp 
65 70 75 80 

Tyr val Asp Gly val Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu 
85 90 95 

Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu 
100 105 110 

His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn 
115 120 125 

Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly 
130 135 140 

Gin Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu 
145 150 155 160 

Leu Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr 
165 170 175 

Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn 
180 185 190 

Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp ser Asp Gly Ser Phe Phe 
195 200 205 

Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn 
210 215 220 

Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr 
225 230 235 240 

Gln Lys Ser Leu ser Leu Ser Pro Glu Leu Gln Leu Glu Glu Ser Cys 
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245 250 255 

Ala Glu Ala Gin Asp Gly Glu Leu Asp Gly Cys val Ser Gly Asp Thr 
260 265 270 

Ile Val met Thr Ser Gly Gly Pro Arg Thr Val Ala Glu Leu Glu Gly 
275 280 285 

Lys Pro Phe Thr Ala Leu Ile Arg Gly Ser Gly Tyr Pro Cys Pro Ser 
290 295 300 

Gly Phe Phe Arg Thr Cys Glu Arg Asp Val Tyr Asp Leu Arg Thr Arg 
305 310 315 320 

Glu Gly His Cys Leu Arg Leu Thr His Asp His Arg val Leu Val met 
325 330 335 

ASp Gly Gly Leu Glu Trp Arg Ala Ala Gly Glu Leu Glu Arg Gly Asp 
340 345 350 

Arg Leu Val Met Asp Asp Ala Ala Gly Glu Phe Pro Ala Leu Ala Thr 
355 360 365 

Phe Arg Gly Leu Arg Gly Ala Gly Arg Gln Asp val Tyr Asp Ala Thr 
370 375 380 

val Tyr Gly Ala Ser Ala Phe Thr Ala Asn Gly Phe Ile val His Ala 
385 390 395 400 

Cys Gly Glu Gin Pro Gly Thr Gly Leu Asn Ser Gly Leu Thr Thr Asn 
405 410 415 

Pro Gly Val Ser Ala Trp Gln Val Asn Thr Ala Tyr Thr Ala Gly Gin 
420 425 430 

Leu val Thr Tyr Asn Gly Lys Thr Tyr Lys Cys Leu Gln Pro His Thr 
435 440 445 

Ser Leu Ala Gly Trp Glu Pro Ser Asn Val Pro Ala Leu Trp Gln Leu 
450 455 460 

Gin 
465 

<210> 	117 
<211> 	466 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<400> 	117 
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Met Asn Arg Gly Val Pro Phe Arg His Leu Leu Leu Val Leu Gln Leu 
1 5 10 15 

Ala Leu Leu Pro Ala Ala Thr Gln Gly Lys Thr His Thr Cys Pro Pro 
20 25 30 

Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro 
35 40 45 

Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr 
50 55 60 

Cys val Val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn 
65 70 75 80 

Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg 
85 90 95 

Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val 
100 105 110 

Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser 
115 120 125 

Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys 
130 135 140 

Gly Gln Pro Arg Glu Pro Gln val Tyr Thr Leu Pro Pro Ser Arg Asp 
145 150 155 160.  

Glu Leu Thr Lys Asn Gln val Ser Leu Thr Cys Leu Val Lys Gly Phe 
165 170 175 

Tyr Pro Ser Asp Ile Ala val Glu Trp Glu Ser Asn Gly Gin Pro Glu 
180 185 190 

Asn Asn Tyr Lys Thr Thr Pro Pro val Leu Asp Ser Asp Gly Ser Phe 
195 200 205 

Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gin Gly 
210 215 220 

Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr 
225 230 235 240 

Thr Gln Lys Ser Leu Ser Leu Ser Pro Glu Leu Gln Leu Glu Glu ser 
245 250 255 

Cys Ala Glu Ala Gln Asp Gly Glu Leu Asp Gly Cys val Ser Gly Asp 
260 265 270 

Thr Ile val Met Thr ser Gly Gly Pro Arg Thr val Ala Glu Leu Glu 
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275 280 285 

Gly Lys Pro Phe Thr Ala Leu Ile Arg Gly Ser Gly Tyr Pro Cys Pro 
290 295 300 

Ser Gly Phe Phe Arg Thr Cys Glu Arg Asp val Tyr Asp Leu Arg Thr 
305 310 315 320 

Arg Glu Gly His Cys Leu Arg Leu Thr His Asp His Arg Val Leu Val 
325 330 335 

Met Asp Gly Gly Leu Glu Trp Arg Ala Ala Gly Glu Leu Glu Arg Gly 
340 345 350 

Asp Arg Leu Val Met Asp Asp Ala Ala Gly Glu Phe Pro Ala Leu Ala 
355 360 365 

Thr Phe Arg Gly Leu Arg Gly Ala Gly Arg Gln Asp Val Tyr Asp Ala 
370 375 380 

Thr val Tyr Gly Ala Ser Ala Phe Thr Ala Asn Gly Phe Ile val His 
385 390 395 400 

Ala Cys Gly Glu Gln Pro Gly Thr Gly Leu Asn Ser Gly Leu Thr Thr 
405 410 415 

Asn Pro Gly Val Ser Ala Trp Gln val Asn Thr Ala Tyr Thr Ala Gly 
420 425 430 

Gin Leu Val Thr Tyr Asn Gly Lys Thr Tyr Lys Cys Leu Gln Pro His 
435 440 445 

Thr Ser Leu Ala Gly Trp Glu Pro Ser Asn Val Pro Ala Leu Trp Gln 
450 455 460 

Leu Gln 
465 

<210> 	118 
<211> 	441 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to HOMO Sapiens immunoglobulin 

<400> 	118 

Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly 
1 	 5 10 15 

Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile 
20 25 30 
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Ser Arg Thr Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu 
35 40 45 

Asp Pro Glu Val Lys Phe Asn Trp Tyr val Asp Gly val Glu Val His 
50 55 60 

Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg 
65 70 75 80 

Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys 
85 90 95 

Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu 
100 105 110 

Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr 
115 120 125 

Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val Ser Leu 
130 135 140 

Thr Cys Leu Val Lys Gly Phe Tyr Pro ser Asp Ile Ala Val Glu Trp 
145 150 155 160 

Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val 
165 170 175 

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp 
180 185. 190 

Lys ser Arg Trp Gln Gln Gly Asn val Phe Ser Cys Ser val Met His 
195 200 205 

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro 
210 215 220 

Glu Leu Gln Leu Glu Glu Ser Cys Ala Glu Ala Gln Asp Gly Glu Leu 
225 230 235 240 

Asp Gly Cys Val Ser Gly Asp Thr Ile val Met Thr Ser Gly Gly Pro 
245 250 255 

Arg Thr Val Ala Glu Leu Glu Gly Lys Pro Phe Thr Ala Leu Ile Arg 
260 265 270 

Gly Ser Gly Tyr Pro Cys Pro Ser Gly Phe Phe Arg Thr Cys Glu Arg 
275 280 285 

Asp val Tyr Asp'Leu Arg Thr Arg Glu Gly His Cys Leu Arg Leu Thr 
290 295 300 

His Asp His Arg Val Leu val Met Asp Gly Gly Leu Glu Trp Arg Ala 
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305 	 310 315 320 

Ala Gly Glu Leu Glu Arg Gly Asp Arg Leu Val met Asp Asp Ala Ala 
325 330 335 

Gly Glu Phe Pro Ala Leu Ala Thr Phe Arg Gly Leu Arg Gly Ala Gly 
340 	 345 350 

Arg Gln Asp val Tyr Asp Ala Thr val Tyr Gly Ala Ser Ala Phe Thr 
355 	 360 365 

Ala Asn Gly Phe Ile Val His Ala Cys Gly Glu Gln Pro Gly Thr Gly 
370 	 375 380 

Leu Asn Ser Gly Leu Thr Thr Asn Pro Gly val Ser Ala Trp Gin Val 
385 	 390 395 400 

Asn Thr Ala Tyr Thr Ala Gly Gln Leu val Thr Tyr Asn Gly Lys Thr 
405 410 415 

Tyr Lys Cys Leu Gin Pro His Thr Ser Leu Ala Gly Trp Glu Pro Ser 
420 	 425 430 

Asn Val Pro Ala Leu Trp Gln Leu Gln 
435 	 440 

<210> 	119 
<211> 	242 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> 	THIOLEST 
<222> 	(242)..(242) 
<223> 	glycine-thioester 

<400> 	119 

Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly 
1 	 5 10 15 

Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile 
20 	 25 30 

Ser Arg Thr Pro Glu val Thr Cys Val val val Asp val ser His Glu 
35 	 40 45 

Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly val Glu val His 
50 	 55 60 

Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn ser Thr Tyr Arg 
65 	 70 75 80 
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Val val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys 
85 90 95 

Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu 
100 105 110 

Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr 
115 120 125 

Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln val Ser Leu 
130 135 140 

Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp 
145 150 155 160 

Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val 
165 170 175 

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp 
180 185 190 

Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His 
195 200 205 

Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu Ser Pro 
210 215 220 

Glu Leu Gln Leu Glu Glu ser Cys Ala Glu Ala Gln Asp Gly Glu Leu 
225 230 235 240 

Asp Xaa 

<210> 	120 
<211> 	243 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> 	moD_RES 
<222> 	(243)..(243) 
<223> 	cysteine or selenocysteine 

<400> 	120 

Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly 
1 	 5 10 15 

Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile 
20 25 30 

Page 126 



Ser Arg Thr Pro Glu Val Thr Cys val val Val Asp Val ser His Glu 
35 	 40 	 45 

Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His 
50 	 55 	 60 

Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg 
65 	 70 	 75 	 80 

Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys 
85 	 90 	 95 

Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu 
100 	 105 	 110 

Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr 
115 	 120 	 125 

Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser Leu 
130 	 135 	 140 

Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp 
145 	 150 	 155 	 160 

Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val 
165 	 170 	 175 

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp 
180 	 185 	 190 

Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys ser Val met HiS 
195 	 200 	 205 

Glu Ala Leu His Asn His Tyr Thr Gln Lys ser Leu Ser Leu Ser Pro 
210 	 215 	 220 

Glu Leu Gln Leu Glu Glu Ser Cys Ala Glu Ala Gin Asp Gly Glu Leu 
225 	 230 	 235 	 240 

Asp Gly Xaa 

<210> 	121 
<211> 	800 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	121 
aagcttgaat tcccaccatg agctttccat gtaaatttgt agccagcttc cttctgattt 60 

tcaatgtttc ttccaaaggt gcagtctcca aaactcacac atgcccaccg tgcccagcac 120 
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<220> 
<223> artificial construct relating to Homo Sapiens immunoglobulin 

<400> 123 

Met Ser Phe Pro Cys Lys Phe Val Ala Ser Phe Leu Leu Ile Phe Asn 
1 5 10 15 

Val Ser Ser Lys Gly Ala Val Ser Lys Thr His Thr Cys Pro Pro Cys 
20 25 30 

Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro Pro 
35 40 45 

Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys 
50 55 60 

Val Val val Asp Val Ser His Glu Asp Pro Glu val Lys Phe Asn Trp 
65 70 75 80 

Tyr Val Asp Gly val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu 
85 90 95 

Glu Gln Tyr Asn ser Thr Tyr Arg Val Val Ser val Leu Thr Val Leu 
100 105 110 

His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn 
115 120 125 

Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala. Lys Gly 
130 135 140 

Gln Pro Arg Glu Pro Gln val Tyr Thr Leu Pro Pro Ser Arg Asp Glu 
145 150 155 160 

Leu Thr Lys Asn Gln Val ser Leu Thr Cys Leu Val Lys Gly Phe Tyr 
165 170 175 

Pro ser Asp Ile Ala val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn 
180 185 190 

Asn Tyr Lys Thr Thr Pro Pro val Leu Asp Ser Asp Gly Ser Phe Phe 
195 200 205 

Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn 
210 215 220 

Val Phe Ser Cys ser val Met His Glu Ala Leu His Asn His Tyr Thr 
225 230 235 240 

Gln Lys Ser Leu Ser Leu Ser Pro Glu Leu Gln Leu Glu Glu ser Cys 
245 250 255 
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<210> 124 
<211> 257 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> artificial construct relating to Homo sapiens immunoglobulin 

<400> 124 

Met Asn Arg Gly Val Pro Phe Arg His Leu Leu Leu Val Leu Gln Leu 
1 5 10 15 

Ala Leu Leu Pro Ala Ala Thr Gln Gly Lys Thr His Thr Cys Pro Pro 
20 25 30 

Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro 
35 40 45 

Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu val Thr 
50 55 60 

Cys Val val Val Asp Val Ser His Glu Asp Pro Glu Val Lys Phe Asn 
65 70 75 80 

Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys Pro Arg 
85 90 95 

Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val ser val Leu Thr val 
100 105 110 

Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser 
115 120 125 

Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys 
130 135 140 

Gly Gln Pro Arg Glu Pro Gln val Tyr Thr Leu Pro Pro Ser Arg Asp 
145 150 155 160 

Glu Leu Thr Lys Asn Gin Val ser Leu Thr Cys Leu Val Lys Gly Phe 
165 170 175 

Tyr Pro Ser Asp Ile Ala val Glu Trp Glu Ser Asn Gly Gin Pro Glu 
180 185 190 

Asn Asn Tyr Lys Thr Thr Pro Pro val Leu Asp Ser Asp Gly Ser Phe 
195 200 205 

Phe Leu Tyr ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly 
210 215 220 

Asn val Phe Ser Cys ser Val Met His Glu Ala Leu His Asn His Tyr 
225 230 235 240 
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Thr Gin Lys Ser Leu Ser Leu Ser Pro Glu Leu Gin Leu Glu Glu Ser 
245 250 255 

Cys 

<210> 	125 
<211> 	232 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	125 

Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly 
1 	 5 10 15 

Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile 
20 25 30 

Ser Arg Thr Pro Glu val Thr Cys Val val Val Asp val Ser His Glu 
35 40 45 

Asp Pro Glu val Lys Phe Asn Trp Tyr Val Asp Gly val Glu Val His 
50 55 60 

Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr Tyr Arg 
65 70 75 80 

Val Val Ser val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly Lys 
85 90 95 

Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu 
100 105 110 

Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr 
115 120 125 

Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin val Ser Leu 
130 135 140 

Thr cys Leu Val Lys Gly Phe Tyr Pro ser Asp Ile Ala val Glu Trp 
145 150 155 160 

Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val 
165 170 175 

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr val Asp 
180 185 190 

Lys ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met His 
195 200 205 
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Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro 
210 215 220 

Glu Leu Gln Leu Glu Glu Ser Cys 
225 230 

<210> 	126 
<211> 	466 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	126 

Met Leu Leu Leu Ala Arg Cys Leu Leu Leu Val Leu Val Ser Ser Leu 
1 	 5 10 15 

Leu Val Cys Ser Gly Leu Ala Cys Asp Lys Thr His Thr Cys Pro Pro 
20 25 30 

Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro 
35 40 45 

Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr 
50 55 60 

Cys Val Val Val Asp Val Ser His Glu ASp Pro Glu Val Lys Phe Asn 
65 70 75 80 

Trp Tyr Val Asp Giy Val Glu val His Asn Ala Lys Thr Lys Pro Arg 
85 90 95 

Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val 
100 105 110 

Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser 
115 120 125 

Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys 
130 135 140 

Gly Gin Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp 
145 150 155 160 

Glu Leu Thr Lys Asn Gln val Ser Leu Thr Cys Leu val Lys Gly Phe 
165 170 175 

Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gin Pro Glu 
180 185 190 

Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe 
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195 200 205 

Phe Leu Tyr Ser Lys Leu Thr val Asp Lys Ser Arg Trp Gin Gln Gly 
210 215 220 

Asn Val Phe Ser Cys Ser val Met His Glu Ala Leu His Asn His Tyr 
225 230 235 240 

Thr Gln Lys Ser Leu Ser Leu ser Pro Glu Leu Gln Leu Glu Glu Ser 
245 250 255 

Cys Ala Glu Ala Gln Asp Gly Glu Leu Asp Gly Cys Val Ser Gly Asp 
260 265 270 

Thr Ile val Met Thr Ser Gly Gly Pro Arg Thr Val Ala Glu Leu Glu 
275 280 285 

Gly Lys Pro Phe Thr Ala Leu Ile Arg Gly Ser Gly Tyr Pro Cys Pro 
290 295 300 

Ser Gly Phe Phe Arg Thr Cys Glu Arg Asp val Tyr Asp Leu Arg Thr 
305 310 315 320 

Arg Glu Gly His Cys Leu Arg Leu Thr His Asp His Arg Val Leu Val 
325 330 335 

Met Asp Gly Gly Leu Glu Trp Arg Ala Ala Gly Glu Leu Glu Arg Gly 
340 345 350 

Asp Arg Leu Val Met Asp Asp Ala Ala Gly Glu Phe Pro Ala Leu Ala 
355 360 365 

Thr Phe Arg Gly Leu Arg Gly Ala Gly Arg Gin Asp Val Tyr Asp Ala 
370 375 380 

Thr Val Tyr Gly Ala ser Ala Phe Thr Ala Asn Gly Phe Ile val His 
385 390 395 400 

Ala Cys Gly Glu Gln Pro Gly Thr Gly Leu Asn Ser Gly Leu Thr Thr 
405 410 415 

Asn Pro Gly Val Ser Ala Trp Gin Val Asn Thr Ala Tyr Thr Ala Gly 
420 425 430 

Gln Leu val Thr Tyr Asn Gly Lys Thr Tyr Lys Cys Leu Gln Pro His 
435 440 445 

Thr Ser Leu Ala Gly Trp Glu Pro Ser Asn val Pro Ala Leu Trp Gln 
450 455 460 

Leu Gln 
465 
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<210> 127 
<211> 466 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> artificial construct relating to Homo Sapiens immunoglobulin 

<400> 127 

Met Ala Leu Thr Phe Ala Leu Leu Val Ala Leu Leu Val Leu Ser Cys 
1 5 10 15 

Lys Ser Ser Cys Ser Val Gly Cys Asp Lys Thr His Thr Cys Pro Pro 
20 25 30 

Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro 
35 40 45 

Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr 
50 55 60 

Cys val Val Val Asp val Ser His Glu Asp Pro Glu val Lys Phe Asn 
65 70 75 80 

Trp Tyr Val Asp Gly val Glu val His Asn Ala Lys Thr Lys Pro Arg 
85 90 95 

Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val val Ser Val Leu Thr Val 
100 105 110 

Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser 
115 120 125 

Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys 
130 135 140 

Gly Gin Pro Arg Glu Pro Gln val Tyr Thr Leu Pro Pro Ser Arg Asp 
145 150 155 160 

Glu Leu Thr Lys Asn Gln val Ser Leu Thr Cys Leu Val Lys Gly Phe 
165 170 175 

Tyr Pro Ser Asp Ile Ala val Glu Trp Glu Ser Asn Gly Gln Pro Glu 
180 185 190 

Asn Asn Tyr Lys Thr Thr Pro Pro val Leu Asp Ser Asp Gly Ser Phe 
195 200 205 

Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly 
210 215 220 

Asn val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr 
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225 230 235 240 

Thr Gln Lys Ser Leu Ser Leu Ser Pro Glu Leu Gln Leu Glu Glu Ser 
245 250 255 

Cys Ala Glu Ala Gln Asp Gly Glu Leu Asp Gly Cys Val Ser Gly Asp 
260 265 270 

Thr Ile val Met Thr Ser Gly Gly Pro Arg Thr Val Ala Glu Leu Glu 
275 280 285 

Gly Lys Pro Phe Thr Ala Leu Ile Arg Gly Ser Gly Tyr Pro Cys Pro 
290 295 300 

Ser Gly Phe Phe Arg Thr Cys Glu Arg Asp val Tyr Asp Leu Arg Thr 
305 310 315 320 

Arg Glu Gly His Cys Leu Arg Leu Thr His Asp His Arg Val Leu val 
325 330 335 

Met Asp Gly Gly Leu Glu Trp Arg Ala Ala Gly Glu Leu Glu Arg Gly 
340 345 350 

Asp Arg Leu Val Met Asp Asp Ala Ala Gly Glu Phe Pro Ala Leu Ala 
355 360 365 

Thr Phe Arg Gly Leu Arg Gly Ala Gly Arg Gln Asp val Tyr ASp Ala 
370 375 380 

Thr val Tyr Gly Ala Ser Ala Phe Thr Ala Asn Gly Phe Ile val His 
385 390 395 400 

Ala Cys Gly Glu Gln Pro Gly Thr Gly Leu Asn ser Gly Leu Thr Thr 
405 410 415 

Asn Pro Gly Val Ser Ala Trp Gln Val Asn Thr Ala Tyr Thr Ala Gly 
420 425 430 

Gln Leu Val Thr Tyr Asn Gly Lys Thr Tyr Lys Cys Leu Gln Pro His 
435 440 445 

Thr ser Leu Ala Gly Trp Glu Pro Ser Asn Val Pro Ala Leu Trp Gln 
450 455 460 

Leu Gln 
465 

<210> 	128 
<211> 	460 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
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<223> artificial construct relating to Homo Sapiens immunoglobulin 

<400> 128 

Met Leu Ala Ala Thr Val Leu Thr Leu Ala Leu Leu Gly Asn Ala His 
1 5 10 15 

Ala Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu 
20 25 30 

Leu Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr 
35 40 45 

Leu Met Ile Ser Arg Thr Pro Glu Val Thr cys val val val Asp Val 
50 55 60 

Ser His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr Val Asp Gly val 
65 70 75 80 

Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser 
85 90 95 

Thr Tyr Arg Val Val ser Val Leu Thr val Leu His Gin Asp Trp Leu 
100 105 110 

Asn Gly Lys Glu Tyr Lys Cys Lys val ser Asn Lys Ala Leu Pro Ala 
115 120 125 

Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro 
130 135 140 

--- 	- 

Gln val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln 
145 150 155 160 

val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro ser Asp Ile Ala 
165 170 175 

val Glu Trp Glu ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr 
180 185 190 

Pro Pro val Leu Asp ser Asp Gly Ser Phe Phe Leu Tyr ser Lys Leu 
195 200 205 

Thr val Asp Lys Ser Arg Trp Gln Gln Gly Asn val Phe Ser Cys Ser 
210 215 220 

val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser 
225 230 235 240 

Leu ser Pro Glu Leu Gln Leu Glu Glu ser Cys Ala Glu Ala Gin Asp 
245 250 255 

Gly Glu Leu Asp Gly Cys val Ser Gly Asp Thr Ile val Met Thr Ser 
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260 265 270 

Gly Gly Pro Arg Thr Val Ala Glu Leu Glu Gly Lys Pro Phe Thr Ala 
275 280 285 

Leu Ile Arg Gly Ser Gly Tyr Pro Cys Pro Ser Gly Phe Phe Arg Thr 
290 295 300 

Cys Glu Arg Asp Val Tyr Asp Leu Arg Thr Arg Glu Gly His Cys Leu 
305 310 315 320 

Arg Leu Thr His Asp His Arg Val Leu Val Met Asp Gly Gly Leu Glu 
325 330 335 

Trp Arg Ala Ala Gly Glu Leu Glu Arg Gly Asp Arg Leu Val Met Asp 
340 345 350 

Asp Ala Ala Gly Glu Phe Pro Ala Leu Ala Thr Phe Arg Gly Leu Arg 
355 360 365 

Gly Ala Gly Arg Gln Asp val Tyr Asp Ala Thr Val Tyr Gly Ala Ser 
370 375 380 

Ala Phe Thr Ala Asn Gly Phe Ile val His Ala Cys Gly Glu Gin Pro 
385 390 395 400 

Gly Thr Gly Leu Asn Ser Gly Leu Thr Thr Asn Pro Gly Val Ser Ala 
405 410 415 

Trp Gln val Asn Thr Ala Tyr Thr Ala Gly Gln Leu val Thr Tyr Asn 
420 425 430 

Gly Lys Thr Tyr Lys Cys Leu Gln Pro His Thr Ser Leu Ala Gly Trp 
435 440 445 

Glu Pro Ser Asn Val Pro Ala Leu Trp Gln Leu Gln 
450 455 460 

<210> 	129 
<211> 	443 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	129 

Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu 
1 5 10 15 

Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu 
20 25 30 
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Met Ile Ser Arg Thr Pro Glu Val Thr Cys val Val val Asp Val Ser 
35 40 45 

His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr val Asp Gly val Glu 
50 55 60 

Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr 
65 70 75 80 

Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn 
85 90 95 

Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala Pro 
100 105 110 

Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln 
115 120 125 

Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val 
130 135 140 

Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val 
145 150 155 160 

Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro 
165 170 175 

Pro val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr 
180 

h 	.• I 

185 190 

Val Asp Lys Ser Arg Trp Gln Gln Gly Asn val Phe Ser Cys ser val 
195 200 205 

Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys ser Leu Ser Leu 
210 215 220 

Ser Pro Glu Leu Gin Leu Glu Glu Ser cys Ala Glu Ala Gln Asp Gly 
225 230 235 240 

Glu Leu Asp Gly cys Val Ser Gly Asp Thr Ile Val Met Thr Ser Gly 
245 250 255 

Gly Pro Arg Thr Val Ala Glu Leu Glu Gly Lys Pro Phe Thr Ala Leu 
260 265 270 

Ile Arg Gly Ser Gly Tyr Pro Cys Pro ser Gly Phe Phe Arg Thr cys 
275 280 285 

Glu Arg ASp Val Tyr Asp Leu Arg Thr Arg Glu Gly His Cys Leu Arg 
290 295 300 

Leu Thr His Asp His Arg val Leu Val Met Asp Gly Gly Leu Glu Trp 
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305 	 310 315 320 

Arg Ala Ala Gly Glu Leu Glu Arg Gly Asp Arg Leu Val met Asp Asp 
325 330 335 

Ala Ala Gly Glu Phe Pro Ala Leu Ala Thr Phe Arg Gly Leu Arg Gly 
340 	 345 350 

Ala Gly Arg Gln Asp Val Tyr Asp Ala Thr Val Tyr Gly Ala Ser Ala 
355 	 360 365 

Phe Thr Ala Asn Gly Phe Ile val His Ala Cys Gly Glu Gln Pro Gly 
370 	 375 380 

Thr Gly Leu Asn Ser Gly Leu Thr Thr Asn Pro Gly Val Ser Ala Trp 
385 	 390 395 400 

Gin Val Asn Thr Ala Tyr Thr Ala Gly Gin Leu Val Thr Tyr Asn Gly 
405 410 415 

Lys Thr Tyr Lys Cys Leu Gln Pro His Thr Ser Leu Ala Gly Trp Glu 
420 	 425 430 

Pro Ser Asn Val Pro Ala Leu Trp Gln Leu Gln 
435 	 440 

<210> 	130 
<211> 	244 
<212> 	PRT 
<213>,  Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> 	THIOLEST 
<222> 	(244)..(244) 
<223> 	glycine-thioester 

<400> 	130 

Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu 
1 	 5 10 15 

Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu 
20 	 25 30 

met Ile Ser Arg Thr Pro Glu val Thr Cys val val val Asp val ser 
35 	 40 45 

His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu 
50 	 55 60 

val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser Thr 
65 	 70 75 80 
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Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn 
85 90 95 

Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro 
100 105 110 

Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln 
115 120 125 

Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val 
130 135 140 

Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val 
145 150 155 160 

Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro 
165 170 175 

Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr 
180 185 190 

Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val 
195 200 205 

Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser Leu 
210 215 220 

Ser Pro Glu Leu Gln Leu Glu Glu ser Cys Ala Giu Ara Gln Asp Gly 
225 230 235 240 

Glu Leu Asp Xaa 

<210> 	131 
<211> 	245 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> 	MOD_RES 
<222> 	(245)..(245) 
<223> 	cysteine or selenocysteine 

<400> 	131 

Cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu 
1 	 5 10 15 

Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu 
20 25 30 
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Met Ile Ser Arg Thr Pro Glu Val Thr Cys val Val val Asp val Ser 
35 40 45 

His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu 
50 55 60 

Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr 
65 70 75 80 

Tyr Arg Val Val Ser Val Leu Thr val Leu His Gln Asp Trp Leu Asn 
85 90 95 

Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro 
100 105 110 

Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln 
115 120 125 

Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln val 
130 135 140 

Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val 
145 150 155 160 

Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro 
165 170 175 

Pro Val Leu Asp Ser Asp Gly Ser Phe Phe. Leu Tyr ser Lys Leu Thr 
180 185- 190 - 

Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser val 
195 200 205 

Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu 
210 215 220 

Ser Pro Glu Leu Gln Leu Glu Glu Ser Cys Ala Glu Ala Gln Asp Gly 
225 230 235 240 

Glu Leu Asp Gly Xaa 
245 

<210> 	132 
<211> 	460 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<400> 	132 

Met Leu Leu Leu Ala Arg Cys Leu Leu Leu val Leu val Ser Ser Leu 
1 	 5 10 15 
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Leu Val Cys Ser Gly Leu Ala Cys Pro Pro Cys Pro Ala Pro Glu Leu 
20 25 30 

Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr 
35 40 45 

Leu Met Ile ser Arg Thr Pro Glu val Thr Cys val Val val Asp val 
50 55 60 

Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val 
65 70 75 80 

Giu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn Ser 
85 90 95 

Thr Tyr Arg Val val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu 
100 105 110 

Asn Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala 
115 120 125 

Pro Ile Glu Lys Thr Ile ser Lys Ala Lys Gly Gln Pro Arg Glu Pro 
130 135 140 

Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln 
145 150 155 160 

val Ser. Leu Thr Cys Leu Val Lys-Gly Phe Tyr Pro Ser Asp Ile Ala 
165 170 175 

Val Glu Trp Glu Ser Asn Gly Gln Pro Giu Asn Asn Tyr Lys Thr Thr 
180 185 190 

Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr ser Lys Leu 
195 200 205 

Thr Val Asp Lys ser Arg Trp Gln Gin Gly Asn val Phe Ser Cys ser 
210 215 220 

Val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys Ser Leu Ser 
225 230 235 240 

Leu Ser Pro Glu Leu Gin Leu Glu Glu Ser Cys Ala Glu Ala Gln Asp 
245 250 255 

Gly Glu Leu Asp Gly Cys Val ser Gly Asp Thr Ile val Met Thr Ser 
260 265 270 

Gly Gly Pro Arg Thr val Ala Glu Leu Glu Gly Lys Pro Phe Thr Ala 
275 280 285 
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Leu Ile Arg Gly Ser Gly Tyr Pro Cys Pro Ser Gly Phe Phe Arg Thr 
290 295 300 

Cys Glu Arg Asp val Tyr Asp Leu Arg Thr Arg Glu Gly His Cys Leu 
305 310 315 320 

Arg Leu Thr His Asp His Arg Val Leu Val Met Asp Gly Gly Leu Glu 
325 330 335 

Trp Arg Ala Ala Gly Glu Leu Glu Arg Gly Asp Arg Leu Val Met Asp 
340 345 350 

Asp Ala Ala Gly Glu Phe Pro Ala Leu Ala Thr Phe Arg Gly Leu Arg 
355 360 365 

Gly Ala Gly Arg Gln Asp Val Tyr Asp Ala Thr Val Tyr Gly Ala Ser 
370 375 380 

Ala Phe Thr Ala Asn Gly Phe Ile Val His Ala Cys Gly Glu Gln Pro 
385 390 395 400 

Gly Thr Gly Leu Asn Ser Gly Leu Thr Thr Asn Pro Gly Val Ser Ala 
405 410 415 

Trp Gln Val Asn Thr Ala Tyr Thr Ala Gly Gin Leu Val Thr Tyr Asn 
420 425 430 

Gly Lys Thr Tyr Lys Cys Leu Gin Pro His Thr Ser Leu Ala Gly Trp 
435 440 445 

Glu Pro Ser Asn Val Pro Ala Leu Trp Gln Leu Gin 
450 455 460 

<210> 	133 
<211> 	460 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	133 

Met Ala Leu Thr Phe Ala Leu Leta Val Ala Leu Leu Val Leu Ser Cys 
1 5 10 15 

Lys Ser Ser cys Ser Val Gly Cys Pro Pro cys Pro Ala Pro Glu Leu 
20 25 30 

Leu Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr 
35 40 45 

Leta Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val val Val Asp val 
50 55 60 
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Ser His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val 
65 70 75 80 

Glu Val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser 
85 90 95 

Thr Tyr Arg val val ser Val Leu Thr Val Leu His Gln Asp Trp Leu 
100 105 110 

Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala 
115 120 125 

Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro 
130 135 140 

Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin 
145 150 155 160 

Val Ser Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala 
165 170 175 

Val Glu Trp Giu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr 
180 185 190 

PrO Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu 
195 200 205 

Thr Val Asp Lys Ser'Arg,Trp Gln Gin Gly Asn Val Phe Ser cys Ser 
210 215 220 

Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys ser Leu Ser 
225 230 235 240 

Leu ser Pro Glu Leu Gln Leu Glu Giu Ser Cys Ala Glu Ala Gln Asp 
245 250 255 

Gly Glu Leu Asp Gly Cys Val Ser Gly Asp Thr Ile Val met Thr Ser 
260 265 270 

Gly Gly Pro Arg Thr Val Ala Glu Leu Glu Gly Lys Pro Phe Thr Ala 
275 280 285 

Leu Ile Arg Gly Ser Gly Tyr Pro Cys Pro Ser Gly Phe Phe Arg Thr 
290 295 300 

Cys Glu Arg Asp val Tyr Asp Leu Arg Thr Arg Glu Gly His Cys Leu 
305 310 315 320 

Arg Leu Thr His Asp His Arg Val Leu Val Met Asp Gly Gly Leu Glu 
325 330 335 
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Trp Arg Ala Ala Gly Glu Leu Glu Arg Gly Asp Arg Leu Val Met Asp 
340 345 350 

Asp Ala Ala Gly Glu Phe Pro Ala Leu Ala Thr Phe Arg Gly Leu Arg 
355 360 365 

Gly Ala Gly Arg Gln Asp Val Tyr Asp Ala Thr Val Tyr Gly Ala ser 
370 375 380 

Ala Phe Thr Ala Asn Gly Phe Ile val His Ala Cys Gly Glu Gln Pro 
385 390 395 400 

Gly Thr Gly Leu Asn Ser Gly Leu Thr Thr Asn Pro Gly Val Ser Ala 
405 410 415 

Trp Gln Val Asn Thr Ala Tyr Thr Ala Gly Gln Leu Val Thr Tyr Asn 
420 425 430 

Gly Lys Thr Tyr Lys Cys Leu Gln Pro His Thr Ser Leu Ala Gly Trp 
435 440 445 

Glu Pro Ser Asn val Pro Ala Leu Trp Gln Leu Gin 
450 455 460 

<210> 	134 
<211> 	454 
<212> 	PRT 
<213> 	Artificial sequence 

<220>  
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	134 

Met Leu Ala Ala Thr Val Leu Thr Leu Ala Leu Leu Gly Asn Ala His 
1 	 5 10 15 

Ala Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro ser Val 
20 25 30 

Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile ser Arg Thr 
35 40 45 

Pro Glu Val Thr Cys Val Val Val Asp Val Ser His Glu Asp Pro Glu 
50 55 60 

Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys 
65 70 75 80 

Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser 
85 90 95 

Val Leu Thr val Leu His Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys 
100 105 110 
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Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile 
115 120 125 

Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro 
130 135 140 

Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln val Ser Leu Thr Cys Leu 
145 150 155 160 

Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn 
165 170 175 

Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser 
180 185 190 

Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg 
195 200 205 

Trp Gin Gin Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu 
210 215 220 

His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Glu Leu Gln 
225 230 235 240 

Leu Glu Glu Ser Cys Ala Glu Ala Gln Asp Gly Glu Leu Asp Gly Cys 
245 250 255 

val Ser Gly Asp Thr ile val Met Thr Ser Gly Gly Pro Arg Thr val 
260 265 270 

Ala Glu Leu Glu Gly Lys Pro Phe Thr Ala Leu Ile Arg Gly Ser Gly 
275 280 285 

Tyr Pro Cys Pro Ser Gly Phe Phe Arg Thr Cys Glu Arg Asp val Tyr 
290 295 300 

Asp Leu Arg Thr Arg Glu Gly His Cys Leu Arg Leu Thr His Asp His 
305 310 315 320 

Arg val Leu Val Met Asp Gly Gly Leu Glu Trp Arg Ala Ala Gly Glu 
325 330 335 

Leu Glu Arg Gly Asp Arg Leu val Met Asp Asp Ala Ala Gly Glu Phe 
340 345 350 

Pro Ala Leu Ala Thr Phe Arg Gly Leu Arg Gly Ala Gly Arg Gln Asp 
355 360 365 

val Tyr Asp Ala Thr Val Tyr Gly Ala Ser Ala Phe Thr Ala Asn Gly 
370 375 380 
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Phe Ile Val His Ala Cys Gly Glu Gln Pro Gly Thr Gly Leu Asn Ser 
385 	 390 395 400 

Gly Leu Thr Thr Asn Pro Gly Val Ser Ala Trp Gln Val Asn Thr Ala 
405 410 415 

Tyr Thr Ala Gly Gln Leu Val Thr Tyr Asn Gly Lys Thr Tyr Lys Cys 
420 425 430 

Leu Gin Pro His Thr Ser Leu Ala Gly Trp Glu Pro Ser Asn Val Pro 
435 440 445 

Ala Leu Trp Gln Leu Gln 
450 

<210> 	135 
<211> 	437 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<400> 	135 

Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe 
1 	 5 10 15 

Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro 
20 25 30 

Glu val Thr Cys val val Val Asp val Ser His Glu Asp Pro Glu Val 
35 40 45 

Lys Phe Asn Trp Tyr val Asp Gly Val Glu Val His Asn Ala Lys Thr 
50 55 60 

Lys Pro Arg Glu Glu Gln Tyr Asn ser Thr Tyr Arg val val Ser Val 
65 	 70 75 80 

Leu Thr val Leu HiS Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys 
85 90 95 

Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser 
100 105 110 

Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln val Tyr Thr Leu Pro Pro 
115 120 125 

Ser Arg Asp Glu Leu Thr Lys Asn Gln val Ser Leu Thr Cys Leu Val 
130 135 140 

Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp Glu ser Asn Gly 
145 	 150 155 160 
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Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp 
165 170 175 

Gly ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys ser Arg Trp 
180 185 190 

Gin Gin Gly Asn Val Phe Ser Cys Ser Val met His Glu Ala Leu His 
195 200 205 

Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Glu Leu Gin Leu 
210 215 220 

Glu Glu Ser Cys Ala Glu Ala Gin Asp Gly Glu Leu Asp Gly Cys Val 
225 230 235 240 

ser Gly Asp Thr Ile Val Met Thr ser Gly Gly Pro Arg Thr val Ala 
245 250 255 

Glu Leu Glu Gly Lys Pro Phe Thr Ala Leu Ile Arg Gly ser Gly Tyr 
260 265 270 

Pro Cys Pro ser Gly Phe Phe Arg Thr Cys Glu Arg Asp val Tyr Asp 
275 280 285 

Leu Arg Thr Arg Glu Gly His Cys Leu Arg Leu Thr His Asp His Arg 
290 295 300 

val Leu val Met Asp-Gly Gly Leu 'Glu Trp Arg Ala Ala Gly Glu Leu 
305 310 315 320 

Glu Arg Gly Asp Arg Leu val Met Asp Asp Ala Ala Gly Glu Phe Pro 
325 330 335 

Ala Leu Ala Thr Phe Arg Gly Leu Arg Gly Ala Gly Arg Gln Asp val 
340 345 350 

Tyr Asp Ala Thr val Tyr Gly Ala Ser Ala Phe Thr Ala Asn Gly Phe 
355 360 365 

Ile val His Ala Cys Gly Glu Gin Pro Gly Thr Gly Leu Asn Ser Gly 
370 375 380 

Leu Thr Thr Asn Pro Gly Val Ser Ala Trp Gin Val Asn Thr Ala Tyr 
385 390 395 400 

Thr Ala Gly Gln Leu val Thr Tyr Asn Gly Lys Thr Tyr Lys Cys Leu 
405 410 415 

Gln Pro His Thr Ser Leu Ala Gly Trp Glu Pro Ser Asn val Pro Ala 
420 425 430 
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Leu Trp Gin Leu Gln 
435 

<210> 136 
<211> 443 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> MOD_RES 
<222> (1)..(1) 
<223> cysteine or selenocysteine 

<400> 136 

xaa Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu 
1 5 10 15 

Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu 
20 25 30 

Met Ile Ser Arg Thr Pro Glu Val Thr Cys val Val val Asp val Ser 
35 40 45 

His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu 
50 55 60 

val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser.  Thr 
65 70 - 75' 80 

Tyr Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn 
85 90 95 

Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala Pro 
100 105 110 

Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gln 
115 120 125 

val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gin Val 
130 135 140 

Ser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val 
145 150 155 160 

Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro 
165 170 175 

Pro val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr 
180 185 190 
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val Asp Lys Ser Arg Trp Gln Gln Gly Asn val Phe Ser Cys Ser Val 
195 200 205 

Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu 
210 215 220 

Ser Pro Glu Leu Gin Leu Glu Glu Ser Cys Ala Glu Ala Gln Asp Gly 
225 230 235 240 

Glu Leu Asp Gly Cys val Ser Gly Asp Thr Ile Val Met Thr Ser Gly 
245 250 255 

Gly Pro Arg Thr val Ala Glu Leu Glu Gly Lys Pro Phe Thr Ala Leu 
260 265 270 

Ile Arg Gly Ser Gly Tyr Pro Cys Pro Ser Gly Phe Phe Arg Thr Cys 
275 280 285 

Glu Arg Asp Val Tyr Asp Leu Arg Thr Arg Glu Gly His Cys Leu Arg 
290 295 300 

Leu Thr His Asp His Arg Val Leu Val met Asp Gly Gly Leu Glu Trp 
305 310 315 320 

Arg Ala Ala Gly Glu Leu Glu Arg Gly Asp Arg Leu Val Met Asp Asp 
325 330 335 

Ala Ala Gly Glu Phe Pro Ala Leu Ala Thr Phe Arg Gly Leu Arg Gly 
340 345 350.  

Ala Gly Arg Gln Asp Val Tyr Asp Ala Thr val Tyr Gly Ala Ser Ala 
355 360 365 

Phe Thr Ala Asn Gly Phe Ile Val His Ala Cys Gly Glu Gln Pro Gly 
370 375 380 

Thr Gly Leu Asn Ser Gly Leu Thr Thr Asn Pro Gly Val Ser Ala Trp 
385 390 395 400 

Gln val Asn Thr Ala Tyr Thr Ala Gly Gln Leu val Thr Tyr Asn Gly 
405 410 415 

Lys Thr Tyr Lys Cys Leu Gln Pro His Thr Ser Leu Ala Gly Trp Glu 
420 425 430 

Pro Ser Asn Val Pro Ala Leu Trp Gln Leu Gln 
435 440 

<210> 	137 
<211> 	244 
<212> 	PRT 
<213> 	Artificial sequence 
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<220> 
<223> artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> MOD_RES 
<222> (1)..(1) 
<223> cysteine or selenocysteine 

<220> 
<221> THIOLEST 
<222> (244)..(244) 
<223> glycine-thioester 

<400> 137 

xaa Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu 
1 5 10 15 

Gly Gly Pro ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu 
20 25 30 

Met Ile Ser Arg Thr Pro Glu Val Thr Cys val val Val Asp Val Ser 
35 40 45 

His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr Val Asp Gly Val Glu 
50 55 60 

val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr 
65 70 75 80 

Tyr Arg Val Val Ser Vai Leu Thr val Leu His Gln Asp Trp Leu Asn 
85 90 95.. 

Giy Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro 
100 105 110 

Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln 
115 120 125 

Val Tyr Thr Leu Pro Pro ser Arg Asp Glu Leu Thr Lys Asn Gln val 
130 135 140 

ser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val 
145 150 155 160 

Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr Thr Pro 
165 170 175 

Pro val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr 
180 185 190 

val Asp Lys ser Arg Trp Gln Gln Gly Asn val Phe ser Cys Ser Val 
195 200 205 

Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys ser Leu Ser Leu 
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210 	 215 220 

Ser Pro Glu Leu Gln Leu Glu Glu Ser Cys Ala Glu Ala Gin Asp Gly 
225 	 230 235 240 

Glu Leu Asp Xaa 

<210> 	138 
<211> 	245 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> 	MOD_RES 
<222> 	(1)—(1) 
<223> 	cysteine or selenocysteine 

<220> 
<221> 	MOD_RES 
<222> 	(245)—(245) 
<223> 	cysteine or selenocysteine 

<400> 	138 

Xaa Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu 
1 	 5 10 15 

Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu 
20 25 30 

Met Ile Ser Arg Thr Pro Glu val Thr Cys val Val Val Asp Val Ser 
35 40 45 

His Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr val Asp Gly val Glu 
50 	 55 60 

val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr 
65 	 70 75 80 

Tyr Arg val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn 
85 90 95 

Gly Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro 
100 105 110 

Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gin Pro Arg Glu Pro Gln 
115 120 125 

val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln val 
130 	 135 140 

ser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val 
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145 
	

150 
	

155 
	

160 

Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro 
165 	 170 	 175 

Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr 
180 	 185 	 190 

val Asp Lys Ser Arg Trp Gin Gln Gly Asn Val Phe Ser Cys Ser Val 
195 	 200 	 205 

Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu 
210 	 215 	 220 

Ser Pro Glu Leu Gin Leu Glu Giu Ser Cys Ala Glu Ala Gin Asp Gly 
225 	 230 	 235 	 240 

Glu Leu Asp Gly Xaa 
245 

<210> 	139 
<211> 	1820 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to HOMO sapiens immunoglobulin 

<400> 	139 
aagcttgaat tcccaccatg aaccggggag tcccttttag gcacttgctt ctggtgctgc 60 

aactggcgct cctcccagca gccactcagg gaaagaaagt ggtgctgggc aaaaaagggg 120 

atacagtgga actgacctgt acagcttccc agaagaagag catacaattc cactggaaaa 180 

actccaacca gataaagatt ctgggaaatc agggctcctt cttaactaaa ggtccatcca 240 

agctgaatga tcgcgctgac tcaagaagaa gcctttggga ccaaggaaac ttccccctga 300 

tcatcaagaa tcttaagata gaagactcag atacttacat ctgtgaagtg gaggaccaga 360 

aggaggaggt gcaattgcta gtgttcggat tgactgccaa ctctgacacc cacctgcttc 420 

aggggcagag cctgaccctg accttggaga gcccccctgg tagtagcccc tcagtgcaat 480 

gtaggagtcc aaggggtaaa aacatacagg gggggaagac cctctccgtg tctcagctgg 540 

agctccagga tagtggcacc tggacatgca ctgtcttgca gaaccagaag aaggtggagt 600 

tcaaaataga catcgtggtg ctagctttcc agaaggcctc cagcatagtc tataagaaag 660 

agggggaaca ggtggagttc tccttcccac tcgcctttac agttgaaaag ctgacgggca 720 

gtggcgagct gtggtggcag gcggagaggg cttcctcctc caagtcttgg atcacctttg 780 

acctgaagaa caaggaagtg tctgtaaaac gggttaccca ggaccctaag ctccagatgg 840 

gcaagaagct cccgctccac ctcaccctgc cccaggcctt gcctcagtat gctggctctg 900 

gaaacctcac cctggccctt gaagcgaaaa caggaaagtt gcatcaggaa gtgaacctgg 960 

tggtgatgag agccactcag ctccagaaaa atttgacctg tgaggtgtgg ggacccacct 1020 
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cccctaagct gatgctgagc ttgaaactgg agaacaagga ggcaaaggtc tcgaagcggg 1080 

agaaggcggt gtgggtgctg aaccctgagg cggggatgtg gcagtgtctg ctgagtgact 1140 

cgggacaggt cctgctggaa tccaacatca aggttctgcc cacatggtcc accccggtgc 1200 

agccagggtg cgtatccggt gacaccattg taatgactag tggcgggccc cgcactgtgg 1260 

ctgaactgga gggcaaaccg ttcaccgcac tgattcgcgg ctctggctac ccatgcccct 1320 

caggtttctt ccgcacctgt gaacgtgacg tatatgatct gcgtacacgt gagggtcatt 1380 

gcttacgttt gacccatgat caccgtgttc tggtgatgga tggtggcctg gaatggcgtg 1440 

ccgcgggtga actggaacgc ggcgaccgcc tggtgatgga tgatgcagct ggcgagtttc 1500 

cggcactggc aaccttccgt ggcctgcgtg gcgctggccg ccaggatgtt tatgacgcta 1560 

ctgtttacgg tgctagcgca ttcactgcta atggcttcat tgtacacgca tgtggcgagc 1620 

agcccgggac cggtctgaac tcaggcctca cgacaaatcc tggtgtatcc gcttggcagg 1680 

tcaacacagc ttatactgcg ggacaattgg tcacatataa cggcaagacg tataaatgtt 1740 

tgcagcccca cacctccttg gcaggatggg aaccatccaa cgttcctgcc ttgtggcagc 1800 

ttcaatgact cgagcggccg 

<210> 	140 
<211> 	596 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<400> 	140 

Met Asn Arg Gly val Pro Phe Arg His Leu Leu Leu Val Leu Gln Leu 
1 	 5 	 10 	 15 

Ala Leu Leu Pro Ala Ala Thr Gln Gly Lys Lys val Val Leu Gly Lys 
20 	 25 	 30 

Lys Gly Asp Thr val Glu Leu Thr Cys Thr Ala Ser Gln Lys Lys ser 
35 	 40 	 45 

Ile Gln Phe His Trp Lys Asn Ser Asn Gln Ile Lys Ile Leu Gly Asn 
50 	 55 	 60 

Gln Gly Ser Phe Leu Thr Lys Gly Pro Ser Lys Leu Asn Asp Arg Ala 
65 	 70 	 75 	 80 

Asp Ser Arg Arg ser Leu Trp Asp Gln Gly Asn Phe Pro Leu Ile Ile 
85 	 90 	 95 

Lys Asn Leu Lys Ile Glu Asp Ser Asp Thr Tyr Ile Cys Glu val Glu 
100 	 105 	 110 

Asp Gln Lys Glu Glu Val Gln Leu Leu val Phe Gly Leu Thr Ala Asn 
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115 120 125 

Ser Asp Thr His Leu Leu Gln Gly Gln Ser Leu Thr Leu Thr Leu Glu 
130 135 140 

Ser Pro Pro Gly Ser Ser Pro Ser Val Gln Cys Arg Ser Pro Arg Gly 
145 150 155 160 

Lys Asn Ile Gin Gly Gly Lys Thr Leu Ser Val Ser Gln Leu Glu Leu 
165 170 175 

Gln Asp Ser Gly Thr Trp Thr Cys Thr Val Leu Gln Asn Gln Lys Lys 
180 185 190 

Val Glu Phe Lys Ile Asp Ile val val Leu Ala Phe Gln Lys Ala Ser 
195 200 205 

Ser Ile val Tyr Lys Lys Glu Gly Glu Gln val Glu Phe Ser Phe Pro 
210 215 220 

Leu Ala Phe Thr Val Glu Lys Leu Thr Gly Ser Gly Glu Leu Trp Trp 
225 230 235 240 

Gln Ala Glu Arg Ala Ser ser Ser Lys ser Trp Ile Thr Phe Asp Leu 
245 250 255 

Lys Asn Lys Glu Val Ser val Lys Arg Val Thr Gln Asp Pro Lys Leu 
260 265 270 

Gln Met Gly Lys Lys Leu Pro Leu His Leu Thr Leu Pro Gln Ala Leu 
275 280 285 

Pro Gln Tyr Ala Gly ser Gly Asn Leu Thr Leu Ala Leu Glu Ala Lys 
290 295 300 

Thr Gly Lys Leu His Gin Glu val Asn Leu val val Met Arg Ala Thr 
305 310 315 320 

Gln Leu Gln Lys Asn Leu Thr Cys Glu Val Trp Gly Pro Thr Ser Pro 
325 330 335 

Lys Leu Met Leu Ser Leu Lys Leu Glu Asn Lys Glu Ala Lys Val Ser 
340 345 350 

Lys Arg Glu Lys Ala Val Trp Val Leu Asn Pro Glu Ala Gly Met Trp 
355 360 365 

Gln Cys Leu Leu Ser Asp Ser Gly Gln val Leu Leu Glu Ser Asn Ile 
370 375 380 

Lys val Leu Pro Thr Trp ser Thr Pro val Gln Pro Gly Cys val Ser 
385 390 395 400 

Page 155 



Gly Asp Thr Ile Val Met Thr Ser Gly Gly Pro Arg Thr Val Ala Glu 
405 410 415 

Leu Glu Gly Lys Pro Phe Thr Ala Leu Ile Arg Gly Ser Gly Tyr Pro 
420 425 430 

Cys Pro ser Gly Phe Phe Arg Thr Cys Glu Arg Asp Val Tyr Asp Leu 
435 440 445 

Arg Thr Arg Glu Gly His Cys Leu Arg Leu Thr His Asp His Arg Val 
450 455 460 

Leu Val Met Asp Gly Gly Leu Glu Trp Arg Ala Ala Gly Glu Leu Glu 
465 470 475 480 

Arg Gly Asp Arg Leu Val Met Asp Asp Ala Ala Gly Glu Phe Pro Ala 
485 490 495 

Leu Ala Thr Phe Arg Gly Leu Arg Gly Ala Gly Arg Gln Asp val Tyr 
500 505 510 

Asp Ala Thr Val Tyr Gly Ala Ser Ala Phe Thr Ala Asn Gly Phe Ile 
515 520 525 

Val His Ala Cys Gly Glu Gln Pro Gly Thr Gly Leu Asn Ser Gly Leu 
530 535 540 

Thr Thr Asn Pro Gly Val Ser Ala Trp Gin val Asn Thr Ala Tyr Thr 
545 550 555 560 

Ala Gly Gln Leu Val Thr Tyr Asn Gly Lys Thr Tyr Lys Cys Leu Gln 
565 570 575 

Pro His Thr Ser Leu Ala Gly Trp Glu Pro Ser Asn Val Pro Ala Leu 
580 585 590 

Trp Gln Leu Gln 
595 

<210> 	141 
<211> 	571 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	141 

Lys Lys Val val Leu Gly Lys Lys Gly Asp Thr Val Glu Leu Thr Cys 
1 5 10 15 

Thr Ala Ser Gin Lys Lys Ser Ile Gln Phe His Trp Lys Asn Ser Asn 
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20 25 30 

Gln Ile Lys Ile Leu Gly Asn Gln Gly Ser Phe Leu Thr Lys Gly Pro 
35 40 45 

Ser Lys Leu Asn Asp Arg Ala Asp Ser Arg Arg Ser Leu Trp Asp Gln 
50 55 60 

Gly Asn Phe Pro Leu Ile Ile Lys Asn Leu Lys Ile Glu Asp Ser Asp 
65 70 75 80 

Thr Tyr Ile Cys Glu Val Glu Asp Gln Lys Glu Glu Val Gln Leu Leu 
85 90 95 

val Phe Gly Leu Thr Ala Asn Ser Asp Thr His Leu Leu Gln Gly Gln 
100 105 110 

Ser Leu Thr Leu Thr Leu Glu ser Pro Pro Gly Ser Ser Pro Ser Val 
115 120 125 

Gln Cys Arg Ser Pro Arg Gly Lys Asn Ile Gln Gly Gly Lys Thr Leu 
130 135 140 

Ser val Ser Gln Leu Glu Leu Gln Asp Ser Gly Thr Trp Thr Cys Thr 
145 150 155 160 

Val Leu Gln Asn Gln Lys Lys val Glu Phe Lys Ile Asp Ile val Val 
165 170 175 

Leu Ala Phe Gln Lys Ala Ser Ser Ile Val Tyr Lys Lys Glu Gly Glu 
180 185 190 

Gln val Glu Phe Ser Phe Pro Leu Ala Phe Thr Val Glu Lys Leu Thr 
195 200 205 

Gly Ser Gly Glu Leu Trp Trp Gln Ala Glu Arg Ala Ser Ser Ser Lys 
210 215 220 

Ser Trp Ile Thr Phe Asp Leu Lys Asn Lys Glu Val ser Val Lys Arg 
225 230 235 240 

val Thr Gln Asp Pro Lys Leu Gln Met Gly Lys Lys Leu Pro Leu His 
245 250 255 

Leu Thr Leu Pro Gln Ala Leu Pro Gln Tyr Ala Gly Ser Gly Asn Leu 
260 265 270 

Thr Leu Ala Leu Glu Ala Lys Thr Gly Lys Leu His Gln Glu Val Asn 
275 280 285 

Leu Val val Met Arg Ala Thr Gln Leu Gin Lys Asn Leu Thr Cys Glu 
290 295 300 
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Val Trp Gly Pro Thr Ser Pro Lys Leu Met Leu Ser Leu Lys Leu Glu 
305 310 315 320 

Asn Lys Glu Ala Lys val Ser Lys Arg Glu Lys Ala Val Trp val Leu 
325 330 335 

Asn Pro Glu Ala Gly Met Trp Gln Cys Leu Leu Ser Asp Ser Gly Gin 
340 345 350 

Val Leu Leu Glu ser Asn Ile Lys Val Leu Pro Thr Trp Ser Thr Pro 
355 360 365 

Val Gln Pro Gly Cys Val Ser Gly Asp Thr Ile Val Met Thr Ser Gly 
370 375 380 

Gly Pro Arg Thr val Ala Glu Leu Glu Gly Lys Pro Phe Thr Ala Leu 
385 390 395 400 

Ile Arg Gly Ser Gly Tyr Pro Cys Pro Ser Gly Phe Phe Arg Thr Cys 
405 410 415 

Glu Arg Asp Val Tyr Asp Leu Arg Thr Arg Glu Gly His Cys Leu Arg 
420 425 430 

Leu Thr His Asp His Arg Val Leu Val Met Asp Gly Gly Leu Glu Trp 
435 440 445 

Arg Ala Ala Gly Glu Leu Glu Arg Gly Asp Arg Leu val Met Asp Asp 
450 455 460 

Ala Ala Gly Glu Phe Pro Ala Leu Ala Thr Phe Arg Gly Leu Arg Gly 
465 470 475 480 

Ala Gly Arg Gln Asp val Tyr Asp Ala Thr val Tyr Gly Ala ser Ala 
485 490 495 

Phe Thr Ala Asn Gly Phe Ile Val His Ala Cys Gly Glu Gln Pro Gly 
500 505 510 

Thr Gly Leu Asn Ser Gly Leu Thr Thr Asn Pro Gly Val Ser Ala Trp 
515 520 525 

Gln val Asn Thr Ala Tyr Thr Ala Gly Gin Leu val Thr Tyr Asn Gly 
530 535 540 

Lys Thr Tyr Lys Cys Leu Gln Pro His Thr ser Leu Ala Gly Trp Glu 
545 550 555 560 

Pro ser Asn Val Pro Ala Leu Trp Gin Leu Gln 
565 570 
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<210> 142 
<211> 372 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> THIOLEST 
<222> (372)..(372) 
<223> glycine-thioester 

<400> 142 

Lys Lys val Val Leu Gly Lys Lys Gly Asp Thr Val Glu Leu Thr Cys 
1 5 10 15 

Thr Ala Ser Gln Lys Lys Ser Ile Gin Phe His Trp Lys Asn Ser Asn 
20 25 30 

Gln Ile Lys Ile Leu Gly Asn Gln Gly Ser Phe Leu Thr Lys Gly Pro 
35 40 45 

Ser Lys Leu Asn Asp Arg Ala Asp Ser Arg Arg Ser Leu Trp Asp Gin 
50 55 60 

Gly Asn Phe Pro Leu Ile Ile Lys Asn Leu Lys Ile Giu Asp Ser Asp 
65 70 75 80 

Thr Tyr Ile Cys Glu val Glu Asp Gln Lys Glu Glu vai Gln Leu Leu 
. 85 90 95 

vai Phe Gly Leu Thr Ala Asn Ser Asp Thr His Leu Leu Gln Gly Gln 
100 105 110 

Ser Leu Thr Leu Thr Leu Glu Ser Pro Pro Gly Ser Ser Pro Ser Val 
115 120 125 

Gln Cys Arg Ser Pro Arg Gly Lys Asn Ile Gln Gly Gly Lys Thr Leu 
130 135 140 

ser val ser Gin Leu Glu Leu Gln Asp Ser Gly Thr Trp Thr Cys Thr 
145 150 155 160 

Val Leu Gin Asn Gln Lys Lys val Glu Phe Lys Ile Asp Ile val val 
165 170 175 

Leu Ala Phe Gln Lys Ala Ser Ser Ile val Tyr Lys Lys Glu Gly Glu 
180 185 190 

Gin Val Giu Phe ser Phe Pro Leu Ala Phe Thr Val Glu Lys Leu Thr 
195 200 205 
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Gly Ser Gly Glu Leu Trp Trp Gin Ala Glu Arg Ala Ser Ser Ser Lys 
210 215 220 

ser Trp Ile Thr Phe Asp Leu Lys Asn Lys Glu Val ser Val Lys Arg 
225 230 235 240 

Val Thr Gin Asp Pro Lys Leu Gin Met Gly Lys Lys Leu Pro Leu His 
245 250 255 

Leu Thr Leu Pro Gin Ala Leu Pro Gin Tyr Ala Gly Ser Gly Asn Leu 
260 265 270 

Thr Leu Ala Leu Glu Ala Lys Thr Gly Lys Leu His Gin Glu Val Asn 
275 280 285 

Leu Val Val Met Arg Ala Thr Gin Leu Gin Lys Asn Leu Thr Cys Glu 
290 295 300 

Val Trp Gly Pro Thr Ser Pro Lys Leu Met Leu Ser Leu Lys Leu Glu 
305 310 315 320 

Asn Lys Glu Ala Lys val Ser Lys Arg Glu Lys Ala Val Trp val Leu 
325 330 335 

Asn Pro Glu Ala Gly Met Trp Gln Cys Leu Leu Ser Asp ser Gly Gln 
340 345 350 

val Leu Leu Glu ser Asn Ile Lys Val Leu Pro Thr Trp ser Thr Pro 
355 360 365 

Val Gln Pro Xaa 
370 

<210> 	143 
<211> 	373 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> 	MOD_RES 
<222> 	(373)..(373) 
<223> 	cysteine or selenocysteine 

<400> 	143 

Lys Lys val Val Leu Gly Lys Lys Gly Asp Thr Val Glu Leu Thr Cys 
1 5 10 15 

Thr Ala ser Gin Lys Lys Ser Ile Gln Phe His Trp Lys Asn Ser Asn 
20 25 30 

Gln Ile Lys Ile Leu Gly Asn Gln Gly ser Phe Leu Thr Lys Gly Pro 
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35 40 45 

Ser Lys Leu Asn Asp Arg Ala Asp Ser Arg Arg Ser Leu Trp Asp Gin 
50 55 60 

Gly Asn Phe Pro Leu Ile Ile Lys Asn Leu Lys Ile Glu Asp Ser Asp 
65 70 75 80 

Thr Tyr Ile cys Glu Val Glu Asp Gln Lys Glu Glu Val Gin Leu Leu 
85 90 95 

Val Phe Gly Leu Thr Ala Asn Ser Asp Thr His Leu Leu Gin Gly Gin 
100 105 110 

Ser Leu Thr Leu Thr Leu Glu Ser Pro Pro Gly Ser Ser Pro Ser Val 
115 120 125 

Gln Cys Arg Ser Pro Arg Gly Lys Asn Ile Gln Gly Gly Lys Thr Leu 
130 135 140 

ser val ser Gin Leu Glu Leu Gln Asp ser Gly Thr Trp Thr Cys Thr 
145 150 155 160 

Val Leu Gln Asn Gln Lys Lys val Glu Phe Lys Ile Asp Ile val Val 
165 170 175 

Leu Ala Phe Gln Lys Ala Ser ser Ile Val Tyr Lys Lys Glu Gly Glu 
180 185 190 

Gln Val Glu Phe Ser Phe Pro Leu Ala Phe 'Mr Val Glu Lys Leu Thr 
195 200 205 

Gly Ser Gly Glu Leu Trp Trp Gln Ala Glu Arg Ala ser Ser Ser Lys 
210 215 220 

Ser Trp Ile Thr Phe Asp Leu Lys Asn Lys Glu Val Ser Val Lys Arg 
225 230 235 240 

val Thr Gln Asp Pro Lys Leu Gin met Gly Lys Lys Leu Pro Leu His 
245 250 255 

Leu Thr Leu Pro Gin Ala Leu Pro Gin Tyr Ala Gly ser Gly Asn Leu 
260 265 270 

Thr Leu Ala Leu Glu Ala Lys Thr Gly Lys Leu His Gln Glu val Asn 
275 280 285 

Leu val Val met Arg Ala Thr Gln Leu Gln Lys Asn Leu Thr Cys Glu 
290 295 300 

Val Trp Gly Pro Thr Ser Pro Lys Leu Met Leu Ser Leu Lys Leu Glu 
305 310 315 320 
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Asn Lys Glu Ala Lys val Ser Lys Arg Glu Lys Ala Val Trp Val Leu 
325 	 330 	 335 

Asn Pro Glu Ala Gly Met Trp Gln Cys Leu Leu ser Asp Ser Gly Gin 
340 	 345 	 350 

val Leu Leu Glu Ser Asn Ile Lys Val Leu Pro Thr Trp Ser Thr Pro 
355 	 360 	 365 

Val Gln Pro Gly Xaa 
370 

<210> 	144 
<211> 	1364 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<400> 	144 
aagcttgaat tcccaccatg gcttgggtgt ggaccttgct tttcctgatg gcagctgccc 60 

aaagtatcca agcacagatc cagttggtcc agtctggacc tgagctgaag aagcctggag 120 

agacagtcaa gatctcctgc aaggcttcag gatatacctt cacacactat ggaatgaact 180 

gggtgaagca ggctccagga aagggtttaa agtggatggg ctggataaac acctacactg 240 

gagagccaac atatgctgat gacttcaagg aacactttgc cttctctttg gaaacctctg 300 

ccagcactgt ctttttgcag atcaacaacc tcaaaaatga ggacacggcc acatatttct. 360 

gtgcaagaga acggggggat gctatggact actggggtca gggaacctcc gtcaccgtct 420 

cctcagcctc caccaagggg ccatcggtct tccccctggc accctcctcc aagagcacct 480 

ctgggggcac agcggccctg ggctgcctgg tcaaggacta cttccccgaa ccggtgacgg 540 

tgtcgtggaa ctcaggcgcc ctgaccagcg gcgtgcacac cttcccggct gtcctacagt 600 

cctcaggact ctactccctc agcagcgtgg tgaccgtgcc ctccagcagc ttgggcaccc 660 

agacctacat ctgcaacgtg aatcacaagc ccagcaacac caaggtggac aagaaagttg 720 

agcccaaatc ttgtgacaaa actcacacag ggtgcgtatc cggtgacacc attgtaatga 780 

ctagtggcgg gccccgcact gtggctgaac tggagggcaa accgttcacc gcactgattc 840 

gcggctctgg ctacccatgc ccctcaggtt tcttccgcac ctgtgaacgt gacgtatatg 900 

atctgcgtac acgtgagggt cattgcttac gtttgaccca tgatcaccgt gttctggtga 960 

tggatggtgg cctggaatgg cgtgccgcgg gtgaactgga acgcggcgac cgcctggtga 1020 

tggatgatgc agctggcgag tttccggcac tggcaacctt ccgtggcctg cgtggcgctg 1080 

gccgccagga tgtttatgac gctactgttt acggtgctag cgcattcact gctaatggct 1140 

tcattgtaca cgcatgtggc gagcagcccg ggaccggtct gaactcaggc ctcacgacaa 1200 

atcctggtgt atccgcttgg caggtcaaca cagcttatac tgcgggacaa ttggtcacat 1260 
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ataacggcaa gacgtataaa tgtttgcagc cccacacctc cttggcagga tgggaaccat 	1320 

ccaacgttcc tgccttgtgg cagcttcaat gactcgagcg gccg 1364 

<210> 145 
<211> 444 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> artificial construct relating to HOMO Sapiens immunoglobulin 

<400> 145 

met Ala Trp Val Trp Thr Leu Leu Phe Leu Met Ala Ala Ala Gln Ser 
1 5 10 15 

Ile Gln Ala Gln Ile Gln Leu Val Gln Ser Gly Pro Glu Leu Lys Lys 
20 25 30 

Pro Gly Glu Thr Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Thr Phe 
35 40 45 

Thr His Tyr Gly Met Asn Trp Val Lys Gin Ala Pro Gly Lys Gly Leu 
50 55 60 

Lys Trp Met Gly Trp Ile Asn Thr Tyr Thr Gly Glu Pro Thr Tyr Ala 
65 70 75 80 

Asp Asp Phe Lys Glu His Phe Ala Phe Ser Leu Glu Thr ser Ala Ser 
85 90 95 

Thr Val Phe Leu Gln Ile Asn Asn Leu Lys Asn Glu Asp Thr Ala Thr 
100 105 110 

Tyr Phe Cys Ala Arg Glu Arg Gly Asp Ala Met Asp Tyr Trp Gly Gln 
115 120 125 

Gly Thr ser Val Thr val Ser Ser Ala Ser Thr Lys Gly Pro ser val 
130 135 140 

Phe Pro Leu Ala Pro ser ser Lys ser Thr Ser Gly Gly Thr Ala Ala 
145 150 155 160 

Leu Gly cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr val Ser 
165 170 175 

Trp Asn Ser Gly Ala Leu Thr ser Gly Val His Thr Phe Pro Ala Val 
180 185 190 

Leu Gin Ser Ser Gly Leu Tyr Ser Leu ser ser val Val Thr val Pro 
195 200 205 

ser ser ser Leu Gly Thr Gln Thr Tyr Ile Cys Asn val Asn His Lys 
210 215 220 
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Pro Ser Asn Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp 
225 230 235 240 

Lys Thr His Thr Gly Cys Val Ser Gly Asp Thr Ile Val Met Thr Ser 
245 250 255 

Gly Gly Pro Arg Thr Val Ala Glu Leu Glu Gly Lys Pro Phe Thr Ala 
260 265 270 

Leu Ile Arg Gly Ser Gly Tyr Pro Cys Pro ser Gly Phe Phe Arg Thr 
275 280 285 

Cys Glu Arg Asp val Tyr Asp Leu Arg Thr Arg Glu Gly His Cys Leu 
290 295 300 

Arg Leu Thr His Asp His Arg val Leu val Met Asp Gly Gly Leu Glu 
305 310 315 320 

Trp Arg Ala Ala Gly Glu Leu Glu Arg Gly Asp Arg Leu val Met Asp 
325 330 335 

Asp Ala Ala Gly Glu Phe Pro Ala Leu Ala Thr Phe Arg Gly Leu Arg 
340 345 350 

Gly Ala Gly Arg Gin Asp Val Tyr Asp Ala Thr Val Tyr Gly Ala Ser 
355 360 365 

Ala Phe Thr Ala Asn Gly Phe Ile Val His Ala Cys Gly Glu Gln Pro 
370 375 380 

Gly Thr Gly Leu Asn Ser Gly Leu Thr Thr Asn Pro Gly val Ser Ala 
385 390 395 400 

Trp Gln Val Asn Thr Ala Tyr Thr Ala Gly Gln Leu val Thr Tyr Asn 
405 410 415 

Gly Lys Thr Tyr Lys Cys Leu Gln Pro His Thr Ser Leu Ala Gly Trp 
420 425 430 

Glu Pro Ser Asn Val Pro Ala Leu Trp Gln Leu Gln 
435 440 

<210> 	146 
<211> 	425 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial 	construct relating to Homo sapiens immunoglobulin 

<400> 	146 

Gln Ile Gln Leu Val Gln Ser Gly Pro Glu Leu Lys Lys Pro Gly Glu 
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1 5 10 15 

Thr Val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr His Tyr 
20 25 30 

Gly Met Asn Trp Val Lys Gln Ala Pro Gly Lys Gly Leu Lys Trp Met 
35 40 45 

Gly Trp Ile Asn Thr Tyr Thr Gly Glu Pro Thr Tyr Ala Asp Asp Phe 
50 55 60 

Lys Glu His Phe Ala Phe Ser Leu Glu Thr Ser Ala Ser Thr val Phe 
65 70 75 80 

Leu Gin Ile Asn Asn Leu Lys Asn Glu Asp Thr Ala Thr Tyr Phe Cys 
85 90 95 

Ala Arg Glu Arg Gly Asp Ala Met Asp Tyr Trp Gly Gln Gly Thr Ser 
100 105 110 

Val Thr val ser Ser Ala Ser Thr Lys Gly Pro Ser val Phe Pro Leu 
115 120 125 

Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 
130 135 140 

Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr val Ser Trp Asn Ser 
145 150 155 160 

Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gln ser 
165 170 175 

Ser Gly Leu Tyr ser Leu ser ser Val Val Thr Val Pro Ser Ser Ser 
180 185 190 

Leu Gly Thr Gin Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn 
195 200 205 

Thr Lys val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His 
210 215 220 

Thr Gly Cys Val Ser Gly Asp Thr Ile Val Met Thr Ser Gly Gly Pro 
225 230 235 240 

Arg Thr Val Ala Glu Leu Glu Gly Lys Pro Phe Thr Ala Leu Ile Arg 
245 250 255 

Gly Ser Gly Tyr Pro Cys Pro ser Gly Phe Phe Arg Thr Cys Glu Arg 
260 265 270 

Asp val Tyr Asp Leu Arg Thr Arg Glu Gly His Cys Leu Arg Leu Thr 
275 280 285 
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His Asp His Arg Val Leu Val Met Asp Gly Gly Leu Glu Trp Arg Ala 
290 	 295 300 

Ala Gly Glu Leu Glu Arg Gly Asp Arg Leu Val Met Asp Asp Ala Ala 
305 	 310 315 320 

Gly Glu Phe Pro Ala Leu Ala Thr Phe Arg Gly Leu Arg Gly Ala Gly 
325 330 335 

Arg Gln Asp Val Tyr Asp Ala Thr Val Tyr Gly Ala Ser Ala Phe Thr 
340 345 350 

Ala Asn Gly Phe Ile val His Ala Cys Gly Glu Gln Pro Gly Thr Gly 
355 360 365 

Leu Asn Ser Gly Leu Thr Thr Asn Pro Gly val Ser Ala Trp Gin val 
370 	 375 380 

Asn Thr Ala Tyr Thr Ala Gly Gin Leu Val Thr Tyr Asn Gly Lys Thr 
385 	 390 395 400 

Tyr Lys Cys Leu Gln Pro His Thr Ser Leu Ala Gly Trp Glu Pro Ser 
405 410 415 

Asn Val Pro Ala Leu Trp Gin Leu Gln 
420 425 

<210> 	147 
 

<211> 	226 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<220> 
<221> 	THIOLEST 
<222> 	(226)..(226) 
<223> 	glycine-thioester 

<400> 	147 

Gln Ile Gin Leu Val Gln Ser Gly Pro Glu Leu Lys Lys Pro Gly Glu 
1 	 5 10 15 

Thr val Lys Ile Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr His Tyr 
20 25 30 

Gly Met Asn Trp Val Lys Gln Ala Pro Gly Lys Gly Leu Lys Trp Met 
35 40 45 

Gly Trp Ile ASI1 Thr Tyr Thr Gly Glu Pro Thr Tyr Ala Asp Asp Phe 
50 	 55 60 

Page 166 



Lys Glu His Phe Ala Phe Ser Leu Glu Thr ser Ala Ser Thr val Phe 
65 70 75 80 

Leu Gln Ile Asn Asn Leu Lys Asn Glu Asp Thr Ala Thr Tyr Phe Cys 
85 90 95 

Ala Arg Glu Arg Gly Asp Ala Met Asp Tyr Trp Gly Gin Gly Thr ser 
100 105 110 

val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro ser Val Phe Pro Leu 
115 120 125 

Ala Pro Ser ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 
130 135 140 

Leu val Lys Asp Tyr Phe Pro Glu Pro Val Thr val ser Trp Asn Ser 
145 150 155 160 

Gly Ala Leu Thr ser Gly Val His Thr Phe Pro Ala val Leu Gln Ser 
165 170 175 

Ser Gly Leu Tyr Ser Leu ser Ser val val Thr Val Pro Ser Ser Ser 
180 185 190 

Leu Gly Thr Gln Thr Tyr Ile Cys Asn Val Asn His Lys Pro Ser Asn 
195 200 205 

Thr Lys Val Asp Lys Lys Val Glu Pro Lys Ser Cys Asp Lys Thr His 
210 215 220 

Thr xaa 
225 

<210> 	148 
<211> 	227 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> 	MOD_RES 
<222> 	(227)..(227) 
<223> 	cysteine or selenocysteine 

<400> 	148 

Gin Ile Gin Leu val Gln Ser Gly Pro Glu Leu Lys Lys Pro Gly Glu 
1 	 5 10 15 

Thr val Lys Ile Ser Cys Lys Ala ser Gly Tyr Thr Phe Thr His Tyr 
20 25 30 
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Gly Met Asn Trp Val Lys Gln Ala Pro Gly Lys Gly Leu Lys Trp Met 
35 	 40 45 

Gly Trp Ile Asn Thr Tyr Thr Gly Glu Pro Thr Tyr Ala Asp Asp Phe 
50 	 55 60 

Lys Glu His Phe Ala Phe Ser Leu Glu Thr ser Ala Ser Thr Val Phe 
65 	 70 75 80 

Leu Gln Ile Asn Asn Leu Lys Asn Glu Asp Thr Ala Thr Tyr Phe Cys 
85 90 95 

Ala Arg Glu Arg Gly Asp Ala Met Asp Tyr Trp Gly Gln Gly Thr Ser 
100 105 110 

Val Thr val Ser Ser Ala Ser Thr Lys Gly Pro Ser val Phe Pro Leu 
115 	 120 125 

Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 
130 	 135 140 

Leu val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 
145 	 150 155 160 

Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala val Leu Gin Ser 
165 170 175 

ser Gly Leu Tyr Ser Leu ser Ser Val val Thr val Pro Ser Ser ser 
180 185 190 

Leu Gly Thr Gln Thr Tyr Ile Cys Asn val Asn His Lys Pro Ser Asn 
195 	 200 205 

Thr Lys Val Asp Lys Lys val Glu Pro Lys Ser Cys Asp Lys Thr His 
210 	 215 220 

Thr Gly xaa 
225 

<210> 	149 
<211> 	731 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<400> 	149 
aagcttgaat tcccaccatg aagtcacaga cccaggtctt cgtatttcta ctgctctgtg 60 

tgtctggtgc tcatgggagt attgtgatga cccagactcc caaattcctg cttgtatcag 120 

caggagacag ggttaccata acctgcacgg ccagtcagag tgtgagtaat gatgtagttt 180 

ggtaccaaca gaagccaggg cagtctccta aaatgctgat gtattctgca ttcaatcgct 240 
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acactggagt ccctgatcgt ttcactggca gaggatacgg gacggatttc actttcacca 300 

tcagctctgt gcaggctgaa gacctggcag tttatttctg tcagcaggat tataactctc 360 

ctcggacgtt cggtggaggc accaagctgg agatcaaacg aactgtggct gcaccatctg 420 

tcttcatctt cccgccatct gatgagcagt tgaaatctgg aactgcctct gttgtgtgcc 480 

tgctgaataa cttctatccc agagaggcca aagtacagtg gaaggtggat aacgccctcc 540 

aatcgggtaa ctcccaggag agtgtcacag agcaggacag caaggacagc acctacagcc 600 

tcagcagcac cctgacgctg agcaaagcag actacgagaa acacaaagtc tacgcctgcg 660 

aagtcaccca tcagggcctg agctcgcccg tcacaaagag cttcaacagg ggagagtgtt 720 

agtgactcga g 

<210> 	150 
<211> 	234 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial 	construct relating to Homo Sapiens immunoglobulin 

<400> 	150 

Met Lys Ser Gln Thr Gln Val Phe val Phe Leu Leu Leu Cys Val Ser 
1 	 5 	 10 	 15 

Gly Ala His Gly Ser Ile Val Met Thr Gln Thr Pro Lys Phe Leu Leu 
20 	 25 	 30 

Val Ser Ala Gly Asp Arg:  Val Thr Ile Thr cys Thr Ala Ser Gln ser 
35 	 40 	 45 

val Ser Asn Asp val Val Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro 
50 	 55 	 60 

Lys met Leu Met Tyr Ser Ala Phe Asn Arg Tyr Thr Gly Val Pro Asp 
65 	 70 	 75 	 80 

Arg Phe Thr Gly Arg Gly Tyr Gly Thr Asp Phe Thr Phe Thr Ile Ser 
85 	 90 	 95 

Ser Val Gln Ala Glu Asp Leu Ala val Tyr Phe Cys Gln Gln Asp Tyr 
100 	 105 	 110 

Asn Ser Pro Arg Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg 
115 	 120 	 125 

Thr Val Ala Ala Pro ser val Phe Ile Phe Pro Pro Ser Asp Glu Gln 
130 	 135 	 140 

Leu Lys Ser Gly Thr Ala Ser val val Cys Leu Leu Asn Asn Phe Tyr 
145 	 150 	 155 	 160 

731 
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Pro Arg Glu Ala Lys Val Gln Trp Lys Val Asp Asn Ala Leu Gin Ser 
165 170 175 

Gly Asn Ser Gln Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr 
180 185 190 

Tyr Ser Leu Ser Ser Thr Leu Thr Leu ser Lys Ala Asp Tyr Glu Lys 
195 200 205 

His Lys Val Tyr Ala Cys Glu val Thr His Gln Gly Leu Ser Ser Pro 
210 215 220 

val Thr Lys Ser Phe Asn Arg Gly Glu Cys 
225 230 

<210> 	151 
<211> 	214 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<400> 	151 

Ser Ile Val Met Thr Gln Thr Pro Lys Phe Leu Leu val Ser Ala Gly 
1 	 5 10 15 

Asp Arg val Thr Ile Thr Cys Thr Ala ser Gln Ser Val Ser Asn Asp 
20 25 30 

Val Val Trp Tyr Gln Gln Lys Pro Gly Gln Ser Pro Lys Met Leu Met 
35 40 45 

Tyr Ser Ala Phe Asn Arg Tyr Thr Gly Val Pro Asp Arg Phe Thr Gly 
50 55 60 

Arg Gly Tyr Gly Thr Asp Phe Thr Phe Thr Ile Ser Ser val Gln Ala 
65 70 75 80 

Glu Asp Leu Ala Val Tyr Phe Cys Gln Gln Asp Tyr Asn ser Pro Arg 
85 90 95 

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg Thr Val Ala Ala 
100 105 110 

Pro Ser Val Phe Ile Phe Pro Pro Ser Asp Glu Gln Leu Lys ser Gly 
115 120 125 

Thr Ala Ser val val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 
130 135 140 

Lys val Gln Trp Lys val Asp Asn Ala Leu Gln Ser Gly Asn ser Gln 
145 150 155 160 
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Glu Ser val Thr Glu Gln Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 
165 	 170 	 175 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 
180 	 185 	 190 

Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser 
195 	 200 	 205 

Phe Asn Arg Gly Glu Cys 
210 

<210> 	152 
<211> 	1268 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunogiobulin 

<400> 	152 
aagcttgaat tcccaccatg ggcctctcca ccgtgcctga cctgctgctg ccgctggtgc 60 

tcctggagct gttggtggga atatacccct caggggttat tggactggtc cctcacctag 120 

gggacaggga gaagagagat agtgtgtgtc cccaaggaaa atatatccac cctcaaaata 180 

attcgatttg ctgtaccaag tgccacaaag gaacctactt gtacaatgac tgtccaggcc 240 

cggggcagga tacggactgc agggagtgtg agagcggctc cttcaccgct tcagaaaacc 300 

acctcagaca ctgcctcagc tgctccaaat gccgaaagga aatgggtcag gtggagatct 360 

cttcttgcac agtggaccgg gacaccgtgt gtggctgcag gaagaaccag taccggcatt 420 

attggagtga aaaccttttc cagtgcttca attgcagcct ctgcctcaat gggaccgtgc 480 

acctctcctg ccaggagaaa cagaacaccg tgtgcacctg ccatgcaggt ttctttctaa 540 

gagaaaacga gtgtgtctcc tgtagtaact gtaagaaaag cctggagtgc acgaagttgt 600 

gcctacccca gattgagaat gttaagggca ctgaggactc aggcaccaca gtggggtgcg 660 

tatccggtga caccattgta atgactagtg gcgggccccg cactgtggct gaactggagg 720 

gcaaaccgtt caccgcactg attcgcggct ctggctaccc atgcccctca ggtttcttcc 780 

gcacctgtga acgtgacgta tatgatctgc gtacacgtga gggtcattgc ttacgtttga 840 

cccatgatca ccgtgttctg gtgatggatg gtggcctgga atggcgtgcc gcgggtgaac 900 

tggaacgcgg cgaccgcctg gtgatggatg atgcagctgg cgagtttccg gcactggcaa 960 

ccttccgtgg cctgcgtggc gctggccgcc aggatgttta tgacgctact gtttacggtg 1020 

ctagcgcatt cactgctaat ggcttcattg tacacgcatg tggcgagcag cccgggaccg 1080 

gtctgaactc aggcctcacg acaaatcctg gtgtatccgc ttggcaggtc aacacagctt 1140 

atactgcggg acaattggtc acatataacg gcaagacgta taaatgtttg cagccccaca 1200 

cctccttggc aggatgggaa ccatccaacg ttcctgcctt gtggcagctt caatgactcg 1260 

agcggccg 1268 
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<210> 153 
<211> 411 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> artificial construct relating to Homo sapiens immunoglobulin 

<400> 153 

Met Gly Leu Ser Thr val Pro Asp Leu Leu Leu Pro Leu Val Leu Leu 
1 5 10 15 

Glu Leu Leu Val Gly Ile Tyr Pro Ser Gly Val Ile Gly Leu Val Pro 
20 25 30 

His Leu Gly Asp Arg Glu Lys Arg Asp Ser Val Cys Pro Gln Gly Lys 
35 40 45 

Tyr Ile His Pro Gln Asn Asn Ser Ile Cys Cys Thr Lys Cys His Lys 
50 55 60 

Gly Thr Tyr Leu Tyr Asn Asp Cys Pro Gly Pro Gly Gln Asp Thr Asp 
65 70 75 80 

Cys Arg Glu Cys Glu Ser Gly Ser Phe Thr Ala Ser Glu Asn His Leu 
85 90 95 

Arg His Cys Leu Ser Cys Ser Lys Cys Arg Lys Glu Met Gly Gln val 
100 105 110 

Glu Ile Ser Ser Cys Thr Val Asp Arg Asp Thr Val Cys Gly Cys Arg 
115 120 125 

Lys Asn Gln Tyr Arg His Tyr Trp Ser Glu Asn Leu Phe Gln Cys Phe 
130 135 140 

Asn cys Ser Leu cys Leu Asn Gly Thr val His Leu Ser Cys Gln Glu 
145 150 155 160 

Lys Gln Asn Thr val Cys Thr Cys His Ala Gly Phe Phe Leu Arg Glu 
165 170 175 

Asn Glu Cys Val Ser cys Ser Asn Cys Lys Lys ser Leu Glu Cys Thr 
180 185 190 

Lys Leu cys Leu Pro Gln Ile Glu Asn val Lys Gly Thr Glu Asp Ser 
195 200 205 

Gly Thr Thr Gly Cys Val ser Gly Asp Thr Ile Val met Thr Ser Gly 
210 215 220 

Gly Pro Arg Thr Val Ala Glu Leu Glu Gly Lys Pro Phe Thr Ala Leu 
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225 230 235 240 

Ile Arg Gly Ser Gly Tyr Pro Cys Pro Ser Gly Phe Phe Arg Thr Cys 
245 250 255 

Glu Arg Asp Val Tyr Asp Leu Arg Thr Arg Glu Gly His Cys Leu Arg 
260 265 270 

Leu Thr His Asp His Arg Val Leu val Met Asp Gly Gly Leu Glu Trp 
275 280 285 

Arg Ala Ala Gly Glu Leu Glu Arg Gly Asp Arg Leu Val Met Asp Asp 
290 295 300 

Ala Ala Gly Glu Phe Pro Ala Leu Ala Thr Phe Arg Gly Leu Arg Gly 
305 310 315 320 

Ala Gly Arg Gln Asp Val Tyr Asp Ala Thr Val Tyr Gly Ala Ser Ala 
325 330 335 

Phe Thr Ala Asn Gly Phe Ile val His Ala Cys Gly Glu Gln Pro Gly 
340 345 350 

Thr Gly Leu Asn Ser Gly Leu Thr Thr Asn Pro Gly Val ser Ala Trp 
355 360 365 

Gln Val Asn Thr Ala Tyr Thr Ala Gly Gin Leu Val Thr Tyr Asn Gly 
370 375 380 

Lys Thr Tyr Lys Cys Leu Gln Pro His Thr ser Leu Ala Gly Trp Glu 
385 390 395 400 

Pro Ser Asn Val Pro Ala Leu Trp Gln Leu Gln 
405 410 

<210> 	154 
<211> 	390 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	154 

Ile Tyr Pro Ser Gly Vai Ile Gly Leu Val Pro His Leu Gly Asp Arg 
1 	 5 10 15 

Glu Lys Arg Asp Ser Val Cys Pro Gln Gly Lys Tyr Ile His Pro Gln 
20 25 30 

Asn Asn Ser Ile Cys Cys Thr Lys Cys His Lys Gly Thr Tyr Leu Tyr 
35 40 45 
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Asn Asp Cys Pro Gly Pro Gly Gln Asp Thr Asp Cys Arg Glu Cys Glu 
50 55 60 

Ser Gly Ser Phe Thr Ala ser Glu Asn His Leu Arg His Cys Leu Ser 
65 70 75 80 

Cys Ser Lys Cys Arg Lys Glu Met Gly Gln Val Glu Ile ser Ser Cys 
85 90 95 

Thr Val Asp Arg Asp Thr Val Cys Gly Cys Arg Lys Asn Gln Tyr Arg 
100 105 110 

His Tyr Trp Ser Glu Asn Leu Phe Gln Cys Phe Asn Cys Ser Leu Cys 
115 120 125 

Leu Asn Gly Thr val His Leu Ser Cys Gln Glu Lys Gln Asn Thr Val 
130 135 140 

cys Thr cys His Ala Gly Phe Phe Leu Arg Glu Asn Glu Cys val Ser 
145 150 155 160 

Cys Ser Asn Cys Lys Lys Ser Leu Glu Cys Thr Lys Leu Cys Leu Pro 
165 170 175 

Gln Ile Glu Asn val Lys Gly Thr Glu Asp Ser Gly Thr Thr Gly Cys 
180 185 190 

val ser Gly Asp Thr Ile val Met Thr Ser Gly Gly Pro Arg Thr val 
195 200 205 

Ala Glu Leu Glu Gly Lys Pro Phe Thr Ala Leu Ile Arg Gly ser Gly 
210 215 220 

Tyr Pro Cys Pro Ser Gly Phe Phe Arg Thr Cys Glu Arg Asp val Tyr 
225 230 235 240 

Asp Leu Arg Thr Arg Glu Gly His Cys Leu Arg Leu Thr His Asp His 
245 250 255 

Arg val Leu Val Met Asp Gly Gly Leu Glu Trp Arg Ala Ala Gly Glu 
260 265 270 

Leu Glu Arg Gly Asp Arg Leu Val Met Asp Asp Ala Ala Gly Glu Phe 
275 280 285 

Pro Ala Leu Ala Thr Phe Arg Gly Leu Arg Gly Ala Gly Arg Gln Asp 
290 295 300 

Val Tyr Asp Ala Thr Val Tyr Gly Ala Ser Ala Phe Thr Ala Asn Gly 
305 310 315 320 

Phe Ile val His Ala Cys Gly Glu Gln Pro Gly Thr Gly Leu Asn Ser 
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325 330 335 

Gly Leu Thr Thr Asn Pro Gly Val Ser Ala Trp Gin Val Asn Thr Ala 
340 345 350 

Tyr Thr Ala Gly Gln Leu Val Thr Tyr Asn Gly Lys Thr Tyr Lys Cys 
355 	 360 365 

Leu Gin Pro His Thr Ser Leu Ala Gly Trp Glu Pro Ser Asn Val Pro 
370 	 375 380 

Ala Leu Trp Gln Leu Gln 
385 	 390 

<210> 	155 
<211> 	191 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> 	THIOLEST 
<222> 	(191)..(191) 
<223> 	glycine-thioester 

<400> 	155 

Ile Tyr Pro Ser Gly Val Ile Gly Leu Val Pro His Leu Gly Asp Arg 
1 	 5 10 15 

Glu Lys Arg Asp Ser val Cys Pro Gin Gly Lys Tyr Ile His Pro Gin 
20 25 30 

Asn Asn Ser Ile Cys Cys Thr Lys Cys His Lys Gly Thr Tyr Leu Tyr 
35 	 40 45 

Asn Asp Cys Pro Gly Pro Gly Gln Asp Thr Asp Cys Arg Glu Cys Glu 
50 	 55 60 

ser Gly ser Phe Thr Ala Ser Glu Asn His Leu Arg His Cys Leu Ser 
65 	 70 75 80 

Cys ser Lys Cys Arg Lys Glu Met Gly Gln Val Glu Ile Ser ser Cys 
85 90 95 

Thr val Asp Arg Asp Thr Val Cys Gly Cys Arg Lys Asn Gln Tyr Arg 
100 105 110 

His Tyr Trp Ser Glu Asn Leu Phe Gln Cys Phe Asn Cys Ser Leu Cys 
115 	 120 125 

Leu Asn Gly Thr val His Leu Ser Cys Gin Glu Lys Gln Asn Thr Val 
130 	 135 140 
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Cys Thr Cys His Ala Gly Phe Phe Leu Arg Glu Asn Glu Cys Val Ser 
145 	 150 155 160 

Cys Ser Asn Cys Lys Lys Ser Leu Glu Cys Thr Lys Leu Cys Leu Pro 
165 170 175 

Gln Ile Glu Asn val Lys Gly Thr Glu Asp Ser Gly Thr Thr Xaa 
180 185 190 

<210> 	156 
<211> 	192 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> 	MOD_RES 
<222> 	(192)—(192) 
<223> 	glycine-thioester 

<400> 	156 

Ile Tyr Pro Ser Gly Val Ile Gly Leu Val Pro His Leu Gly Asp Arg 
1 	 5 10 15 

Glu Lys Arg Asp Ser val Cys Pro Gln Gly Lys Tyr Ile His Pro Gln 
20 25 30 

Asn Asn Ser Ile Cys Cys Thr Lys Cys His Lys Gly Thr Tyr Leu -Tyr 
35 40 45 

Asn Asp Cys Pro Gly Pro Gly Gln Asp Thr Asp Cys Arg Glu Cys Glu 
50 	 55 60 

Ser Gly Ser Phe Thr Ala Ser Glu Asn His Leu Arg HiS cys Leu ser 
65 	 70 75 80 

Cys Ser Lys Cys Arg Lys Glu Met Gly Gln val Glu Ile Ser Ser Cys 
85 90 95 

Thr Val Asp Arg Asp Thr Val Cys Gly Cys Arg Lys Asn Gln Tyr Arg 
100 105 110 

HiS Tyr Trp Ser Glu Asn Leu Phe Gln cys Phe Asn Cys Ser Leu Cys 
115 120 125 

Leu Asn Gly Thr val His Leu Ser Cys Gln Glu Lys Gln Asn Thr val 
130 	 135 140 

Cys Thr Cys His Ala Gly Phe Phe Leu Arg Glu Asn Glu Cys val ser 
145 	 150 155 160 
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LLT abed 
ZSV 	<HZ> 
8ST 	<OW> 

EOVT 6DD 66D6e6Daae 61peD1.1D6p 

08E1 	D664611DD6 1DD116DupD D1eDDre666 1166PD6611 03133P3P33 DAPD61.116 

OZET 	1ppp1u16Dp 6peD66Dpe1 p1uDeD1661 1epDp666D6 1pp1p11D6p DeppeD1.66e 

09Z1 	D6611D6DD4 e161.661DD1 PeUDP67E74 DD66ED1DPU 61D166DDp6 66DDD6ED6p 

00ZT 	6D661.61rD6 DeDe1641eD 11D661ve1D 64DED21PD6 D6U1D6466) p11461Du1D 

OTT 	6Dp61e1116 1e66pDADD 661D6D6616 D61DD6616D D11DDeeD66 1DpD66DD11 

0801 	46p6D661D6 pD61p61p66 1p61664DD6 DDr6D66D6D ep661Dev61 666D6DD616 

OZOT 	D661pp663.D D661.661p66 1e61661Dza 616DDPD1p6 1paapp6111 6Dp11Db11e 

096 	D1666p616D pDp16D61D1 e61e1p46Dp 616DET63.61 DDPADD11D 11166e3133 

006 	336ZUDDDP1 366131D66D 6)11P613PD 6DDeD1.16DD eppD666p66 1pre61p661 

08 	61DpD6DDDD 666D663.6e1 De61er1614 eDDeDe61.66 DD1e16D616 66Dp6D661D 

08L 	eD6e666pp6 1AUDDDD3D 6eDDDD6663. EP3D31A4D 311DD1D3P3 6UPD31)61D 

OZL 	eD6e3D3eP6 PD34DERDA PADPDP)UU DDD1U6DPDE DD1.616pDa6 EDDDDEllpe 

099 	De16pD6666 EDDDD661P1 6P66D3DPDD 3DDILDED34 63PD61D16e D64E661eD6 

009 	upD61pp666 1DDD1PDD66 16616Der16 1D1P6eDyeD DDD66eD614 1e1p66DEDD 

OVS 	1eD11Dp6De DUEDD1)416 3e66663D3D 6161DDD6ep D61646616D p6pD1uppep 

08V 	617ep66PDD P6eDD6616D 66D1.1.36663 D7633616PP D6D61ADD6 D6361.61366 

on, 	DD616666p6 6eD6peD6e6 1D6D6D61De 1661D66DDD 66PD61DDPD 64D1PD6DDe 

ogE 	e5eope666D 1DpD61DD6e pD4Dppe661 66pDpe61D1 D6r1.61D6DD DaD66161D6 

00E 	e614D616e6 aDD416661D ee66aD1D6e DDDEDPIXDP D6pDp66p61 61DD4Dp616 

OVZ 	1616DDeDp6 6D1DDP6peD De161D11D1 6peepAleD veDD666DD6 D1D61eeep6 

08T 	eD61D63.61p 6PD1D6eDp6 epDp61e1Dp 1up6P6PD1D 66DD61PDED 6p666DDD6e 

OZT 	66DaDD6Du1 pppepellle 366166EDD3 6DD)611DD6 DuD6a66D61 D6661D1D6p 

09 	661Dp66D16 DD661D6D6D D6661D16DD 6D16DDD6D6 6aeD3P3D31 1ue611D6ep 
LSI 	<001> 

uungoi6ounww!. suaOes owoH ol 6upeiaJ 1DnJasuoD ippwaJp 	<£u> 
<OZZ> 

aDuanbas Lel-3!-441.1 V 	<ETZ> 
VNG 	<ZTZ> 

EOVT 	<TTZ> 
LSI 	<01Z> 

061 SST 	 08T 
Pex Aip Jul Jill AID  Jas dsv nip Jul AID ski Len usv nip air uip 

SZT OZT 	 S91 
oJd nal sAD nal sAl Jul sAD nip nal Jos ski ski sAD usv JDS SAD 



<212> PRT 
<213> Artificial Sequence 

<220> 
<223> artificial 	construct relating to Homo Sapiens immunoglobulin 

<400> 158 

met Ala Pro Val Ala Val Trp Ala Ala Leu Ala Val Gly Leu Glu Leu 
1 5 10 15 

Trp Ala Ala Ala His Ala Leu Pro Ala Gin Val Ala Phe Thr Pro Tyr 
20 25 30 

Ala Pro Glu Pro Gly Ser Thr Cys Arg Leu Arg Glu Tyr Tyr Asp Gin 
35 40 45 

Thr Ala Gln Met Cys Cys Ser Lys Cys Ser Pro Gly Gin His Ala Lys 
50 55 60 

Val Phe Cys Thr Lys Thr Ser Asp Thr val Cys Asp ser Cys Glu Asp 
65 70 75 80 

Ser Thr Tyr Thr Gin Leu Trp Asn Trp Val Pro Glu Cys Leu Ser Cys 
85 90 95 

Gly ser Arg Cys Ser Ser Asp Gin val Glu Thr Gln Ala Cys Thr Arg 
100 105 110 

Glu Gln Asn Arg Ile Cys Thr cys Arg Pro Gly Trp Tyr Cys Ala Leu 
115 120. 125 

Ser Lys Gln Glu Gly cys Arg Leu cys Ala Pro Leu Arg Lys Cys Arg 
130 135 140 

Pro Gly Phe Gly val Ala Arg Pro Gly Thr Glu Thr Ser Asp Val val 
145 150 155 160 

cys Lys Pro Cys Ala Pro Gly Thr Phe Ser Asn Thr Thr ser ser Thr 
165 170 175 

Asp Ile Cys Arg Pro His Gln Ile Cys Asn Val Val Ala Ile Pro Gly 
180 185 190 

Asn Ala Ser Met Asp Ala Val Cys Thr Ser Thr Ser Pro Thr Arg Ser 
195 200 205 

Met Ala Pro Gly Ala val His Leu Pro Gln Pro Val Ser Thr Arg Ser 
210 215 220 

Gin His Thr Gin Pro Thr Pro Glu Pro Ser Thr Ala Pro Ser Thr Ser 
225 230 235 240 

Phe Leu Leu Pro Met Gly Pro Ser Pro Pro Ala Glu Gly Ser Thr Gly 
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245 250 255 

Asp Gly Cys Val Ser Gly Asp Thr Ile val Met Thr ser Gly Gly Pro 
260 265 270 

Arg Thr Val Ala Glu Leu Glu Gly Lys Pro Phe Thr Ala Leu Ile Arg 
275 280 285 

Gly Ser Gly Tyr Pro Cys Pro Ser Gly Phe Phe Arg Thr Cys Glu Arg 
290 	 295 300 

Asp val Tyr Asp Leu Arg Thr Arg Glu Gly His Cys Leu Arg Leu Thr 
305 	 310 315 320 

His Asp His Arg Val Leu Val Met Asp Gly Gly Leu Glu Trp Arg Ala 
325 330 335 

Ala Gly Glu Leu Glu Arg Gly Asp Arg Leu Val met Asp Asp Ala Ala 
340 345 350 

Gly Glu Phe Pro Ala Leu Ala Thr Phe Arg Gly Leu Arg Gly Ala Gly 
355 360 365 

Arg Gln Asp val Tyr Asp Ala Thr Val Tyr Gly Ala Ser Ala Phe Thr 
370 	 375 380 

Ala Asn Gly Phe Ile Val His Ala Cys Gly Glu Gln Pro Gly Thr Gly 
385 	 390 395 400 

Leu Asn Ser Gly Leu Thr Thr Asn Pro Gly val ser Ala Trp Gln Val 
405 410 415 

Asn Thr Ala Tyr Thr Ala Gly Gln Leu Val Thr Tyr Asn Gly Lys Thr 
420 425 430 

Tyr Lys Cys Leu Gln Pro His Thr Ser Leu Ala Gly Trp Glu Pro Ser 
435 440 445 

Asn Val Pro Ala Leu Trp Gln Leu Gln 
450 	 455 

<210> 	159 
<211> 	435 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	159 

Leu Pro Ala Gln val Ala Phe Thr Pro Tyr Ala Pro Glu Pro Gly Ser 
1 	 5 10 15 
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Thr Cys Arg Leu Arg Glu Tyr Tyr Asp Gln Thr Ala Gln Met Cys Cys 
20 25 30 

Ser Lys Cys Ser Pro Giy Gin His Ala Lys Val Phe Cys Thr Lys Thr 
35 40 45 

Ser Asp Thr Val Cys Asp Ser Cys Glu Asp Ser Thr Tyr Thr Gln Leu 
50 55 60 

Trp Asn Trp Val Pro Glu Cys Leu Ser Cys Gly Ser Arg Cys Ser Ser 
65 70 75 80 

Asp Gln Val Glu Thr Gin Ala Cys Thr Arg Glu Gin Asn Arg Ile Cys 
85 90 95 

Thr Cys Arg Pro Gly Trp Tyr Cys Ala Leu Ser Lys Gin Glu Gly Cys 
100 105 110 

Arg Leu Cys Ala Pro Leu Arg Lys Cys Arg Pro Gly Phe Giy Val Ala 
115 120 125 

Arg Pro Gly Thr Glu Thr Ser Asp Val Val Cys Lys Pro Cys Ala Pro 
130 135 140 

Gly Thr Phe Ser Asn Thr Thr Ser Ser Thr Asp Ile Cys Arg Pro His 
145 150 155 160 

Gln Ile Cys Asn Val Val Ala Ile Pro Gly Asn Ala Ser Met Asp Ala 
165 170 175 

val Cys Thr Ser Thr ser Pro Thr Arg ser Met Ala Pro Gly Ala Val 
180 185 190 

His Leu Pro Gin Pro Val Ser Thr Arg ser Gln His Thr Gln Pro Thr 
195 200 205 

Pro Glu Pro Ser Thr Ala Pro Ser Thr Ser Phe Leu Leu Pro Met Gly 
210 215 220 

Pro Ser Pro Pro Ala Glu Gly Ser Thr Gly Asp Gly Cys Val Ser Gly 
225 230 235 240 

Asp Thr Ile val Met Thr Ser Gly Gly PrO Arg Thr Val Ala Glu Leu 
245 250 255 

Glu Gly Lys Pro Phe Thr Ala Leu Ile Arg Gly Ser Gly Tyr Pro Cys 
260 265 270 

Pro Ser Gly Phe Phe Arg Thr Cys Glu Arg Asp val Tyr Asp Leu Arg 
275 280 285 

Thr Arg Glu Giy His Cys Leu Arg Leu Thr His Asp His Arg val Leu 
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290 295 300 

Val Met Asp Gly Gly Leu Glu Trp Arg Ala Ala Gly Glu Leu Glu Arg 

305 	 310 315 320 

Gly Asp Arg Leu Val Met Asp Asp Ala Ala Gly Glu Phe Pro Ala Leu 
325 330 335 

Ala Thr Phe Arg Gly LeU Arg Gly Ala Gly Arg Gln Asp Val Tyr Asp 
340 345 350 

Ala Thr val Tyr Gly Ala Ser Ala Phe Thr Ala Asn Gly Phe Ile val 
355 360 365 

His Ala Cys Gly Glu Gln Pro Gly Thr Gly Leu Asn ser Gly Leu Thr 
370 375 380 

Thr Asn Pro Gly val Ser Ala Trp Gln val Asn Thr Ala Tyr Thr Ala 
385 	 390 395 400 

Gly Gln Leu Val Thr Tyr Asn Gly Lys Thr Tyr Lys Cys Leu Gln Pro 
405 410 415 

His Thr ser Leu Ala Gly Trp Glu Pro Ser Asn Val Pro Ala Leu Trp 
420 425 430 

Gln Leu Gin 
435 

<210> 	160 
<211> 	236 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> 	THIOLEST 
<222> 	(236)..(236) 
<223> 	giycine-thioester 

<400> 	160 

Leu Pro Ala Gln Val Ala Phe Thr Pro Tyr Ala Pro Glu Pro Gly Ser 
1 	 5 10 15 

Thr Cys Arg Leu Arg Glu Tyr Tyr Asp Gln Thr Ala Gln Met Cys Cys 
20 25 30 

Ser Lys Cys Ser Pro Gly Gln His Ala Lys Val Phe Cys Thr Lys Thr 
35 40 45 

Ser Asp Thr val Cys Asp Ser Cys Glu Asp Ser Thr Tyr Thr Gln Leu 
50 55 60 
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Trp Asn Trp Val Pro Glu Cys Leu Ser Cys Gly Ser Arg Cys Ser Ser 
65 70 75 80 

Asp Gln val Glu Thr Gln Ala Cys Thr Arg Glu Gin Asn Arg Ile Cys 
85 90 95 

Thr Cys Arg Pro Gly Trp Tyr Cys Ala Leu Ser Lys Gin Glu Gly Cys 
100 105 110 

Arg Leu Cys Ala Pro Leu Arg Lys Cys Arg Pro Gly Phe Gly Val Ala 
115 120 125 

Arg Pro Gly Thr Glu Thr Ser Asp val val Cys Lys Pro Cys Ala Pro 
130 135 140 

Gly Thr Phe Ser Asn Thr Thr Ser ser Thr Asp Ile Cys Arg Pro His 
145 150 155 160 

Gln Ile Cys Asn val Val Ala Ile Pro Gly Asn Ala Ser Met Asp Ala 
165 170 175 

val Cys Thr Ser Thr Ser Pro Thr Arg Ser Met Ala Pro Gly Ala Val 
180 185 190 

His Leu Pro Gln Pro Val Ser Thr Arg ser Gln His Thr Gin Pro Thr 
195 200 205 

Pro Glu Pro Ser Thr Ala Pro Ser Thr Ser Phe Leu Leu Pro Met Gly 
210 215 220 

Pro ser Pro Pro Ala Glu Gly Ser Thr Gly Asp Xaa 
225 230 235 

<210> 	161 
<211> 	237 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> 	MOD_RES 
<222> 	(237)..(237) 
<223> 	cysteine or selenocysteine 

<400> 	161 

Leu Pro Ala Gln Val Ala Phe Thr Pro Tyr Ala Pro Glu Pro Gly Ser 
1 	 5 10 15 

Thr Cys Arg Leu Arg Glu Tyr Tyr Asp Gln Thr Ala Gin Met Cys Cys 
20 25 30 

Page 182 



Ser Lys Cys Ser Pro Gly Gln His Ala Lys Val Phe Cys Thr Lys Thr 
35 	 40 	 45 

Ser Asp Thr Val Cys Asp Ser Cys Glu Asp Ser Thr Tyr Thr Gin Leu 
50 	 55 	 60 

Trp Asn Trp Val Pro Glu Cys Leu Ser Cys Gly Ser Arg Cys Ser Ser 
65 	 70 	 75 	 80 

Asp Gln Val Glu Thr Gin Ala Cys Thr Arg Glu Gln Asn Arg Ile Cys 
85 	 90 	 95 

Thr cys Arg Pro Gly Trp Tyr Cys Ala Leu Ser Lys Gin Glu Gly Cys 
100 	 105 	 110 

Arg Leu Cys Ala Pro Leu Arg Lys cys Arg Pro Gly Phe Gly val Ala 
115 	 120 	 125 

Arg Pro Gly Thr Glu Thr Ser Asp val Val Cys Lys Pro Cys Ala Pro 
130 	 135 	 140 

Gly Thr Phe Ser Asn Thr Thr Ser Ser Thr Asp Ile Cys Arg Pro His 
145 	 150 	 155 	 160 

Gln Ile Cys Asn Val Val Ala Ile Pro Gly Asn Ala Ser Met Asp Ala 
165 	 170 	 175 

Val Cys Thr Ser Thr Ser Pro Thr Arg Ser Met Ala Pro Gly Ala val 
180 	 185 	 190 

His Leu Pro Gln Pro Val Ser Thr Arg Ser Gln His Thr Gln Pro Thr 
195 	 200 	 205 

Pro Glu Pro Ser Thr Ala Pro Ser Thr Ser Phe Leu Leu Pro Met Gly 
210 	 215 	 220 

Pro Ser Pro Pro Ala Glu Gly Ser Thr Gly Asp Gly Xaa 
225 	 230 	 235 

<210> 	162 
<211> 	1499 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	162 
aagcttgaat tcccaccatg gcgcccgtcg ccgtctgggc cgcgctggcc gtcggactgg 60 

agctctgggc tgcggcgcac gccttgcccg cccaggtggc atttacaccc tacgccccgg 120 

agcccgggag cacatgccgg ctcagagaat actatgacca gacagctcag atgtgctgca 180 

gcaaatgctc gccgggccaa catgcaaaag tcttctgtac caagacctcg gacaccgtgt 240 
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gtgactcctg tgaggacagc acatacaccc agctctggaa ctgggttccc gagtgcttga 300 

gctgtggctc ccgctgtagc tctgaccagg tggaaactca agcctgcact cgggaacaga 360 

accgcatctg cacctgcagg cccggctggt actgcgcgct gagcaagcag gaggggtgcc 420 

ggctgtgcgc gccgctgcgc aagtgccgcc cgggcttcgg cgtggccaga ccaggaactg 480 

aaacatcaga cgtggtgtgc aagccctgtg ccccggggac gttctccaac acgacttcat 540 

ccacggatat ttgcaggccc caccagatct gtaacgtggt ggccatccct gggaatgcaa 600 

gcatggatgc agtctgcacg tccacgtccc ccacccggag tatggcccca ggggcagtac 660 

acttacccca gccagtgtcc acacgatccc aacacacgca gccaactcca gaacccagca 720 

ctgctccaag cacctccttc ctgctcccaa tgggccccag ccccccagct gaagggagca 780 

ctggcgacga gcccaaatct tgtgacaaaa ctcacacatg cccaccgtgc ccagcacctg 840 

aactcctggg ggggccctca gtcttcctct tccccccaaa acccaaggac accctcatga 900 

tctcccggac ccctgaggtc acatgcgtgg tggtggacgt gagccacgaa gaccctgagg 960 

tcaagttcaa ctggtacgtg gacggcgtgg aggtgcataa tgccaagaca aagccgcggg 1020 

aggagcagta caacagcacg taccgtgtgg tcagcgtcct caccgtcctg caccaggact 1080 

ggctgaatgg caaggagtac aagtgcaagg tctccaacaa agccctccca gcccccatcg 1140 

agaaaaccat ctccaaagcc aaagggcagc cccgagaacc acaggtgtac accctgcccc 1200 

catcccggga tgagctgacc aagaaccagg tcagcctgac ctgcctggtc aaaggcttct 1260 

atcccagcga catcgccgtg gagtgggaga gcaatgggca gccggagaac aactacaaga 1320 

ccacgcctcc cgtgctggac tccgacggct ccttcttcct ctacagcaag ctcaccgtgg 1380 

acaagagcag gtggcagcag gggaacgtct tctcatgctc cgtgatgcat gaggctctgc 1440 

acaaccacta cacgcagaag agcctctccc tgtctccggg taaatgactc gagcggccg 1499 

<210> 	163 
<211> 	489 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	163 

met Ala Pro val Ala val Trp Ala Ala Leu Ala Val Gly Leu Glu Leu 
1 	 5 	 10 	 15 

Trp Ala Ala Ala His Ala Leu Pro Ala Gln Val Ala Phe Thr Pro Tyr 
20 	 25 	 30 

Ala Pro Glu Pro Gly Ser Thr Cys Arg Leu Arg Glu Tyr Tyr Asp Gln 
35 	 40 	 45 

Thr Ala Gln Met Cys Cys Ser Lys Cys Ser Pro Gly Gln His Ala Lys 
50 	 55 	 60 
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Val Phe cys Thr Lys Thr Ser Asp Thr Val Cys Asp Ser Cys Glu Asp 
65 70 75 80 

Ser Thr Tyr Thr Gln Leu Trp Asn Trp Val Pro Glu Cys Leu Ser Cys 
85 90 95 

Gly Ser Arg Cys Ser Ser Asp Gln Val Glu Thr Gln Ala Cys Thr Arg 
100 105 110 

Glu Gln Asn Arg Ile Cys Thr Cys Arg Pro Gly Trp Tyr Cys Ala Leu 
115 120 125 

Ser Lys Gln Glu Gly Cys Arg Leu Cys Ala Pro Leu Arg Lys Cys Arg 
130 135 140 

Pro Gly Phe Gly Val Ala Arg Pro Gly Thr Glu Thr ser Asp val val 
145 150 155 160 

Cys Lys Pro Cys Ala Pro Gly Thr Phe Ser Asn Thr Thr Ser Ser Thr 
165 170 175 

Asp Ile Cys Arg Pro His Gln Ile Cys Asn val val Ala Ile Pro Gly 
180 185 190 

Asn Ala Ser Met Asp Ala val Cys Thr Ser Thr Ser Pro Thr Arg Ser 
195 200 205 

met Ala Pro Gly Ala Val His Leu Pro Gln Pro val ser Thr Arg Ser 
210 215 -• 220- 

Gln His Thr Gln Pro Thr Pro Glu Pro Ser Thr Ala PrO ser Thr Ser 
225 230 235 240 

Phe Leu Leu Pro Met Gly Pro ser Pro Pro Ala Glu Gly ser Thr Gly 
245 250 255 

Asp Glu Pro Lys Ser cys Asp Lys Thr His Thr Cys Pro Pro Cys Pro 
260 265 270 

Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys 
275 280 285 

Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr cys val 
290 295 300 

val val Asp val Ser His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr 
305 310 315 320 

val Asp Gly val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu 
325 330 335 
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Gln Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val Leu His 
340 345 350 

Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys 
355 360 365 

Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln 
370 375 380 

Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu 
385 390 395 400 

Thr Lys Asn Gln Val Ser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro 
405 410 415 

Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn 
420 425 430 

Tyr Lys Thr Thr Pro Pro Val Leu ASp Ser Asp Gly Ser Phe Phe Leu 
435 440 445 

Tyr Ser Lys Leu Thr val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val 
450 455 460 

Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln 
465 470 475 480 

Lys Ser Leu Ser Leu Ser Pro Gly Lys 
485 

<210> 	164 
<211> 	467 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	164 

Leu Pro Ala Gln Val Ala Phe Thr Pro Tyr Ala Pro Glu Pro Gly Ser 
1 	 5 10 15 

Thr Cys Arg Leu Arg Glu Tyr Tyr Asp Gin Thr Ala Gin Met Cys Cys 
20 25 30 

Ser Lys Cys ser Pro Gly Gln His Ala Lys val Phe Cys Thr Lys Thr 
35 40 45 

Ser Asp Thr Val Cys Asp Ser Cys Glu Asp Ser Thr Tyr Thr Gln Leu 
50 55 60 

Trp Asn Trp val Pro Glu Cys Leu Ser Cys Gly Ser Arg Cys ser ser 
65 70 75 80 
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Asp Gln Val Glu Thr Gln Ala Cys Thr Arg Glu Gln Asn Arg Ile Cys 
85 90 95 

Thr Cys Arg Pro Gly Trp Tyr Cys Ala Leu Ser Lys Gln Glu Gly Cys 
100 105 110 

Arg Leu Cys Ala Pro Leu Arg Lys Cys Arg Pro Gly Phe Gly Val Ala 
115 120 125 

Arg Pro Gly Thr Glu Thr Ser Asp Val Val Cys Lys Pro Cys Ala Pro 
130 135 140 

Gly Thr Phe Ser Asn Thr Thr Ser Ser Thr Asp Ile Cys Arg Pro His 
145 150 155 160 

Gln Ile Cys Asn Val Val Ala Ile Pro Gly Asn Ala ser Met Asp Ala 
165 170 175 

val Cys Thr Ser Thr Ser Pro Thr Arg Ser Met Ala Pro Gly Ala val 
180 185 190 

His Leu Pro Gln Pro Val Ser Thr Arg Ser Gln His Thr Gln Pro Thr 
195 200 205 

Pro Glu Pro Ser Thr Ala Pro Ser Thr Ser Phe Leu Leu Pro Met Gly 
210 215 220 

Pro 
225 

Ser Pro Pro Ala Glu 
230 

Gly Ser Thr Gly Asp,  
235 

Glu Pro Lys Ser Cys 
240 

Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly 
245 250 255 

Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met 
260 265 270 

Ile ser Arg Thr Pro Glu Val Thr Cys Val val val Asp val Ser His 
275 280 285 

Glu Asp Pro Glu Val Lys Phe Asn Trp Tyr val Asp Gly Val Glu val 
290 295 300 

His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn ser Thr Tyr 
305 310 315 320 

Arg Val Val Ser Val Leu Thr Val Leu His Gln Asp Trp Leu Asn Gly 
325 330 335 

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile 
340 345 350 
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Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val 
355 	 360 	 365 

Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn Gln Val Ser 
370 	 375 	 380 

Leu Thr Cys Leu Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu 
385 	 390 	 395 	 400 

Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro 
405 	 410 	 415 

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val 
420 	 425 	 430 

Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met 
435 	 440 	 445 

HiS Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser 
450 	 455 	 460 

Pro Gly Lys 
465 

<210> 	165 
<211> 	2906 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	165 
aagcttgaat tcccaccatg gtcagctact gggacaccgg ggtcctgctg tgcgcgctgc 60 

tcagctgtct gcttctcaca ggatctagtt caggttcaaa attaaaagat cctgaactga 120 

gtttaaaagg cacccagcac atcatgcaag caggccagac actgcatctc caatgcaggg 180 

gggaagcagc ccataaatgg tctttgcctg aaatggtgag taaggaaagc gaaaggctga 240 

gcataactaa atctgcctgt ggaagaaatg gcaaacaatt ctgcagtact ttaaccttga 300 

acacagctca agcaaaccac actggcttct acagctgcaa atatctagct gtacctactt 360 

caaagaagaa ggaaacagaa tctgcaatct atatatttat tagtgataca ggtagacctt 420 

tcgtagagat gtacagtgaa atccccgaaa ttatacacat gactgaagga agggagctcg 480 

tcattccctg ccgggttacg tcacctaaca tcactgttac tttaaaaaag tttccacttg 540 

acactttgat ccctgatgga aaacgcataa tctgggacag tagaaagggc ttcatcatat 600 

caaatgcaac gtacaaagaa atagggcttc tgacctgtga agcaacagtc aatgggcatt 660 

tgtataagac aaactatctc acacatcgac aaaccaatac aatcatagat gtccaaataa 720 

gcacaccacg cccagtcaaa ttacttagag gccatactct tgtcctcaat tgtactgcta 780 

ccactccctt gaacacgaga gttcaaatga cctggagtta ccctgatgaa aaaaataaga 840 
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681 aftd 
9062 633663 6u6a1ae61e ea11a6ea66 

ogsz 	1611336133 116aueaale apee6661e6 6ea6611aa1 DDEDVDDDD6 ea61.1461re 

OZ8Z 	V1e167U6EP 366DET1V1U DPD16611EV ae666a61ae 4e1136PDPD PeD1662366 

09LZ 	1136a31e16 1661aa1eee au6aea1aa6 6ea1aev61a 166x. 6663 aa6ea6e6a6 

OOLZ 	6161ea6aea ea611ua11a 661ee1a61a ra11ea6a6P 1a6166au11 161peaa6au 

Ot9Z 	61e11161e6 6eaa6aa661 3636616361 3366463311 apeea661ae 366331116e 

ogsz 	6a661a6ea6 1e61e661e6 1661pp6aae 6a66a6aer6 63aeu61.666 3633616366 

OZSZ 	1ee661aa66 4661e661e6 1661311616 apealubara aae61116ae 11a611ea16 

osvz 	66e616aeae 16a61a1e61 ele16ae616 aer6161aav abaalapaaa 66ea1aaaa6 

00tZ 	avaaau1a66 1313663631 1V613PD603 VD116DDPV1 D666P661DP u61a66161a 

OtEZ 	ea6aaaa666 a6616e1ae6 1re1611eaa eau6166aa1 e16a616666 e661a1ePap 

08ZZ 	16Pe3e66a1 33EP66eP31 abapppappv 1ea6ep116e re66164a13 666ee6eaap 

ozu 	UDDEDAVET 361DVD1P1D 16166re61e 66e6eu6epe a16e6ree61 1e11161a6a 

0912 	ea6ea6ee66 eaae66elaa 1ealee661a a6e6uraepa elVVRVDPDD eepepeeell 

00Tz 	16611aualp 6ealaa6e6a 333161661u e1a61ra161 aeftaaapea aeaa116ea6 

OtOZ 	ra1eaa6616 EDPDVD1P61 6VD1D3PEP6 761)3133n PDDVD6UP66 eale6e6ua1 

0861 	eeaellere6 eve6ee6Eaa laaleue6ee 6666eyeael P16lee66Pa a6e6ra61ao 

0Z6T 	61P1apea66 ealle6rea6 laaa11161e efileaarape 11D1re1131 DPD1V331De 

098T 	a6u66eelar DarDa661pp eerea6eea6 elaraftael 3ea61eu3re 6eare1uP14 

008T 	6eae66a61a E1111E6611 ar116ae6e6 VDEle11311 6euaeu116e aea611a161 

°PIT 	peee61aae6 6e6e66ee66 au6aa61eet. eee6611aue 1163ua1116 661eeepa6a 

0891 	61e6eaualP aPlallabea leaeee6ee6 66161ae666 lafteeauea plaa6eleo6 

0Z91 	111UDP1D1U P661)111PP 6E1313E613 6616116611 apea6e1a66 1e6re1re6E 

09ST 	ee66ue6ele e1vea661ra 6a6ealaeal ea6e6e611e u6raeue666 1PDPV36VDP 

00ST 	61a61e661a a1el11aa16 e6Ee61ue1e e331161111 ae616166eu a6Ee6aalle 

OtPT 	D1UP1P33ET 161)333E06 613116616E VD1VVDV13) VP313331P1 661E1eD6DD 

HET 	V16113e610 31PEEDE6ED 6ea6663pea ape131a1a6 6DDDP6PD31 116D1eD161 

OZET 	6aa66epre6 DP111e6EDD apeee616au ea1611ee13 1DP,3613eD laapeeeell 

09ZT 	46161uPea1 6P3PEVV1P) 6e61)61131 veauaralee 666ea61P66 efteolaeul 

00ZT 	63V66PPD1e 11eu116Dap e136616310 u6411e1363 1D6133epu6 p613e6D61D 

WET 	aea16661e6 eree11661e 1.6116ee66a 3631333111 ea66ee616e re64e1p1al 

OROT 	D66DDe11pl 6636eea661 aftabaaeue 61136166Pa 6raueee6o1 eavee616la 

0Z0T 	Pp1u311ea6 veele61p1e 1p1e3616ea 133PDPU116 1D1VVPD11P 31eaae6616 

096 	E66eP16163 z6lapele11 13e66ereae 6ereare6E3 61euee3e61 aelaulaala 

006 	616eana11 V1PDPEDD61 P33D11PVD6 eveaae611u e6ae6a66Pe 16aa13a6e6 



<210> 166 
<211> 958 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> artificial construct relating to Homo sapiens immunoglobulin 

<400> 166 

Met Val Ser Tyr Trp Asp Thr Gly Val Leu Leu Cys Ala Leu Leu Ser 
1 5 10 15 

Cys Leu Leu Leu Thr Gly Ser Ser Ser Gly Ser Lys Leu Lys Asp Pro 
20 25 30 

Glu Leu Ser Leu Lys Gly Thr Gin His Ile Met Gin Ala Gly Gln Thr 
35 40 45 

Leu His Leu Gln Cys Arg Gly Giu Ala Ala His Lys Trp Ser Leu Pro 
50 55 60 

Glu Met Val Ser Lys Glu Ser Glu Arg Leu Ser Ile Thr Lys Ser Ala 
65 70 75 80 

Cys Gly Arg Asn Gly Lys Gin Phe Cys ser Thr Leu Thr Leu Asn Thr 
85 90 95 

Ala Gin Ala Asn His Thr Gly Phe Tyr Ser Cys Lys Tyr Leu Ala Val 
100 105 110 

Pro Thr ser Lys Lys Lys Glu Thr Glu ser Ala Ile Tyr Ile Phe Ile 
115 120 125 

Ser Asp Thr Gly Arg Pro Phe val Glu Met Tyr Ser Glu Ile Pro Glu 
130 135 140 

Ile Ile His Met Thr Glu Gly Arg Glu Leu Val Ile Pro Cys Arg Val 
145 150 155 160 

Thr ser Pro Asn Ile Thr Val Thr Leu Lys Lys Phe Pro Leu Asp Thr 
165 170 175 

Leu Ile Pro Asp Gly Lys Arg Ile Ile Trp Asp Ser Arg Lys Gly Phe 
180 185 190 

Ile Ile Ser Asn Ala Thr Tyr Lys Giu Ile Gly Leu Leu Thr Cys Glu 
195 200 205 

Ala Thr Val Asn Gly His Leu Tyr Lys Thr Asn Tyr Leu Thr His Arg 
210 215 220 

Gin Thr Asn Thr Ile Ile Asp val Gin Ile Ser Thr Pro Arg Pro val 
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225 230 235 240 

Lys Leu Leu Arg Gly His Thr Leu Val Leu Asn Cys Thr Ala Thr Thr 
245 250 255 

Pro Leu Asn Thr Arg Val Gln Met Thr Trp. Ser Tyr Pro Asp Glu Lys 
260 265 270 

Asn Lys Arg Ala Ser val Arg Arg Arg Ile Asp Gln Ser Asn Ser His 
275 280 285 

Ala Asn Ile Phe Tyr Ser Val Leu Thr Ile Asp Lys Met Gln Asn Lys 
290 295 300 

Asp Lys Gly Leu Tyr Thr Cys Arg Val Arg Ser Gly Pro Ser Phe Lys 
305 310 315 320 

Ser val Asn Thr Ser Val His Ile Tyr Asp Lys Ala Phe Ile Thr val 
325 330 335 

Lys His Arg Lys Gln Gln val Leu Glu Thr Val Ala Gly Lys Arg Ser 
340 345 350 

Tyr Arg Leu Ser Met Lys Val Lys Ala Phe Pro Ser Pro Glu Val Val 
355 360 365 

Trp Leu Lys Asp Gly Leu Pro Ala Thr Glu Lys ser Ala Arg Tyr Leu 
370 375 380 

Thr Arg Gly Tyr ser Leu Ile Ile Lys Asp Val Thr Glu Glu Asp Ala 
385 390 395 400 

Gly Asn Tyr Thr Ile Leu Leu Ser Ile Lys Gln Ser Asn Val Phe Lys 
405 410 415 

Asn Leu Thr Ala Thr Leu Ile Val Asn val Lys Pro Gln Ile Tyr Glu 
420 425 430 

Lys Ala Val Ser ser Phe Pro Asp Pro Ala Leu Tyr Pro Leu Gly Ser 
435 440 445 

Arg Gln Ile Leu Thr cys Thr Ala Tyr Gly Ile Pro Gln Pro Thr Ile 
450 455 460 

Lys Trp Phe Trp His Pro Cys Asn His Asn His Ser Glu Ala Arg Cys 
465 470 475 480 

Asp Phe Cys Ser Asn Asn Glu Glu Ser Phe Ile Leu Asp Ala Asp Ser 
485 490 495 

Asn Met Gly Asn Arg Ile Glu ser Ile Thr Gln Arg met Ala Ile Ile 
500 505 510 
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Glu Gly Lys Asn Lys Met Ala Ser Thr Leu Val Val Ala Asp Ser Arg 
515 520 525 

Ile Ser Gly Ile Tyr Ile Cys Ile Ala Ser Asn Lys Val Gly Thr Val 
530 535. 540 

Gly Arg Asn Ile Ser Phe Tyr Ile Thr Asp Val Pro Asn Gly Phe His 
545 550 555 560 

Val Asn Leu Glu Lys Met Pro Thr Glu Gly Glu Asp Leu Lys Leu Ser 
565 570 575 

Cys Thr Val Asn Lys Phe Leu Tyr Arg Asp Val Thr Trp Ile Leu Leu 
580 585 590 

Arg Thr Val Asn Asn Arg Thr Met His Tyr Ser Ile Ser Lys Gln Lys 
595 600 605 

Met Ala Ile Thr Lys Glu His Ser Ile Thr Leu Asn Leu Thr Ile Met 
610 615 620 

Asn Val Ser Leu Gln Asp Ser Gly Thr Tyr Ala Cys Arg Ala Arg Asn 
625 630 635 640 

val Tyr Thr Gly Glu Glu Ile Leu Gln Lys Lys Glu Ile Thr Ile Arg 
645 650 655 

Asp Gin Glu Ala Pro Tyr Leu Leu Arg Asn Leu Ser Asp His Thr val 
660 665 670 

Ala Ile Ser Ser Ser Thr Thr Leu Asp Cys His Ala Asn Gly Val Pro 
675 680 685 

Glu Pro Gln Ile Thr Trp Phe Lys Asn Asn His Lys Ile Gln Gln Glu 
690 695 700 

Pro Gly Ile Ile Leu Gly Pro Gly Ser Ser Thr Leu Phe Ile Glu Arg 
705 710 715 720 

Val Thr Glu Glu Asp Glu Gly val Tyr His Cys Lys Ala Thr Asn Gln 
725 730 735 

Lys Gly Ser Val Glu Ser Ser Ala Tyr Leu Thr Val Gln Gly Thr Ser 
740 745 750 

Asp Lys Ser Asn Leu Glu Gly Cys Val Ser Gly Asp Thr Ile Val Met 
755 760 765 

Thr Ser Gly Gly Pro Arg Thr val Ala Glu Leu Glu Gly Lys Pro Phe 
770 775 780 
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Thr Ala Leu Ile Arg Gly Ser Gly Tyr Pro Cys Pro Ser Gly Phe Phe 
785 790 795 800 

Arg Thr Cys Glu Arg Asp Val Tyr Asp Leu Arg Thr Arg Glu Gly His 
805 810 815 

Cys Leu Arg Leu Thr His Asp His Arg Val Leu Val Met Asp Gly Gly 
820 825 830 

Leu Glu Trp Arg Ala Ala Gly Glu Leu Glu Arg Gly Asp Arg Leu Val 
835 840 845 

Met Asp Asp Ala Ala Gly Glu Phe Pro Ala Leu Ala Thr Phe Arg Gly 
850 855 860 

Leu Arg Gly Ala Gly Arg Gin Asp Val Tyr Asp Ala Thr Val Tyr Gly 
865 870 875 880 

Ala Ser Ala Phe Thr Ala Asn Gly Phe Ile val His Ala Cys Gly Glu 
885 890 895 

Gin Pro Gly Thr Gly Leu Asn Ser Gly Leu Thr Thr Asn Pro Gly Val 
900 905 910 

Ser Ala Trp Gln val Asn Thr Ala Tyr Thr Ala Gly Gln Leu Val Thr 
915 920 925 

Tyr Asn Gly Lys Thr Tyr Lys Cys Leu Gln Pro His Thr Ser Leu Ala 
930.  935" 940 

Gly Trp Glu Pro Ser Asn Val Pro Ala Leu Trp Gln Leu Gln 
945 950 955 

<210> 	167 
<211> 	932 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial 	construct relating to Homo Sapiens immunoglobulin 

<400> 	167 

Ser Lys Leu Lys Asp Pro Glu Leu Ser Leu Lys Gly Thr Gln His Ile 
1 	 5 10 15 

Met Gln Ala Gly Gln Thr Leu His Leu Gln Cys Arg Gly Glu Ala Ala 
20 25 30 

His Lys Trp Ser Leu Pro Glu Met Val Ser Lys Glu Ser Glu Arg Leu 
35 40 45 

Ser Ile Thr Lys Ser Ala Cys Gly Arg Asn Gly Lys Gln Phe Cys Ser 
50 55 60 
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Thr Leu Thr Leu Asn Thr Ala Gln Ala Asn His Thr Gly Phe Tyr Ser 
65 70 75 80 

Cys Lys Tyr Leu Ala Val Pro Thr Ser Lys Lys Lys Glu Thr Glu Ser 
85 90 95 

Ala Ile Tyr Ile Phe ile Ser Asp Thr Gly Arg Pro Phe Val Glu met 
100 105 110 

Tyr Ser Glu Ile Pro Glu Ile Ile His Met Thr Glu Gly Arg Glu Leu 
115 120 125 

Val Ile Pro Cys Arg Val Thr Ser Pro Asn Ile Thr val Thr Leu Lys 
130 135 140 

Lys Phe Pro Leu Asp Thr Leu Ile Pro Asp Gly Lys Arg Ile Ile Trp 
145 150 155 160 

Asp Ser Arg Lys Gly Phe Ile Ile ser Asn Ala Thr Tyr Lys Glu Ile 
165 170 175 

Gly Leu Leu Thr Cys Glu Ala Thr Val Asn Gly His Leu Tyr Lys Thr 
180 185 190 

Asn Tyr Leu Thr His Arg Gln Thr Asn Thr Ile Ile Asp val Gin Ile 
195 200 205 

Ser Thr Pro Arg Pro val Lys Leu Leu Arg Gly His Thr Leu Val Leu 
210 215 220 

Asn Cys Thr Ala Thr Thr Pro Leu Asn Thr Arg Val Gln Met Thr Trp 
225 230 235 240 

Ser Tyr Pro Asp Glu Lys Asn Lys Arg Ala Ser Val Arg Arg Arg Ile 
245 250 255 

Asp Gln ser Asn Ser His Ala Asn Ile Phe Tyr Ser Val Leu Thr Ile 
260 265 270 

Asp Lys Met Gln Asn Lys Asp Lys Gly Leu Tyr Thr Cys Arg Val Arg 
275 280 285 

Ser Gly Pro Ser Phe Lys ser Val Asn Thr Ser Val His Ile Tyr Asp 
290 295 300 

Lys Ala Phe Ile Thr val Lys His Arg Lys Gln Gln val Leu Glu Thr 
305 310 315 320 

Val Ala Gly Lys Arg Ser Tyr Arg Leu Ser Met Lys val Lys Ala Phe 
325 330 335 
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Pro Ser Pro Glu Val Val Trp Leu Lys Asp Gly Leu Pro Ala Thr Glu 
340 345 350 

Lys Ser Ala Arg Tyr Leu Thr Arg Gly Tyr Ser Leu Ile Ile Lys Asp 
355 360 365 

val Thr Glu Glu Asp Ala Gly Asn Tyr Thr Ile Leu Leu Ser Ile Lys 
370 375 380 

Gln Ser Asn Val Phe Lys Asn Leu Thr Ala Thr Leu Ile Val Asn val 
385 390 395 400 

Lys Pro Gin Ile Tyr Glu Lys Ala Val ser Ser Phe Pro Asp Pro Ala 
405 410 415 

Leu Tyr Pro Leu Gly Ser Arg Gin Ile Leu Thr Cys Thr Ala Tyr Gly 
420 425 430 

Ile Pro Gln Pro Thr Ile Lys Trp Phe Trp His Pro Cys Asn His Asn 
435 440 445 

His Ser Glu Ala Arg Cys Asp Phe Cys Ser Asn Asn Glu Giu Ser Phe 
450 455 460 

Ile Leu Asp Ala Asp Ser Asn Met Gly Asn Arg Ile Glu Ser Ile Thr 
465 470 475 480 

Gln Arg Met Ala Ile Ile Glu Gly Lys Asn Lys Met Ala Ser Thr Leu 
485 490 495 

val val Ala Asp Ser Arg Ile Ser Gly Ile Tyr Ile Cys Ile Ala ser 
500 505 510 

Asn Lys Val Gly Thr val Gly Arg Asn Ile Ser Phe Tyr Ile Thr Asp 
515 520 525 

val Pro Asn Gly Phe His val Asn Leu Glu Lys Met Pro Thr Glu Gly 
530 535 540 

Glu Asp Leu Lys Leu Ser Cys Thr Val Asn Lys Phe Leu Tyr Arg Asp 
545 550 555 560 

val Thr Trp Ile Leu Leu Arg Thr Val Asn Asn Arg Thr Met His Tyr 
565 570 575 

Ser Ile Ser Lys Gln Lys Met Ala Ile Thr Lys Glu His Ser Ile Thr 
580 585 590 

Leu Asn Leu Thr Ile Met Asn Val Ser Leu Gln Asp Ser Gly Thr Tyr 
595 600 605 
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Ala Cys Arg Ala Arg Asn Val Tyr Thr Gly Glu Glu Ile Leu Gin Lys 
610 615 620 

Lys Glu Ile Thr Ile Arg Asp Gln Glu Ala Pro Tyr Leu Leu Arg Asn 
625 630 635 640 

Leu Ser Asp His Thr val Ala Ile Ser Ser Ser Thr Thr Leu Asp Cys 
645 650 655 

His Ala Asn Gly val Pro Glu Pro Gin Ile Thr Trp Phe Lys Asn Asn 
660 665 670 

His Lys Ile Gln Gln Glu Pro Gly Ile Ile Leu Gly Pro Gly Ser Ser 
675 680 685 

Thr Leu Phe Ile Glu Arg Val Thr Glu Glu Asp Glu Gly Val Tyr His 
690 695 700 

Cys Lys Ala Thr Asn Gln Lys Gly Ser Val Glu Ser Ser Ala Tyr Leu 
705 710 715 720 

Thr val Gln Gly Thr Ser Asp Lys Ser Asn Leu Glu Gly Cys val Ser 
725 730 735 

Gly Asp Thr Ile Val Met Thr Ser Gly Gly Pro Arg Thr Val Ala Glu 
740 745 750 

Leu Glu Gly Lys Pro Phe Thr Ala Leu Ile Arg Gly Ser Gly Tyr Pro 
755 760 765 

Cys Pro ser Gly Phe Phe Arg Thr Cys Glu Arg Asp Val Tyr Asp Leu 
770 775 780 

Arg Thr Arg Glu Gly His Cys Leu Arg Leu Thr His Asp His Arg val 
785 790 795 800 

Leu val Met Asp Gly Gly Leu Glu Trp Arg Ala Ala Gly Glu Leu Glu 
805 810 815 

Arg Gly Asp Arg Leu val Met Asp Asp Ala Ala Gly Glu Phe Pro Ala 
820 825 830 

Leu Ala Thr Phe Arg Gly Leu Arg Gly Ala Gly Arg Gln Asp Val Tyr 
835 840 845 

Asp Ala Thr Val Tyr Gly Ala Ser Ala Phe Thr Ala Asn Gly Phe Ile 
850 855 860 

val His Ala Cys Gly Glu Gln Pro Gly Thr Gly Leu Asn Ser Gly Leu 
865 870 875 880 

Thr Thr Asn Pro Gly val Ser Ala Trp Gln Val Asn Thr Ala Tyr Thr 
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885 890 895 

Ala Gly Gln Leu val Thr Tyr Asn Gly Lys Thr Tyr Lys Cys Leu Gln 
900 905 910 

Pro His Thr Ser Leu Ala Gly Trp Glu Pro Ser Asn Val Pro Ala Leu 
915 920 925 

Trp Gln Leu Gln 
930 

<210> 168 
<211> 733 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> THIOLEST 
<222> 
<223> 

(733)..(733) 
glycine-thioester 

<400> 168 

Ser Lys Leu Lys Asp Pro Glu Leu Ser Leu Lys Gly Thr Gln His Ile 
1 5 10 15 

Met Gln Ala Gly Gln Thr Leu His Leu Gln Cys Arg Gly Glu Ala Ala 
20 25 30 

His Lys Trp Ser Leu Pro Glu Met Val Ser Lys Glu ser Glu Arg Leu 
35 40 45 

Ser Ile Thr Lys Ser Ala Cys Gly Arg Asn Gly Lys Gln Phe Cys ser 
50 55 60 

Thr Leu Thr Leu Asn Thr Ala Gln Ala Asn His Thr Gly Phe Tyr Ser 
65 70 75 80 

Cys Lys Tyr Leu Ala Val Pro Thr Ser Lys Lys Lys Glu Thr Glu Ser 
85 90 95 

Ala Ile Tyr Ile Phe Ile Ser Asp Thr Gly Arg Pro Phe Val Glu Met 
100 105 110 

Tyr Ser Glu Ile Pro Glu Ile Ile His Met Thr Glu Gly Arg Glu Leu 
115 120 125 

Val Ile Pro Cys Arg val Thr Ser Pro Asn Ile Thr val Thr Leu Lys 
130 135 140 

Lys Phe Pro LeU Asp Thr Leu Ile Pro Asp Gly Lys Arg Ile Ile Trp 
145 150 155 160 
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Asp Ser Arg Lys Gly Phe Ile Ile Ser Asn Ala Thr Tyr Lys Glu Ile 
165 170 175 

Gly Leu Leu Thr Cys Glu Ala Thr Val Asn Gly His Leu Tyr Lys Thr 
180 185 190 

Asn Tyr Leu Thr His Arg Gin Thr Asn Thr Ile Ile Asp val Gln Ile 
195 200 205 

Ser Thr Pro Arg Pro Val Lys Leu Leu Arg Gly His Thr Leu Val Leu 
210 215 220 

Asn Cys Thr Ala Thr Thr Pro Leu Asn Thr Arg Val Gln Met Thr Trp 
225 230 235 240 

ser Tyr Pro Asp Glu Lys Asn Lys Arg Ala Ser Val Arg Arg Arg Ile 
245 250 255 

Asp Gln ser Asn Ser His Ala Asn Ile Phe Tyr Ser Val Leu Thr Ile 
260 265 270 

Asp Lys Met Gin Asn Lys Asp Lys Gly Leu Tyr Thr Cys Arg Val Arg 
275 280 285 

ser Gly Pro Ser Phe Lys Ser val Asn Thr Ser Val His Ile Tyr Asp 
290 295 300 

Lys Ala Phe Ile Thr. Val Lys His Arg Lys Gln Gln val Leu Glu Thr 
305 310 315 320 

Val Ala Gly Lys Arg Ser Tyr Arg Leu Ser met Lys Val Lys Ala Phe 
325 330 335 

Pro ser Pro Glu Val val Trp Leu Lys Asp Gly Leu Pro Ala Thr Glu 
340 345 350 

Lys ser Ala Arg Tyr Leu Thr Arg Gly Tyr Ser Leu Ile Ile Lys Asp 
355 360 365 

Val Thr Glu Glu Asp Ala Gly Asn Tyr Thr Ile Leu Leu ser Ile Lys 
370 375 380 

Gin Ser Asn Val Phe Lys Asn Leu Thr Ala Thr Leu Ile val Asn Val 
385 390 395 400 

Lys Pro Gln Ile Tyr Glu Lys Ala val Ser Ser Phe Pro Asp Pro Ala 
405 410 415 

Leu Tyr Pro Leu Gly ser Arg Gin Ile Leu Thr Cys Thr Ala Tyr Gly 
420 425 430 
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Ile Pro Gin Pro Thr Ile Lys Trp Phe Trp His Pro Cys Asn His Asn 
435 440 445 

His ser Glu Ala Arg Cys Asp Phe cys ser Asn Asn Glu Glu Ser Phe 
450 455 460 

Ile Leu Asp Ala Asp Ser Asn Met Gly Asn Arg Ile Glu Ser Ile Thr 
465 470 475 480 

Gln Arg Met Ala Ile Ile Glu Gly Lys Asn Lys Met Ala Ser Thr Leu 
485 490 495 

val Val Ala Asp ser Arg Ile ser Gly Ile Tyr Ile cys Ile Ala Ser 
500 505 510 

Asn Lys Val Gly Thr Val Gly Arg Asn Ile ser Phe Tyr Ile Thr Asp 
515 520 525 

Val Pro Asn Gly Phe His Val Asn Leu Glu Lys Met Pro Thr Glu Gly 
530 535 540 

Glu Asp Leu Lys Leu Ser Cys Thr val Asn Lys Phe Leu Tyr Arg Asp 
545 550 555 560 

val Thr Trp Ile Leu Leu Arg Thr Val Asn Asn Arg Thr Met His Tyr 
565 570 575 

ser Ile Ser Lys Gln Lys Met Ala Ile Thr Lys Glu His Ser Ile Thr 
580 585 590 

Leu Asn Leu Thr Ile Met Asn Val Ser Leu Gln Asp Ser Gly Thr Tyr 
595 600 605 

Ala cys Arg Ala Arg Asn Val Tyr Thr Gly Glu Glu Ile Leu Gln Lys 
610 615 620 

Lys Glu Ile Thr Ile Arg Asp Gln Glu Ala Pro Tyr Leu Leu Arg Asn 
625 630 635 640 

Leu Ser Asp His Thr Val Ala Ile Ser Ser Ser Thr Thr Leu Asp cys 
645 650 655 

His Ala Asn Gly val Pro Glu Pro Gln Ile Thr Trp Phe Lys Asn Asn 
660 665 670 

His Lys Ile Gln Gln Glu Pro Gly Ile Ile Leu Gly Pro Gly Ser Ser 
675 680 685 

Thr Leu Phe Ile Glu Arg Val Thr Glu Glu Asp Glu Gly val Tyr His 
690 695 700 
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Cys Lys Ala Thr Asn Gln Lys Gly Ser Val Glu Ser Ser Ala Tyr Leu 

705 710 715 720 

Thr Val Gln Gly Thr Ser Asp Lys Ser Asn Leu Glu Xaa 
725 730 

<210> 169 
<211> 734 
<212> PRT 
<213> Artificial sequence 

<220> 
<223> artificial construct relating to HOW Sapiens immunoglobulin 

<220> 
<221> MOD_RES 
<222> (734)..(734) 
<223> cysteine or selenocysteine 

<400> 169 

Ser Lys Leu Lys Asp Pro Glu Leu Ser Leu Lys Gly Thr Gln His Ile 
1 5 10 15 

Met Gln Ala Gly Gln Thr Leu His Leu Gln Cys Arg Gly Glu Ala Ala 
20 25 30 

His Lys Trp Ser Leu Pro Glu met Val Ser Lys Glu Ser Glu Arg Leu 
35 40 45 

ser Ile Thr Lys ser Ala Cys Gly Arg Asn Gly Lys Gln Phe Cys ser 
50 55 60 

Thr Leu Thr Leu Asn Thr Ala Gln Ala Asn His Thr Gly Phe Tyr Ser 
65 70 75 80 

Cys Lys Tyr Leu Ala Val Pro Thr ser Lys Lys Lys Glu Thr Glu ser 
85 90 95 

Ala Ile Tyr Ile Phe Ile Ser Asp Thr Gly Arg Pro Phe val Glu Met 
100 105 110 

Tyr Ser Glu Ile Pro Glu Ile Ile His Met Thr Glu Gly Arg Glu Leu 
115 120 125 

val Ile Pro cys Arg val Thr Ser Pro Asn Ile Thr val Thr Leu Lys 
130 135 140 

Lys Phe Pro Leu Asp Thr Leu Ile Pro Asp Gly Lys Arg Ile Ile Trp 
145 150 155 160 

Asp Ser Arg Lys Gly Phe Ile Ile Ser Asn Ala Thr Tyr Lys Glu Ile 
165 170 175 

Gly Leu Leu Thr Cys Glu Ala Thr val Asn Gly His Leu Tyr Lys Thr 
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180 185 190 

Asn Tyr Leu Thr His Arg Gln Thr Asn Thr Ile Ile Asp Val Gln Ile 
195 200 205 

Ser Thr Pro Arg Pro Val Lys Leu Leu Arg Gly His Thr Leu Val Leu 
210 215 220 

Asn Cys Thr Ala Thr Thr Pro Leu Asn Thr Arg Val Gin Met Thr Trp 
225 230 235 240 

Ser Tyr Pro Asp Glu Lys Asn Lys Arg Ala Ser Val Arg Arg Arg Ile 
245 250 255 

Asp Gin Ser Asn Ser His Ala Asn Ile Phe Tyr Ser Val Leu Thr Ile 
260 265 270 

Asp Lys Met Gln Asn Lys Asp Lys Gly Leu Tyr Thr Cys Arg val Arg 
275 280 285 

Ser Gly Pro Ser Phe Lys Ser Val Asn Thr ser val His Ile Tyr Asp 
290 295 300 

Lys Ala Phe Ile Thr val Lys His Arg Lys Gin Gln val Leu Glu Thr 
305 310 315 320 

val Ala Gly Lys Arg Ser Tyr Arg Leu Ser Met Lys Val Lys Ala Phe 
325 330 335 

Pro ser Pro Glu Val Val Trp Leu Lys Asp Gly Leu Pro Ala Thr Glu 
340 345 350 

Lys Ser Ala Arg Tyr Leu Thr Arg Gly Tyr Ser Leu Ile Ile Lys Asp 
355 360 365 

val Thr Glu Glu Asp Ala Gly Asn Tyr Thr Ile Leu Leu Ser Ile Lys 
370 375 380 

Gln Ser Asn Val Phe Lys Asn Leu Thr Ala Thr Leu Ile Val Asn val 
385 390 395 400 

Lys Pro Gln Ile Tyr Glu Lys Ala Val Ser Ser Phe Pro Asp Pro Ala 
405 410 415 

Leu Tyr Pro Leu Gly Ser Arg Gin Ile Leu Thr Cys Thr Ala Tyr Gly 
420 425 430 

Ile Pro Gln Pro Thr Ile Lys Trp Phe Trp His Pro Cys Asn His Asn 
435 440 445 

His Ser Glu Ala Arg Cys Asp Phe Cys Ser Asn Asn Glu GIL, ser Phe 
450 455 460 
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Ile Leu Asp Ala Asp Ser Asn Met Gly Asn Arg Ile Glu Ser Ile Thr 
465 470 475 480 

Gin Arg Met Ala Ile Ile Glu Gly Lys Asn Lys Met Ala Ser Thr Leu 
485 490 495 

val val Ala Asp Ser Arg Ile Ser Gly Ile Tyr Ile Cys Ile Ala ser 
500 505 510 

Asn Lys Val Gly Thr Val Gly Arg Asn Ile Ser Phe Tyr Ile Thr Asp 
515 520 525 

Val Pro Asn Gly Phe His val Asn Leu Glu Lys Met Pro Thr Glu Gly 
530 535 540 

Glu Asp Leu Lys Leu Ser Cys Thr val Asn Lys Phe Leu Tyr Arg Asp 
545 550 555 560 

val Thr Trp Ile Leu Leu Arg Thr val Asn Asn Arg Thr Met His Tyr 
565 570 575 

Ser Ile Ser Lys Gln Lys Met Ala Ile Thr Lys Glu His Ser Ile Thr 
580 585 590 

Leu Asn Leu Thr Ile Met Asn Val Ser Leu Gln Asp Ser Gly Thr Tyr 
595 600 605 

Ala Cys. Arg Ala Arg' Asn-  val Tyr The Gly GlU Glu Ile Leu-  G1 n Lys 
610 615 620 

Lys Glu Ile Thr Ile Arg Asp Gln Glu Ala Pro Tyr Leu Leu Arg Asn 
625 630 635 640 

Leu ser Asp His Thr Val Ala Ile ser ser Ser Thr Thr Leu Asp Cys 
645 650 655 

His Ala Asn Gly Val Pro Glu Pro Gln Ile Thr Trp Phe Lys Asn Asn 
660 665 670 

His Lys Ile Gln Gln Glu Pro Gly Ile Ile Leu Gly Pro Gly Ser Ser 
675 680 685 

Thr Leu Phe Ile Glu Arg val Thr Glu Glu Asp Glu Gly val Tyr His 
690 695 700 

Cys Lys Ala Thr Asn Gin Lys Gly Ser Val Glu Ser Ser Ala Tyr Leu 
705 710 715 720 

Thr val Gln Gly Thr Ser ASp Lys Ser Asn Leu Giu Gly xaa 
725 730 
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<210> 	170 
<211> 	2924 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	170 
aagcttgaat tcccaccatg cagagcaagg tgctgctggc cgtcgccctg tggctctgcg 60 

tggagacccg ggccgcctct gtgggtttgc ctagtgtttc tcttgatctg cccaggctca 120 

gcatacaaaa agacatactt acaattaagg ctaatacaac tcttcaaatt acttgcaggg 180 

gacagaggga cttggactgg ctttggccca ataatcagag tggcagtgag caaagggtgg 240 

aggtgactga gtgcagcgat ggcctcttct gtaagacact cacaattcca aaagtgatcg 300 

gaaatgacac tggagcctac aagtgcttct accgggaaac tgacttggcc tcggtcattt 360 

atgtctatgt tcaagattac agatctccat ttattgcttc tgttagtgac caacatggag 420 

tcgtgtacat tactgagaac aaaaacaaaa ctgtggtgat tccatgtctc gggtccattt 480 

caaatctcaa cgtgtcactt tgtgcaagat acccagaaaa gagatttgtt cctgatggta 540 

acagaatttc ctgggacagc aagaagggct ttactattcc cagctacatg atcagctatg 600 

ctggcatggt cttctgtgaa gcaaaaatta atgatgaaag ttaccagtct attatgtaca 660 

tagttgtcgt tgtagggtat aggatttatg atgtggttct gagtccgtct catggaattg 720 

aactatctgt tggagaaaaa cttgtcttaa attgtacagc aagaactgaa ctaaatgtgg 780 

ggattgactt caactgggaa tacccttctt cgaagcatca gcataagaaa cttgtaaacc 840 

gagacctaaa aacccagtct gggagtgaga tgaagaaatt tttgagcacc ttaactatag 900 

atggtgtaac ccggagtgac caaggattgt acacctgtgc agcatccagt gggctgatga 960 

ccaagaagaa cagcacattt gtcagggtcc atgaaaaacc ttttgttgct tttggaagtg 1020 

gcatggaatc tctggtggaa gccacggtgg gggagcgtgt cagaatccct gcgaagtacc 1080 

ttggttaccc acccccagaa ataaaatggt ataaaaatgg aatacccctt gagtccaatc 1140 

acacaattaa agcggggcat gtactgacga ttatggaagt gagtgaaaga gacacaggaa 1200 

attacactgt catccttacc aatcccattt caaaggagaa gcagagccat gtggtctctc 1260 

tggttgtgta tgtcccaccc cagattggtg agaaatctct aatctctcct gtggattcct 1320 

accagtacgg caccactcaa acgctgacat gtacggtcta tgccattcct cccccgcatc 1380 

acatccactg gtattggcag ttggaggaag agtgcgccaa cgagcccagc caagctgtct 1440 

cagtgacaaa cccataccct tgtgaagaat ggagaagtgt ggaggacttc cagggaggaa 1500 

ataaaattga agttaataaa aatcaatttg ctctaattga aggaaaaaac aaaactgtaa 1560 

gtacccttgt tatccaagcg gcaaatgtgt cagctttgta caaatgtgaa gcggtcaaca 1620 

aagtcgggag aggagagagg gtgatctcct tccacgtgac caggggtcct gaaattactt 1680 

tgcaacctga catgcagccc actgagcagg agagcgtgtc tttgtggtgc actgcagaca 1740 

gatctacgtt tgagaacctc acatggtaca aacttggccc acagcctctg ccaatccatg 1800 
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tgggagagtt gcccacacct gtttgcaaga acttggatac tctttggaaa ttgaatgcca 1860 

ccatgttctc taatagcaca aatgacattt tgatcatgga gcttaagaat gcatccttgc 1920 

aggaccaagg agactatgtc tgccttgctc aagacaggaa gaccaagaaa agacattgcg 1980 

tggtcaggca gctcacagtc ctagagcgtg tggcacccac gatcacagga aacctggaga 2040 

atcagacgac aagtattggg gaaagcatcg aagtctcatg cacggcatct gggaatcccc 2100 

ctccacagat catgtggttt aaagataatg agacccttgt agaagactca ggcattgtat 2160 

tgaaggatgg gaaccggaac ctcactatcc gcagagtgag gaaggaggac gaaggcctct 2220 

acacctgcca ggcatgcagt gttcttggct gtgcaaaagt ggaggcattt ttcataatag 2280 

aaggtgccca ggaaaagacg aacttggaag ggtgcgtatc cggtgacacc attgtaatga 2340 

ctagtggcgg gccccgcact gtggctgaac tggagggcaa accgttcacc gcactgattc 2400 

gcggctctgg ctacccatgc ccctcaggtt tcttccgcac ctgtgaacgt gacgtatatg 2460 

atctgcgtac acgtgagggt cattgcttac gtttgaccca tgatcaccgt gttctggtga 2520 

tggatggtgg cctggaatgg cgtgccgcgg gtgaactgga acgcggcgac cgcctggtga 2580 

tggatgatgc agctggcgag tttccggcac tggcaacctt ccgtggcctg cgtggcgctg 2640 

gccgccagga tgtttatgac gctactgttt acggtgctag cgcattcact gctaatggct 2700 

tcattgtaca cgcatgtggc gagcagcccg ggaccggtct gaactcaggc ctcacgacaa 2760 

atcctggtgt atccgcttgg caggtcaaca cagcttatac tgcgggacaa ttggtcacat 2820 

ataacggcaa gacgtataaa tgtttgcagc cccacacctc cttggcagga tgggaaccat 2880 

ccaacgttcc tgccttgtgg cagcttcaat gactcgagcg gccg. 2924 

<210> 	171 
<211> 	964 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<400> 	171 

Met Gln Ser Lys Val Leu Leu Ala val Ala Leu Trp Leu Cys Val Glu 
1 	 5 	 10 	 15 

Thr Arg Ala Ala Ser val Gly Leu Pro Ser Val Ser Leu Asp Leu Pro 
20 	 25 	 30 

Arg Leu Ser Ile Gin Lys Asp Ile Leu Thr Ile Lys Ala Asn Thr Thr 
35 	 40 	 45 

Leu Gln Ile Thr Cys Arg Gly Gln Arg Asp Leu Asp Trp Leu Trp Pro 
50 	 55 	 60 

Asn Asn Gln Ser Gly Ser Glu Gln Arg Val Glu val Thr Glu cys Ser 
65 	 70 	 75 	 80 
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Asp Gly Leu Phe Cys Lys Thr Leu Thr Ile Pro Lys Val Ile Gly Asn 
85 90 95 

Asp Thr Gly Ala Tyr Lys Cys Phe Tyr Arg Glu Thr Asp Leu Ala Ser 
100 105 110 

Val Ile Tyr Val Tyr Val Gin Asp Tyr Arg Ser Pro Phe Ile Ala Ser 
115 120 125 

Val Ser Asp Gln His Gly val Val Tyr Ile Thr Glu Asn Lys Asn Lys 
130 135 140 

Thr Val val Ile Pro Cys Leu Gly Ser Ile ser Asn Leu Asn Val Ser 
145 150 155 160 

Leu Cys Ala Arg Tyr Pro Glu Lys Arg Phe Val Pro Asp Gly Asn Arg 
165 170 175 

Ile Ser Trp Asp Ser Lys Lys Gly Phe Thr Ile Pro ser Tyr Met Ile 
180 185 190 

Ser Tyr Ala Gly Met Val Phe Cys Glu Ala Lys Ile Asn Asp Glu Ser 
195 200 205 

Tyr Gln Ser Ile Met Tyr Ile Val Val Val Val Gly Tyr Arg Ile Tyr 
210 215 220 

Asp val val Leu ser Pro ser His Gly Ile Glu Leu ser Val Gly Glu 
225 230 235 240 

Lys Leu Val Leu Asn Cys Thr Ala Arg Thr Glu Leu Asn val Gly Ile 
245 250 255 

Asp Phe Asn Trp Glu Tyr Pro ser Ser Lys His Gln His Lys Lys Leu 
260 265 270 

Val Asn Arg Asp Leu Lys Thr Gln Ser Gly Ser Glu Met Lys Lys Phe 
275 280 285 

Leu Ser Thr Leu Thr Ile Asp Gly val Thr Arg Ser Asp Gln Gly Leu 
290 295 300 

Tyr Thr Cys Ala Ala Ser Ser Gly Leu Met Thr Lys Lys Asn Ser Thr 
305 310 315 320 

Phe Val Arg Val His Glu Lys Pro Phe val Ala Phe Gly Ser Gly Met 
325 330 335 

Glu ser Leu val Glu Ala Thr Val Gly Glu Arg val Arg Ile Pro Ala 
340 345 350 
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Lys Tyr Leu Gly Tyr Pro Pro Pro Glu Ile Lys Trp Tyr Lys Asn Gly 
355 360 365 

Ile Pro Leu Glu Ser Asn His Thr Ile Lys Ala Gly His Val Leu Thr 
370 375 380 

Ile Met Glu Val Ser Glu Arg Asp Thr Gly Asn Tyr Thr Val Ile Leu 
385 390 395 400 

Thr Asn Pro Ile Ser Lys Glu Lys Gln Ser His val Val Ser Leu val 
405 410 415 

Val Tyr Val Pro Pro Gln Ile Gly Glu Lys Ser Leu Ile Ser Pro val 
420 425 430 

Asp Ser Tyr Gln Tyr Gly Thr Thr Gln Thr Leu Thr Cys Thr Val Tyr 
435 440 445 

Ala Ile Pro Pro Pro His His Ile His Trp Tyr Trp Gln Leu Glu Glu 
450 455 460 

Glu Cys Ala Asn Glu Pro Ser Gln Ala Val Ser val Thr Asn Pro Tyr 
465 470 475 480 

Pro Cys Glu Glu Trp Arg Ser Val Glu Asp Phe Gln Gly Gly Asn Lys 
485 490 495 

Ile Glu val Asn Lys Asn Gln Phe Ala Leu Ile Glu Gly Lys Asn Lys 
500 505 510 

Thr Val Ser Thr Leu Val Ile Gln Ala Ala Asn Val Ser Ala Leu Tyr 
515 520 525 

Lys Cys Glu Ala Val Asn Lys Val Gly Arg Gly Glu Arg Val Ile Ser 
530 535 540 

Phe His Val Thr Arg Gly Pro Glu Ile Thr Leu Gin Pro Asp Met Gln 
545 550 555 560 

Pro Thr Glu Gin Glu Ser Val Ser Leu Trp Cys Thr Ala Asp Arg Ser 
565 570 575 

Thr Phe Glu Asn Leu Thr Trp Tyr Lys Leu Gly Pro Gln Pro Leu Pro 
580 585 590 

Ile His val Gly Glu Leu Pro Thr Pro Val Cys Lys Asn Leu Asp Thr 
595 600 605 

Leu Trp Lys Leu Asn Ala Thr Met Phe Ser Asn Ser Thr Asn Asp Ile 
610 615 620 

Leu Ile Met Glu Leu Lys Asn Ala Ser Leu Gln Asp Gln Gly Asp Tyr 
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625 630 635 640 

val Cys Leu Ala Gln Asp Arg Lys Thr Lys Lys Arg His Cys Val Val 
645 650 655 

Arg Gin Leu Thr val Leu Glu Arg val Ala Pro Thr Ile Thr Gly Asn 
660 665 670 

Leu Glu Asn Gin Thr Thr Ser Ile Gly Glu Ser Ile Glu Val Ser Cys 
675 680 685 

Thr Ala Ser Gly Asn Pro Pro Pro Gln Ile Met Trp Phe Lys Asp Asn 
690 695 700 

Glu Thr Leu Val Glu Asp Ser Gly Ile val Leu Lys Asp Gly Asn Arg 
705 710 715 720 

Asn Leu Thr Ile Arg Arg Val Arg Lys Glu Asp Glu Gly Leu Tyr Thr 
725 730 735 

Cys Gln Ala cys Ser val Leu Gly cys Ala Lys Val Glu Ala Phe Phe 
740 745 750 

Ile Ile Glu Gly Ala Gln Glu Lys Thr Asn Leu Glu Gly Cys val Ser 
755 760 765 

Gly Asp Thr Ile Val Met Thr ser Gly Gly Pro Arg Thr val Ala Glu 
770 775 780 

Leu Glu Gly Lys Pro Phe Thr Ala Leu Ile Arg Gly Ser Gly Tyr Pro 
785 790 795 800 

cys Pro ser Gly Phe Phe Arg Thr Cys Glu Arg Asp val Tyr Asp Leu 
805 810 815 

Arg Thr Arg Glu Gly His Cys Leu Arg Leu Thr His Asp His Arg val 
820 825 830 

Leu Val Met Asp Gly Gly Leu Glu Trp Arg Ala Ala Gly Glu Leu Glu 
835 840 845 

Arg Gly Asp Arg Leu val Met Asp Asp Ala Ala Gly Glu Phe Pro Ala 
850 855 860 

Leu Ala Thr Phe Arg Gly Leu Arg Gly Ala Gly Arg Gin Asp val Tyr 
865 870 875 880 

Asp Ala Thr Val Tyr Gly Ala Ser Ala Phe Thr Ala Asn Gly Phe Ile 
885 890 895 

val His Ala cys Gly Glu Gln Pro Gly Thr Gly Leu Asn Ser Gly Leu 
900 905 910 
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Thr Thr Asn Pro Gly Val Ser Ala Trp Gln Val Asn Thr Ala Tyr Thr 
915 920 925 

Ala Gly Gln Leu val Thr Tyr Asn Gly Lys Thr Tyr Lys Cys Leu Gin 
930 935 940 

Pro His Thr Ser Leu Ala Gly Trp Glu Pro Ser Asn val Pro Ala Leu 
945 950 955 960 

Trp Gin Leu Gln 

<210> 	172 
<211> 	945 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<400> 	172 

Ala ser Val Gly Leu Pro Ser val Ser Leu Asp Leu Pro Arg Leu Ser 
1 5 10 15 

Ile Gln Lys Asp Ile Leu Thr Ile Lys Ala Asn Thr Thr Leu Gln Ile 
20 25 30 

Thr Cys Arg Gly Gln Arg Asp Leu Asp Trp Leu Trp Pro Asn Asn Gln 
35 40 45 

Ser Gly Ser Glu Gin Arg val Glu val Thr Glu Cys Ser Asp Gly Leu 
50 55 60 

Phe Cys Lys Thr Leu Thr Ile Pro Lys val Ile Gly Asn Asp Thr Gly 
65 70 75 80 

Ala Tyr Lys Cys Phe Tyr Arg Glu Thr Asp Leu Ala ser val Ile Tyr 
85 90 95 

Val Tyr val Gln Asp Tyr Arg Ser Pro Phe Ile Ala Ser Val Ser Asp 
100 105 110 

Gln His Gly val val Tyr Ile Thr Glu Asn Lys Asn Lys Thr val Val 
115 120 125 

Ile Pro Cys Leu Gly Ser Ile Ser Asn Leu Asn val Ser Leu Cys Ala 
130 135 140 

Arg Tyr Pro Glu Lys Arg Phe Val Pro Asp Gly Asn Arg Ile ser Trp 
145 150 155 160 

Asp Ser Lys Lys Gly Phe Thr Ile Pro Ser Tyr Met Ile Ser Tyr Ala 
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165 170 175 

Gly Met Val Phe Cys Glu Ala Lys Ile Asn Asp Glu Ser Tyr Gln Ser 
180 185 190 

Ile Met Tyr Ile Val Val val val Gly Tyr Arg Ile Tyr Asp val val 
195 200 205 

Leu Ser Pro Ser His Gly Ile Glu Leu Ser Val Gly Glu Lys Leu Val 
210 215 220 

Leu Asn Cys Thr Ala Arg Thr Glu Leu Asn Val Gly Ile Asp Phe Asn 
225 230 235 240 

Trp Glu Tyr Pro Ser Ser Lys His Gin His Lys Lys Leu val Asn Arg 
245 250 255 

Asp Leu Lys Thr Gin Ser Gly Ser Glu Met Lys Lys Phe Leu Ser Thr 
260 265 270 

Leu Thr Ile Asp Gly Val Thr Arg Ser Asp Gln Gly Leu Tyr Thr Cys 
275 280 285 

Ala Ala Ser Ser Gly Leu Met Thr Lys Lys Asn Ser Thr Phe val Arg 
290 295 300 

val His Glu Lys Pro Phe Val Ala Phe Gly Ser Gly Met Glu Ser Leu 
305 310 315 320 

Val Glu Ala Thr Val Gly Glu Arg val Arg Ile Pro Ala Lys Tyr Leu 
325 330 335 

Gly Tyr Pro Pro Pro Glu Ile Lys Trp Tyr Lys Asn Gly Ile Pro Leu 
340 345 350 

Glu Ser Asn His Thr Ile Lys Ala Gly HiS Val 	Leu Thr Ile Met Glu 
355 360 365 

val ser Glu Arg Asp Thr Gly Asn Tyr Thr Val Ile Leu Thr Asn Pro 
370 375 380 

Ile ser Lys Glu Lys Gin Ser His val val ser Leu Val Val Tyr Val 
385 390 395 400 

Pro Pro Gln Ile Gly Glu Lys Ser Leu Ile Ser Pro Val ASp Ser Tyr 
405 410 415 

Gin Tyr Gly Thr Thr Gin Thr Leu Thr Cys Thr val Tyr Ala Ile Pro 
420 425 430 

Pro Pro His His Ile His Trp Tyr Trp Gln Leu Glu Glu Glu Cys Ala 
435 440 445 

Page 209 



Asn Giu Pro Ser Gin Ala Val Ser Val Thr Asn Pro Tyr Pro Cys Giu 
450 455 460 

Glu Trp Arg Ser Val Glu Asp Phe Gln Gly Gly Asn Lys Ile Giu Val 
465 470 475 480 

Asn Lys Asn Gln Phe Ala Leu Ile Glu Gly Lys Asn Lys Thr Val Ser 
485 490 495 

Thr Leu val Ile Gln Ala Ala Asn Val ser Ala Leu Tyr Lys Cys Glu 
500 505 510 

Ala Val Asn Lys val Gly Arg Gly Giu Arg Val Ile Ser Phe His Val 
515 520 525 

Thr Arg Gly Pro Glu Ile Thr Leu Gln Pro Asp Met Gln Pro Thr Glu 
530 535 540 

Gln Glu ser Val Ser Leu Trp Cys Thr Ala Asp Arg Ser Thr Phe Glu 
545 550 555 560 

Asn Leu Thr Trp Tyr Lys Leu Gly Pro Gin Pro Leu Pro Ile His val 
565 570 575 

Gly Glu Leu Pro Thr Pro Val Cys Lys Asn Leu Asp Thr Leu Trp Lys 
580 585 590 

Leu Asn Ala Thr Met Phe Ser Asn Ser Thr Asn Asp Ile Leu Ile met 
595 600 605 

Glu Leu Lys Asn Ala Ser Leu Gin Asp Gln Gly Asp Tyr Val Cys Leu 
610 615 620 

Ala Gin Asp Arg Lys Thr Lys Lys Arg His Cys Val Val Arg Gln Leu 
625 630 635 640 

Thr val Leu Glu Arg val Ala Pro Thr Ile Thr Gly Asn Leu Glu Asn 
645 650 655 

Gin Thr Thr ser Ile Gly Glu Ser Ile Glu Val ser Cys Thr Ala Ser 
660 665 670 

Gly Asn Pro Pro Pro Gln Ile Met Trp Phe Lys Asp Asn Glu Thr Leu 
675 680 685 

Val Glu Asp Ser Gly Ile Val Leu Lys Asp Gly Asn Arg Asn Leu Thr 
690 695 700 

Ile Arg Arg Val Arg Lys Glu Asp Glu Gly Leu Tyr Thr Cys Gln Ala 
705 710 715 720 
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Cys Ser Val Leu Gly Cys Ala Lys Val Glu Ala Phe Phe Ile Ile Glu 
725 730 735 

Gly Ala Gln Glu Lys Thr Asn Leu Glu Gly Cys Val Ser Gly Asp Thr 
740 745 750 

Ile Val Met Thr Ser Gly Gly Pro Arg Thr Val Ala Glu Leu Glu Gly 
755 760 765 

Lys Pro Phe Thr Ala Leu Ile Arg Gly Ser Gly Tyr Pro Cys Pro Ser 
770 775 780 

Gly Phe Phe Arg Thr Cys Glu Arg Asp Val Tyr Asp Leu Arg Thr Arg 
785 790 795 800 

Glu Gly His Cys Leu Arg Leu Thr His Asp His Arg val Leu Val Met 
805 810 815 

Asp Gly Gly Leu Glu Trp Arg Ala Ala Gly Glu Leu Glu Arg Gly Asp 
820 825 830 

Arg Leu Val Met Asp Asp Ala Ala Gly Glu Phe Pro Ala Leu Ala Thr 
835 840 845 

Phe Arg Gly Leu Arg Gly Ala Gly Arg Gin Asp val Tyr Asp Ala Thr 
850 855 860 

Val Tyr Gly Ala Ser Ala Phe Thr Ala Asn Gly Phe Ile Val His Ala 
865 870 875 - 880 

Cys Gly Glu Gln Pro Gly Thr Gly Leu Asn Ser Gly Leu Thr Thr Asn 
885 890 895 

Pro Gly Val Ser Ala Trp Gln Val Asn Thr Ala Tyr Thr Ala Gly Gln 
900 905 910 

Leu Val Thr Tyr Asn Gly Lys Thr Tyr Lys Cys Leu Gin Pro His Thr 
915 920 925 

Ser Leu Ala Gly Trp Glu Pro Ser Asn Val Pro Ala Leu Trp Gin Leu 
930 935 940 

Gin 
945 

<210> 	173 
<211> 	746 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial 	construct relating to Homo sapiens immunoglobulin 
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<220> 
<221> THIOLEST 
<222> (746)..(746) 
<223> glycine-thioester 

<400> 173 

Ala Ser val Gly Leu Pro Ser Val Ser Leu Asp Leu Pro Arg Leu Ser 
1 5 10 15 

Ile Gln Lys Asp Ile Leu Thr Ile Lys Ala Asn Thr Thr Leu Gln Ile 
20 25 30 

Thr Cys Arg Gly Gin Arg Asp Leu Asp Trp Leu Trp Pro Asn Asn Gin 
35 40 45 

Ser Gly Ser Glu Gln Arg val Glu Val Thr Glu Cys Ser Asp Gly Leu 
50 55 60 

Phe Cys Lys Thr Leu Thr Ile Pro Lys Val Ile Gly Asn Asp Thr Gly 
65 70 75 80 

Ala Tyr Lys Cys Phe Tyr Arg Glu Thr Asp Leu Ala Ser Val Ile Tyr 
85 90 95 

Val Tyr Val Gln Asp Tyr Arg Ser Pro Phe Ile Ala Ser val Ser Asp 
100 105 110 

Gln His Gly Val Val Tyr Ile Thr Glu Asn Lys Asn Lys Thr val val 
115 120 125 

Ile Pro Cys Leu Gly Ser Ile Ser Asn Leu Asn Val ser Leu cys Ala 
130 135 140 

Arg Tyr Pro Glu Lys Arg Phe val Pro Asp Gly Asn Arg Ile ser Trp 
145 150 155 160 

Asp Ser Lys Lys Gly Phe Thr Ile Pro ser Tyr Met Ile Ser Tyr Ala 
165 170 175 

Gly met val Phe cys Glu Ala Lys Ile Asn Asp Glu Ser Tyr Gln Ser 
180 185 190 

Ile Met Tyr Ile Val Val Val Val Gly Tyr Arg Ile Tyr Asp Val Val 
195 200 205 

Leu ser Pro Ser His Gly Ile Glu Leu ser Val Gly Glu Lys Leu Val 
210 215 220 

Leu Asn Cys Thr Ala Arg Thr Glu Leu Asn Val Gly Ile Asp Phe Asn 
225 230 235 240 

Trp Glu Tyr Pro Ser Ser Lys His Gln His Lys LyS Leu Val Asn Arg 
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245 250 255 

Asp Leu Lys Thr Gln Ser Gly Ser Glu Met Lys Lys Phe Leu Ser Thr 
260 265 270 

Leu Thr Ile Asp Gly Val Thr Arg Ser Asp Gln Gly Leu Tyr Thr Cys 
275 280 285 

Ala Ala Ser Ser Gly Leu Met Thr Lys Lys Asn Ser Thr Phe val Arg 
290 295 300 

Val His Glu Lys Pro Phe Val Ala Phe Gly Ser Gly Met Glu ser Leu 
305 310 315 320 

Val Glu Ala Thr Val Gly Glu Arg val Arg Ile Pro Ala Lys Tyr Leu 
325 330 335 

Gly Tyr Pro Pro Pro Glu Ile Lys Trp Tyr Lys Asn Gly Ile Pro Leu 
340 345 350 

Glu Ser Asn His Thr Ile Lys Ala Gly His Val Leu Thr Ile Met Glu 
355 360 365 

val ser Glu Arg Asp Thr Gly Asn Tyr Thr Val Ile Leu Thr Asn Pro 
370 375 380 

Ile Ser Lys Glu Lys Gln Ser His Val val ser Leu Val val Tyr Val 
385 390 395 400 

Pro Pro Gln Ile Gly Glu Lys Ser Leu Ile Ser Pro Val Asp Ser Tyr 
405 410 415 

Gln Tyr Gly Thr Thr Gln Thr Leu Thr Cys Thr Val Tyr Ala Ile Pro 
420 425 430 

Pro Pro His His Ile His Trp Tyr Trp Gin Leu Glu Glu Glu Cys Ala 
435 440 445 

Asn Giu Pro Ser Gln Ala val Ser val Thr Asn Pro Tyr Pro Cys Glu 
450 455 460 

Glu Trp Arg Ser Val Glu Asp Phe Gln Gly Gly Asn Lys Ile Glu Val 
465 470 475 480 

Asn Lys Asn Gln Phe Ala Leu Ile Glu Gly Lys Asn Lys Thr Val ser 
485 490 495 

Thr Leu Val Ile Gln Ala Ala Asn Val Ser Ala Leu Tyr Lys Cys Glu 
500 505 510 

Ala val Asn Lys val Gly Arg Gly Glu Arg Val Ile Ser Phe His Val 
515 520 525 
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Thr Arg Gly Pro Glu Ile Thr Leu Gin Pro Asp Met Gin Pro Thr Glu 
530 535 540 

Gin Glu Ser Val Ser Leu Trp Cys Thr Ala Asp Arg Ser Thr Phe Glu 
545 550 555 560 

Asn Leu Thr Trp Tyr Lys Leu Gly Pro Gln Pro Leu Pro Ile His val 
565 570 575 

Gly Glu Leu Pro Thr Pro Val Cys Lys Asn Leu Asp Thr Leu Trp Lys 
580 585 590 

Leu Asn Ala Thr Met Phe Ser Asn Ser Thr Asn Asp Ile Leu Ile met 
595 600 605 

Glu Leu Lys Asn Ala Ser Leu Gln Asp Gin Gly Asp Tyr Val Cys Leu 
610 615 620 

Ala Gin Asp Arg Lys Thr Lys Lys Arg His Cys val Val Arg Gln Leu 
625 630 635 640 

Thr Val Leu Glu Arg Val Ala Pro Thr Ile Thr Gly Asn Leu Glu Asn 
645 650 655 

Gin Thr Thr Ser Ile Gly Glu Ser Ile Glu val ser cys Thr Ala Ser 
660 665 670 

Gly Asn Pro Pro Pro Gin Ile Met Trp Phe Lys Asp- Asn Glu Thr Leu 
675 680 685 

val Glu Asp Ser Gly Ile Val Leu Lys Asp Gly Asn Arg Asn Leu Thr 
690 695 700 

Ile Arg Arg Val Arg Lys Glu Asp Glu Gly Leu Tyr Thr Cys Gln Ala 
705 710 715 720 

cys Ser Val Leu Gly Cys Ala Lys Val Glu Ala Phe Phe Ile Ile Glu 
725 730 735 

Gly Ala Gln Glu Lys Thr Asn Leu Glu Xaa 
740 745 

<210> 	174 
<211> 	747 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial 	construct relating to Homo Sapiens immunogiobulin 

<220> 
<221> 	MOD_RES 
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<222> (747)..(747) 
<223> cysteine or selenocysteine 

<400> 174 

Ala ser Val Gly Leu Pro Ser Val Ser Leu Asp Leu Pro Arg Leu Ser 
1 5 10 15 

Ile Gln Lys Asp Ile Leu Thr Ile Lys Ala Asn Thr Thr Leu Gin Ile 
20 25 30 

Thr Cys Arg Gly Gln Arg Asp Leu Asp Trp Leu Trp Pro Asn Asn Gln 
35 40 45 

Ser Gly ser Glu Gln Arg val Glu Val Thr Glu cys Ser Asp Gly Leu 
50 55 60 

Phe Cys Lys Thr Leu Thr Ile Pro Lys Val Ile Gly Asn Asp Thr Gly 
65 70 75 80 

Ala Tyr Lys Cys Phe Tyr Arg Glu Thr Asp Leu Ala Ser Val Ile Tyr 
85 90 95 

Val Tyr Val Gln Asp Tyr Arg Ser Pro Phe Ile Ala ser Val Ser Asp 
100 105 110 

Gin His Gly Val val Tyr Ile Thr Glu Asn Lys Asn Lys Thr val Val 
115 120 125 

Ile Pro Cys Leu Gly Ser Ile Ser Asn Leu Asn Val Ser Leu Cys Ala 
130 135 140 

 

Arg Tyr Pro Glu Lys Arg Phe Val Pro Asp Gly Asn Arg Ile Ser Trp 
145 150 155 160 

Asp Ser Lys Lys Gly Phe Thr Ile Pro Ser Tyr Met Ile Ser Tyr Ala 
165 170 175 

Gly Met val Phe Cys Glu Ala Lys Ile Asn Asp Glu Ser Tyr Gln Ser 
180 185 190 

Ile met Tyr Ile val Val val val Gly Tyr Arg Ile Tyr Asp val val 
195 200 205 

Leu Ser Pro ser His Gly Ile Glu Leu Ser val Gly Glu Lys Leu val 
210 215 220 

Leu Asn Cys Thr Ala Arg Thr Glu Leu Asn val Gly Ile Asp Phe Asn 
225 230 235 240 

Trp Glu Tyr Pro Ser Ser Lys His Gln His Lys Lys Leu val Asn Arg 
245 250 255 
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Asp Leu Lys Thr Gin Ser Gly Ser Giu Met Lys Lys Phe Leu Ser Thr 
260 265 270 

Leu Thr Ile Asp Gly val Thr Arg Ser Asp Gin Gly Leu Tyr Thr Cys 
275 280 285 

Ala Ala Ser Ser Giy Leu Met Thr Lys Lys Asn Ser Thr Phe Val Arg 
290 295 300 

Val His Glu Lys Pro Phe Val Ala Phe Gly Ser Gly Met Glu Ser Leu 
305 310 315 320 

Val Glu Ala Thr val Giy Glu Arg Val Arg Ile Pro Ala Lys Tyr Leu 
325 330 335 

Gly Tyr Pro Pro Pro Glu Ile Lys Trp Tyr Lys Asn Gly Ile Pro Leu 
340 345 350 

Glu Ser Asn His Thr Ile Lys Ala Gly His Val Leu Thr Ile Met Glu 
355 360 365 

val Ser Glu Arg Asp Thr Giy Asn Tyr Thr val Ile Leu Thr Asn Pro 
370 375 380 

Ile Ser Lys Glu Lys Gin Ser His Val Val Ser Leu val Val Tyr val 
385 390 395 400 

Pro Pro Gln lie Gly Glu Lys Ser Leu Ile Ser Pro Val Asp Ser Tyr 
405 410 415> 

Gln Tyr Gly Thr Thr Gln Thr Leu Thr Cys Thr Val Tyr Ala Ile Pro 
420 425 430 

Pro Pro His His Ile His Trp Tyr Trp Gln Leu Glu Glu Glu Cys Ala 
435 440 445 

Asn Glu Pro Ser Gin Ala Val Ser Val Thr Asn Pro Tyr Pro Cys Glu 
450 455 460 

Glu Trp Arg Ser val Glu Asp Phe Gln Gly Gly Asn Lys Ile Glu Val 
465 470 475 480 

Asn Lys Asn Gin Phe Ala Leu Ile Glu Gly Lys Asn Lys Thr val Ser 
485 490 495 

Thr Leu Val Ile Gln Ala Ala Asn Val Ser Ala Leu Tyr Lys Cys Glu 
500 505 510 

Ala val Asn Lys Val Gly Arg Giy Glu Arg Val Ile Ser Phe His val 
515 520 525 

Thr Arg Giy Pro Glu Ile Thr Leu Gln Pro Asp Met Gln Pro Thr Glu 
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530 	 535 	 540 

Gln Glu Ser val Ser Leu Trp Cys Thr Ala Asp Arg Ser Thr Phe Glu 
545 	 550 	 555 	 560 

Asn Leu Thr Trp Tyr Lys Leu Gly Pro Gln Pro Leu Pro Ile His Val 
565 	 570 	 575 

Gly Glu Leu Pro Thr Pro Val Cys Lys Asn Leu Asp Thr Leu Trp Lys 
580 	 585 	 590 

Leu Asn Ala Thr Met Phe Ser Asn Ser Thr Asn Asp Ile Leu Ile Met 
595 	 600 	 605 

Glu Leu Lys Asn Ala Ser Leu Gln Asp Gln Gly Asp Tyr Val Cys Leu 
610 	 615 	 620 

Ala Gin Asp Arg Lys Thr Lys Lys Arg His Cys Val Val Arg Gln Leu 
625 	 630 	 635 	 640 

Thr Val Leu Glu Arg Val Ala Pro Thr Ile Thr Gly Asn Leu Glu Asn 
645 	 650 	 655 

Gln Thr Thr Ser Ile Gly Glu Ser Ile Glu Val Ser Cys Thr Ala Ser 
660 	 665 	 670 

Gly Asn Pro Pro Pro Gln Ile Met Trp Phe Lys Asp Asn Glu Thr Leu 
675 	 680 	 685 

val Glu Asp Ser Gly Ile Val Leu Lys Asp Gly Asn Arg Asn Leu Thr 
690 	 695 	 700 

Ile Arg Arg val Arg Lys Glu Asp Glu Gly Leu Tyr Thr Cys Gln Ala 
705 	 710 	 715 	 720 

Cys Ser Val Leu Gly Cys Ala Lys Val Glu Ala Phe Phe Ile Ile Glu 
725 	 730 	 735 

Gly Ala Gln Glu Lys Thr Asn Leu Glu Gly Xaa 
740 	 745 

<210> 	175 
<211> 	2957 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<400> 	175 
aagcttgaat tcccaccatg cagcggggcg ccgcgctgtg cctgcgactg tggctctgcc 60 

tgggactcct ggacggcctg gtgagtggct actccatgac ccccccgacc ttgaacatca 120 

cggaggagtc acacgtcatc gacaccggtg acagcctgtc catctcctgc aggggacagc 180 
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tccagcgcgt gcgcgaggag gatgcgggac gctatctgtg cagcgtgtgc aacgccaagg 2280 

gctgcgtcaa ctcctccgcc agcgtggccg tggaaggctc cgaggataag ggcagcatgg 2340 

aggggtgcgt atccggtgac accattgtaa tgactagtgg cgggccccgc actgtggctg 2400 

aactggaggg caaaccgttc accgcactga ttcgcggctc tggctaccca tgcccctcag 2460 

gtttcttccg cacctgtgaa cgtgacgtat atgatctgcg tacacgtgag ggtcattgct 2520 

tacgtttgac ccatgatcac cgtgttctgg tgatggatgg tggcctggaa tggcgtgccg 2580 

cgggtgaact ggaacgcggc gaccgcctgg tgatggatga tgcagctggc gagtttccgg 2640 

cactggcaac cttccgtggc ctgcgtggcg ctggccgcca ggatgtttat gacgctactg 2700 

tttacggtgc tagcgcattc actgctaatg gcttcattgt acacgcatgt ggcgagcagc 2760 

ccgggaccgg tctgaactca ggcctcacga caaatcctgg tgtatccgct tggcaggtca 2820 

acacagctta tactgcggga caattggtca catataacgg caagacgtat aaatgtttgc 2880 

agccccacac ctccttggca ggatgggaac catccaacgt tcctgccttg tggcagcttc 2940 

aatgactcga gcggccg 

<210> 	176 
<211> 	975 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	176 

met Gln Arg Gly Ala Ala Leu Cys Leu Arg Leu Trp Leu Cys Leu Gly 
1 	 5 	 10 	 15 

Leu Leu Asp Gly Leu Val Ser Gly Tyr Ser Met Thr Pro Pro Thr Leu 
20 	 25 	 30 

Asn Ile Thr Glu Glu Ser His Val Ile Asp Thr Gly Asp Ser Leu Ser 
35 	 40 	 45 

Ile Ser Cys Arg Gly Gln His Pro Leu Glu Trp Ala Trp Pro Gly Ala 
50 	 55 	 60 

Gln Glu Ala Pro Ala Thr Gly Asp Lys Asp Ser Glu Asp Thr Gly Val 
65 	 70 	 75 	 80 

Val Arg Asp Cys Glu Gly Thr Asp Ala Arg Pro Tyr Cys Lys Val Leu 
85 	 90 	 95 

Leu Leu His Glu Vai His Ala Asn Asp Thr Gly Ser Tyr Val Cys Tyr 
100 	 105 	 110 

Tyr Lys Tyr Ile Lys Ala Arg Ile Glu Gly Thr Thr Ala Ala Ser Ser 
115 	 120 	 125 

2957 
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Tyr Val Phe Val Arg Asp Phe Glu Gln Pro Phe Ile Asn Lys Pro Asp 
130 135 140 

Thr Leu Leu Val Asn Arg Lys Asp Ala Met Trp Val Pro Cys Leu Val 
145 150 155 160 

Ser Ile Pro Gly Leu Asn Val Thr Leu Arg Ser Gln Ser Ser Val Leu 
165 170 175 

Trp Pro Asp Gly Gln Glu Val Val Trp Asp Asp Arg Arg Gly Met Leu 
180 185 190 

Val Ser Thr Pro Leu Leu His Asp Ala Leu Tyr Leu Gln Cys Glu Thr 
195 200 205 

Thr Trp Gly Asp Gin Asp Phe Leu Ser Asn Pro Phe Leu Val His Ile 
210 215 220 

Thr Gly Asn Glu Leu Tyr Asp Ile Gln Leu Leu Pro Arg Lys Ser Leu 
225 230 235 240 

Glu Leu Leu Val Gly Glu Lys Leu val Leu Asn Cys Thr Val Trp Ala 
245 250 255 

Glu Phe Asn ser Gly Val Thr Phe Asp Trp Asp Tyr Pro Gly Lys Gln 
260 265 270 

Ala Glu Arg Gly Lys Trp val Pro Glu Arg Arg ser Gln Gln Thr His 
275 280 285 

Thr Glu Leu Ser ser Ile Leu Thr Ile His Asn Val Ser Gln His Asp 
290 295 300 

Leu Gly Ser Tyr Val Cys Lys Ala Asn Asn Gly Ile Gln Arg Phe Arg 
305 310 315 320 

Glu ser Thr Giu val Ile Val His Glu Asn Pro Phe Ile Ser Val Glu 
325 330 335 

Trp Leu Lys Gly Pro Ile Leu Glu Ala Thr Ala Gly Asp Glu Leu val 
340 345 350 

Lys Leu Pro Val Lys Leu Ala Ala Tyr Pro Pro Pro Glu Phe Gln Trp 
355 360 365 

Tyr Lys Asp Gly Lys Ala Leu Ser Gly Arg His Ser Pro His Ala Leu 
370 375 380 

val Leu Lys Glu val Thr Glu Ala ser Thr Gly Thr Tyr Thr Leu Ala 
385 390 395 400 

Leu Trp Asn ser Ala Ala Gly Leu Arg Arg Asn Ile Ser Leu Glu Leu 
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405 410 415 

Val val Asn Val Pro Pro Gln Ile His Glu Lys Glu Ala Ser Ser Pro 
420 425 430 

Ser Ile Tyr Ser Arg His Ser Arg Gin Ala Leu Thr Cys Thr Ala Tyr 
435 440 445 

Gly val Pro Leu Pro Leu Ser Ile Gln Trp His Trp Arg Pro Trp Thr 
450 455 460 

Pro Cys Lys Met Phe Ala Gln Arg Ser Leu Arg Arg Arg Gin Gln Gln 
465 470 475 480 

Asp Leu met Pro Gln Cys Arg Asp Trp Arg Ala Val Thr Thr Gln Asp 
485 490 495 

Ala Val Asn Pro Ile Glu Ser Leu Asp Thr Trp Thr Glu Phe Val Glu 
500 505 510 

Gly Lys Asn Lys Thr Val Ser Lys Leu Val Ile Gln Asn Ala Asn Val 
515 520 525 

Ser Ala Met Tyr Lys Cys Val Val Ser Asn Lys Val Gly Gln Asp Glu 
530 535 540 

Arg Leu Ile Tyr Phe Tyr Val Thr Thr Ile Pro Asp Gly Phe Thr Ile 
545 550 555 560 

Glu Ser Lys Pro Ser Glu Glu Leu Leu Glu Gly Gln Pro val Leu Leu 
565 570 575 

Ser Cys Gln Ala Asp Ser Tyr Lys Tyr Glu His Leu Arg Trp Tyr Arg 
580 585 590 

Leu Asn Leu Ser Thr Leu His Asp Ala His Gly Asn Pro Leu Leu Leu 
595 600 605 

Asp Cys Lys Asn Val His Leu Phe Ala Thr Pro Leu Ala Ala Ser Leu 
610 615 620 

Glu Glu Val Ala Pro Gly Ala Arg His Ala Thr Leu Ser Leu Ser Ile 
625 630 635 640 

Pro Arg val Ala Pro Glu His Glu Gly His Tyr Val Cys Glu val Gln 
645 650 655 

Asp Arg Arg Ser His Asp Lys His Cys His Lys Lys Tyr Leu Ser Val 
660 665 670 

Gln Ala Leu Glu Ala Pro Arg Leu Thr Gln Asn Leu Thr Asp Leu Leu 
675 680 685 
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Val Asn Val Ser Asp Ser Leu Glu Met Gln Cys Leu Val Ala Gly Ala 
690 695 700 

His Ala Pro Ser Ile Val Trp Tyr Lys Asp Glu Arg Leu Leu Glu Glu 
705 710 715 720 

Lys Ser Gly Val Asp Leu Ala Asp Ser Asn Gln Lys Leu Ser Ile Gin 
725 730 735 

Arg val Arg Glu Glu Asp Ala Gly Arg Tyr Leu Cys Ser Val Cys Asn 
740 745 750 

Ala Lys Gly Cys val Asn Ser Ser Ala Ser val Ala val Giu Gly Ser 
755 760 765 

Glu Asp Lys Gly Ser Met Glu Gly Cys Val Ser Gly Asp Thr Ile val 
770 775 780 

Met Thr Ser Gly Gly Pro Arg Thr Val Ala Glu Leu Glu Gly Lys Pro 
785 790 795 800 

Phe Thr Ala Leu Ile Arg Gly Ser Gly Tyr Pro Cys Pro Ser Gly Phe 
805 810 815 

Phe Arg Thr Cys Glu Arg Asp Val Tyr Asp Leu Arg Thr Arg Glu Gly 
820 825 830 

His Cys Leu Arg Leu Thr His Asp His Arg Val Leu val Met Asp Gly 
835 840 845 

Giy Leu Glu Trp Arg Ala Ala Gly Glu Leu Glu Arg Gly Asp Arg Leu 
850 855 860 

val Met Asp Asp Ala Ala Gly Glu Phe Pro Ala Leu Ala Thr Phe Arg 
865 870 875 880 

Gly Leu Arg Gly Ala Gly Arg Gln Asp val Tyr Asp Ala Thr Val Tyr 
885 890 895 

Gly Ala Ser Ala Phe Thr Ala Asn Gly Phe Ile Val His Ala Cys Gly 
900 905 910 

Glu Gln Pro Gly Thr Gly Leu Asn Ser Gly Leu Thr Thr Asn Pro Gly 
915 920 925 

val Ser Ala Trp Gin Val Asn Thr Ala Tyr Thr Ala Gly Gln Leu Val 
930 935 940 

Thr Tyr Asn Gly Lys Thr Tyr Lys Cys Leu Gin Pro His Thr Ser Leu 
945 950 955 960 
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Ala Gly Trp Glu Pro Ser Asn Val Pro Ala Leu Trp Gin Leu Gln 
965 970 975 

<210> 177 
<211> 951 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> artificial construct relating to Homo Sapiens immunoglobulin 

<400> 177 

Tyr Ser Met Thr Pro Pro Thr Leu Asn Ile Thr Glu Glu Ser His Val 
1 5 10 15 

Ile Asp Thr Gly Asp Ser Leu Ser Ile Ser Cys Arg Gly Gln His Pro 
20 25 30 

Leu Glu Trp Ala Trp Pro Gly Ala Gln Glu Ala Pro Ala Thr Gly Asp 
35 40 45 

Lys Asp Ser Glu Asp Thr Gly val Val Arg Asp Cys Glu Gly Thr Asp 
50 55 60 

Ala Arg Pro Tyr Cys Lys val Leu Leu Leu His Glu Val His Ala Asn 
65 70 75 80 

Asp Thr Gly Ser Tyr Val Cys Tyr Tyr Lys Tyr Ile Lys Ala Arg Ile 
85 90 95 

Glu Gly Thr Thr Ala Ala Ser Ser Tyr val Phe val Arg Asp Phe Glu 
100 105 110 

Gln Pro Phe Ile Asn Lys Pro Asp Thr Leu Leu val Asn Arg Lys Asp 
115 120 125 

Ala Met Trp val Pro Cys Leu Val Ser Ile Pro Gly Leu Asn val Thr 
130 135 140 

Leu Arg Ser Gln Ser Ser Val Leu Trp Pro Asp Gly Gln Glu Val Val 
145 150 155 160 

Trp Asp Asp Arg Arg Gly Met Leu Val Ser Thr Pro Leu Leu His Asp 
165 170 175 

Ala Leu Tyr Leu Gln Cys Glu Thr Thr Trp Gly Asp Gln Asp Phe Leu 
180 185 190 

Ser Asn Pro Phe Leu val His Ile Thr Gly Asn Glu Leu Tyr Asp Ile 
195 200 205 

Gln Leu Leu Pro Arg Lys Ser Leu Glu Leu Leu Val Gly Glu Lys Leu 
210 215 220 
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val Leu Asn Cys Thr Val Trp Ala Glu Phe Asn Ser Gly val Thr Phe 
225 230 235 240 

Asp Trp Asp Tyr Pro Gly Lys Gln Ala Glu Arg Gly Lys Trp Val Pro 
245 250 255 

Glu Arg Arg Ser Gln Gln Thr His Thr Glu Leu Ser Ser Ile Leu Thr 
260 265 270 

Ile His Asn Val Ser Gin His Asp Leu Gly Ser Tyr val Cys Lys Ala 
275 280 285 

Asn Asn Gly Ile Gln Arg Phe Arg Glu Ser Thr Glu val Ile Val His 
290 295 300 

Glu Asn Pro Phe Ile Ser Val Glu Trp Leu Lys Gly PrO Ile Leu Glu 
305 310 315 320 

Ala Thr Ala Giy Asp Glu Leu Val Lys Leu Pro Val Lys Leu Ala Ala 
325 330 335 

Tyr Pro Pro Pro Glu Phe Gin Trp Tyr Lys Asp Gly Lys Ala Leu ser 
340 345 350 

Gly Arg His ser Pro His Ala Leu val Leu Lys Glu Val Thr Glu Ala 
355 360 365 

Ser Thr Gly Thr Tyr Thr Leu Ala Leu Trp Asn Ser Ala Ala Gly Leu 
370 375 380 

Arg Arg Asn Ile Ser Leu Glu Leu val val Asn Val Pro Pro Gln Ile 
385 390 395 400 

His Glu Lys Glu Ala Ser Ser Pro ser Ile Tyr Ser Arg His Ser Arg 
405 410 415 

Gin Ala Leu Thr Cys Thr Ala Tyr Gly Val Pro Leu Pro Leu Ser Ile 
420 425 430 

Gln Trp His Trp Arg Pro Trp Thr Pro Cys Lys Met Phe Ala Gln Arg 
435 440 445 

Ser Leu Arg Arg Arg Gln Gln Gln Asp Leu met Pro Gln Cys Arg Asp 
450 455 460 

Trp Arg Ala val Thr Thr Gin Asp Ala Val Asn Pro Ile Glu Ser Leu 
465 470 475 480 

Asp Thr Trp Thr Glu Phe val Glu Gly Lys Asn Lys Thr val Ser Lys 
485 490 495 
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Leu Val Ile Gln Asn Ala Asn Val Ser Ala Met Tyr Lys Cys Val Val 
500 505 510 

Ser Asn Lys Val Gly Gin Asp Glu Arg Leu Ile Tyr Phe Tyr Val Thr 
515 520 525 

Thr Ile Pro Asp Gly Phe Thr Ile Glu Ser Lys Pro Ser Glu Glu Leu 
530 535 540 

Leu Glu Gly Gln Pro Val Leu Leu Ser Cys Gin Ala Asp Ser Tyr Lys 
545 550 555 560 

Tyr Glu His Leu Arg Trp Tyr Arg Leu Asn Leu Ser Thr Leu His Asp 
565 570 575 

Ala His Gly Asn Pro Leu Leu Leu Asp Cys Lys Asn Val His Leu Phe 
580 585 590 

Ala Thr Pro Leu Ala Ala Ser Leu Glu Glu Val Ala Pro Gly Ala Arg 
595 600 605 

His Ala Thr Leu Ser Leu Ser Ile Pro Arg Val Ala Pro Glu His Glu 
610 615 620 

Gly His Tyr Val Cys Glu Val Gin Asp Arg Arg Ser His Asp Lys His 
625 630 635 640 

Cys His Lys Lys Tyr Leu Ser Val Gin Ala Leu Glu Ala Pro Arg. Leu.  
645.  650 655 

Thr Gln Asn Leu Thr Asp Leu Leu Val Asn Val Ser Asp Ser Leu Glu 
660 665 670 

Met Gln Cys Leu Val Ala Gly Ala His Ala Pro Ser Ile Val Trp Tyr 
675 680 685 

Lys Asp Glu Arg Leu Leu Glu Glu Lys Ser Gly Val Asp Leu Ala Asp 
690 695 700 

Ser Asn Gln Lys Leu Ser Ile Gln Arg Val Arg Glu Glu Asp Ala Gly 
705 710 715 720 

Arg Tyr Leu Cys Ser Val Cys Asn Ala Lys Gly Cys Val Asn Ser Ser 
725 730 735 

Ala Ser Val Ala Val Glu Gly Ser Glu Asp Lys Gly Ser Met Glu Gly 
740 745 750 

Cys Val Ser Gly Asp Thr Ile Val Met Thr Ser Gly Gly Pro Arg Thr 
755 760 765 
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val Ala Glu Leu Glu Gly Lys Pro Phe Thr Ala Leu Ile Arg Gly Ser 
770 775 780 

Gly Tyr Pro Cys Pro Ser Gly Phe Phe Arg Thr Cys Glu Arg Asp val 
785 	 790 795 800 

Tyr Asp Leu Arg Thr Arg Glu Gly His Cys Leu Arg Leu Thr His Asp 
805 810 815 

His Arg Val Leu Val Met Asp Gly Gly Leu Glu Trp Arg Ala Ala Gly 
820 825 830 

Glu Leu Glu Arg Gly Asp Arg Leu Val Met Asp Asp Ala Ala Gly Glu 
835 840 845 

Phe Pro Ala Leu Ala Thr Phe Arg Gly Leu Arg Gly Ala Gly Arg Gln 
850 855 860 

Asp val Tyr Asp Ala Thr val Tyr Gly Ala Ser Ala Phe Thr Ala Asn 
865 	 870 875 880 

Gly Phe Ile val His Ala Cys Gly Glu Gln Pro Gly Thr Gly Leu Asn 
885 890 895 

Ser Gly Leu Thr Thr Asn Pro Gly val Ser Ala Trp Gln val Asn Thr 
900 905 910 

Ala Tyr Thr Ala Gly Gln Leu Val Thr Tyr Asn Gly Lys Thr Tyr Lys 
915 920 925 

Cys Leu Gin Pro His Thr Ser Leu Ala Gly Trp Glu Pro Ser Asn Val 
930 935 940 

Pro Ala Leu Trp Gin Leu Gln 
945 	 950 

<210> 	178 
<211> 	752 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> 	THIOLEST 
<222> 	(752)..(752) 
<223> 	glycine-thioester 

<400> 	178 

Tyr Ser Met Thr Pro Pro Thr Leu Asn Ile Thr Glu Glu Ser His val 
1 	 5 10 15 

Ile Asp Thr Gly Asp Ser Leu Ser Ile Ser Cys Arg Gly Gln His Pro 
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20 25 30 

Leu Glu Trp Ala Trp Pro Gly Ala Gln Glu Ala Pro Ala Thr Gly Asp 
35 40 45 

Lys Asp Ser Glu Asp Thr Gly val Val Arg Asp Cys Glu Gly Thr Asp 
50 55 60 

Ala Arg Pro Tyr Cys Lys Val Leu Leu Leu His Glu Val His Ala Asn 
65 70 75 80 

Asp Thr Gly Ser Tyr Val Cys Tyr Tyr Lys Tyr Ile Lys Ala Arg Ile 
85 90 95 

Glu Gly Thr Thr Ala Ala Ser Ser Tyr Val Phe val Arg Asp Phe Glu 
100 105 110 

Gln Pro Phe Ile Asn Lys Pro Asp Thr Leu LeU Val Asn Arg Lys Asp 
115 120 125 

Ala Met Trp Val Pro Cys Leu Val Ser Ile Pro Gly Leu Asn Val Thr 
130 135 140 

Leu Arg Ser Gln Ser Ser val Leu Trp Pro Asp Gly Gln Glu val Val 
145 150 155 160 

Trp Asp Asp Arg Arg Gly Met Leu Val Ser Thr Pro Leu Leu His Asp 
165 170 175 

Ala Leu Tyr Leu Gln Cys Glu Thr Thr Trp Gly Asp Gln Asp Phe Leu 
180 185 190 

Ser Asn Pro Phe Leu val His Ile Thr Gly Asn Glu Leu Tyr Asp Ile 
195 200 205 

Gln Leu Leu Pro Arg Lys Ser Leu Glu Leu Leu Val Gly Glu Lys Leu 
210 215 220 

val Leu Asn Cys Thr Val Trp Ala Glu Phe Asn Ser Gly val Thr Phe 
225 230 235 240 

Asp Trp Asp Tyr Pro Gly Lys Gln Ala Glu Arg Gly Lys Trp val Pro 
245 250 255 

Glu Arg Arg Ser Gln Gln Thr His Thr Glu Leu Ser Ser Ile Leu Thr 
260 265 270 

Ile His Asn Val Ser Gln His Asp Leu Gly Ser Tyr val Cys Lys Ala 
275 280 285 

Asn Asn Gly Ile Gln Arg Phe Arg Glu Ser Thr Glu val Ile Val His 
290 295 300 
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Glu Asn Pro Phe Ile Ser Val Glu Trp Leu Lys Gly Pro Ile Leu Glu 
305 310 315 320 

Ala Thr Ala Gly Asp Glu Leu Val Lys Leu Pro Val Lys Leu Ala Ala 
325 330 335 

Tyr Pro Pro Pro Glu Phe Gin Trp Tyr Lys Asp Gly Lys Ala Leu Ser 
340 345 350 

Gly Arg His Ser Pro His Ala Leu Val Leu Lys Glu Val Thr Glu Ala 
355 360 365 

Ser Thr Gly Thr Tyr Thr Leu Ala Leu Trp Asn ser Ala Ala Gly Leu 
370 375 380 

Arg Arg Asn Ile Ser Leu Glu Leu val Val Asn Val Pro Pro Gin Ile 
385 390 395 400 

His Giu Lys Glu Ala Ser Ser Pro ser Ile Tyr Ser Arg His Ser Arg 
405 410 415 

Gin Ala Leu Thr Cys Thr Ala Tyr Gly Val Pro Leu Pro Leu Ser Ile 
420 425 430 

Gln Trp His Trp Arg Pro Trp Thr Pro Cys Lys Met Phe Ala Gln Arg 
435 440 445 

Ser Leu Arg Arg Arg Gln Gin Gin Asp Leu Met Pro Gln Cys Arg Asp 
450 455 460 

Trp Arg Ala Val Thr Thr Gln Asp Ala Val Asn Pro Ile Glu Ser Leu 
465 470 475 480 

Asp Thr Trp Thr Glu Phe Val Glu Gly Lys Asn Lys Thr val Ser Lys 
485 490 495 

Leu val Ile Gln Asn Ala Asn Val Ser Ala met Tyr Lys Cys val Val 
500 505 510 

Ser Asn Lys Val Gly Gln Asp Glu Arg Leu Ile Tyr Phe Tyr Val Thr 
515 520 525 

Thr Ile Pro Asp Gly Phe Thr Ile Giu Ser Lys Pro Ser Glu Glu Leu 
530 535 540 

Leu Giu Gly Gln Pro val Leu Leu Ser Cys Gln Ala Asp ser Tyr Lys 
545 550 555 560 

Tyr Glu His Leu Arg Trp Tyr Arg Leu Asn Leu Ser Thr Leu His Asp 
565 570 575 
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Ala His Gly Asn Pro Leu Leu Leu Asp Cys Lys Asn Val His Leu Phe 
580 585 590 

Ala Thr Pro Leu Ala Ala ser Leu Glu Glu Val Ala Pro Gly Ala Arg 
595 600 605 

His Ala Thr Leu Ser Leu Ser Ile Pro Arg Val Ala Pro Glu His Glu 
610 615 620 

Gly His Tyr Val Cys Glu Val Gln Asp Arg Arg Ser His Asp Lys His 
625 630 635 640 

Cys His Lys Lys Tyr Leu Ser Val Gin Ala Leu Glu Ala Pro Arg Leu 
645 650 655 

Thr Gln Asn Leu Thr Asp Leu Leu Val Asn val Ser Asp Ser Leu Glu 
660 665 670 

met Gln Cys Leu Val Ala Gly Ala His Ala Pro Ser Ile Val Trp Tyr 
675 680 685 

Lys Asp Glu Arg Leu Leu Glu Glu Lys Ser Gly val Asp Leu Ala Asp 
690 695 700 

Ser Asn Gln Lys Leu Ser Ile Gln Arg Val Arg Glu Glu Asp Ala Gly 
705 710 715 720 

Arg Tyr Leu Cys Ser Val Cys Asn Ala Lys Gly Cys. val Asn Ser ser 
725 730 735 

Ala Ser Val Ala val Glu Gly Ser Glu Asp Lys Gly Ser Met Glu Xaa 
740 745 750 

<210> 	179 
<211> 	753 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> 	MOD_REs 
<222> 	(753)—(753) 
<223> 	cysteine or selenocysteine 

<400> 	179 

Tyr Ser Met Thr Pro Pro Thr Leu Asn Ile Thr Glu Glu ser His Val 
1 	 5 10 15 

Ile Asp Thr Gly Asp Ser Leu Ser Ile ser Cys Arg Gly Gln His Pro 
20 25 30 
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Leu Glu Trp Ala Trp Pro Gly Ala Gln Glu Ala Pro Ala Thr Gly Asp 
35 40 45 

Lys Asp Ser Glu Asp Thr Gly Val Val Arg Asp Cys Glu Gly Thr Asp 
50 55 60 

Ala Arg Pro Tyr Cys Lys Val Leu Leu Leu His Glu Val His Ala Asn 
65 70 75 80 

Asp Thr Gly Ser Tyr Val Cys Tyr Tyr Lys Tyr Ile Lys Ala Arg Ile 
85 90 95 

Glu Gly Thr Thr Ala Ala ser Ser Tyr Val Phe Val Arg Asp Phe Glu 
100 105 110 

Gln Pro Phe Ile Asn Lys Pro Asp Thr Leu Leu Val Asn Arg Lys Asp 
115 120 125 

Ala met Trp val Pro Cys Leu val Ser Ile Pro Gly Leu Asn val Thr 
130 135 140 

Leu Arg Ser Gln Ser Ser Val Leu Trp Pro Asp Gly Gln Glu val val 
145 150 155 160 

Trp Asp Asp Arg Arg Gly Met Leu val Ser Thr Pro Leu Leu His ASp 
165 170 175 

Ala Leu Tyr Leu Gln Cys Glu Thr Thr Trp Gly Asp Gin Asp Phe Leu 
180 185 190 

Ser Asn Pro Phe Leu val His Ile Thr Gly Asn Glu Leu Tyr Asp Ile 
195 200 205 

Gln Leu Leu Pro Arg Lys Ser Leu Glu Leu Leu Val Gly Glu Lys Leu 
210 215 220 

Val Leu Asn Cys Thr Val Trp Ala Glu Phe Asn ser Gly val Thr Phe 
225 230 235 240 

Asp Trp Asp Tyr Pro Gly Lys Gln Ala Glu Arg Gly Lys Trp Val Pro 
245 250 255 

Glu Arg Arg Ser Gln Gln Thr His Thr Glu Leu Ser Ser Ile Leu Thr 
260 265 270 

Ile His Asn val Ser Gln His Asp Leu Gly Ser Tyr Val Cys Lys Ala 
275 280 285 

Asn Asn Gly Ile Gln Arg Phe Arg Glu Ser Thr Glu val Ile Val His 
290 295 300 

Glu Asn Pro Phe Ile Ser Val Glu Trp Leu Lys Gly Pro Ile Leu Glu 
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305 310 315 320 

Ala Thr Ala Gly Asp Glu Leu Val Lys Leu Pro Val Lys Leu Ala Ala 
325 330 335 

Tyr Pro Pro Pro Glu Phe Gln Trp Tyr Lys Asp Gly Lys Ala Leu Ser 
340 345 350 

Gly Arg His Ser Pro His Ala Leu Val Leu Lys Glu Val Thr Glu Ala 
355 360 365 

Ser Thr Gly Thr Tyr Thr Leu Ala Leu Trp Asn Ser Ala Ala Gly Leu 
370 375 380 

Arg Arg Asn Ile ser Leu Glu Leu val val Asn Val Pro Pro Gln Ile 
385 390 395 400 

His Glu Lys Glu Ala Ser Ser Pro Ser Ile Tyr Ser Arg His Ser Arg 
405 410 415 

Gln Ala Leu Thr Cys Thr Ala Tyr Gly Val Pro Leu Pro Leu Ser Ile 
420 425 430 

Gin Trp His Trp Arg Pro Trp Thr Pro Cys Lys Met Phe Ala Gln Arg 
435 440 445 

Ser Leu Arg Arg Arg Gln Gln Gln Asp Leu Met Pro Gln Cys Arg Asp 
450 455 460 

Trp Arg Ala val Thr Thr Gln Asp Ala val Asn Pro Ile Glu ser Leu 
465 470 475 480 

Asp Thr Trp Thr Glu Phe Val Glu Gly Lys Asn Lys Thr Val Ser Lys 
485 490 495 

Leu val Ile Gln Asn Ala Asn Val Ser Ala Met Tyr Lys Cys Val Val 
500 505 510 

Ser Asn Lys Val Gly Gln Asp Glu Arg Leu Ile Tyr Phe Tyr val Thr 
515 520 525 

Thr Ile Pro Asp Gly Phe Thr Ile Glu Ser Lys Pro Ser Glu Glu Leu 
530 535 540 

Leu Glu Gly Gin Pro Val Leu Leu Ser Cys Gin Ala Asp Ser Tyr Lys 
545 550 555 560 

Tyr Glu His Leu Arg Trp Tyr Arg Leu Asn Leu Ser Thr Leu His Asp 
565 570 575 

Ala His Gly Asn Pro Leu Leu Leu Asp Cys Lys Asn val His Leu Phe 
580 585 590 

Page 231 



Ala Thr Pro Leu Ala Ala Ser Leu Glu Glu val Ala Pro Gly Ala Arg 
595 	 600 605 

His Ala Thr Leu Ser Leu Ser Ile Pro Arg Val Ala Pro Glu His Glu 
610 	 615 620 

Gly His Tyr Val Cys Glu Val Gin ASp Arg Arg Ser His Asp Lys His 
625 	 630 635 640 

Cys His Lys Lys Tyr Leu Ser Val Gin Ala Leu Glu Ala Pro Arg Leu 
645 650 655 

Thr Gln Asn Leu Thr Asp Leu Leu Val Asn Val Ser Asp Ser Leu Glu 
660 665 670 

Met Gln Cys Leu val Ala Gly Ala His Ala Pro Ser Ile val Trp Tyr 
675 	 680 685 

Lys ASp Glu Arg Leu Leu Glu Glu Lys Ser Gly Val Asp Leu Ala Asp 
690 	 695 700 

Ser Asn Gin Lys Leu ser Ile Gln Arg Val Arg Glu Glu Asp Ala Gly 
705 	 710 715 720 

Arg Tyr Leu Cys Ser Val Cys Asn Ala Lys Gly Cys Val Asn Ser Ser 
725 730 735 

Ala ser val Ala val Glu Gly Ser Glu Asp Lys Gly ser Met Glu Gly 
740 

xaa 

745 750 

<210> 	180 
<211> 	2567 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<400> 	180 
aagcttgaat tcccaccatg cgaccctccg ggacggccgg ggcagcgctc ctggcgctgc 60 

tggctgcgct ctgcccggcg agtcgggctc tggaggaaaa gaaagtttgc caaggcacga 120 

gtaacaagct cacgcagttg ggcacttttg aagatcattt tctcagcctc cagaggatgt 180 

tcaataactg tgaggtggtc cttgggaatt tggaaattac ctatgtgcag aggaattatg 240 

atctttcctt cttaaagacc atccaggagg tggctggtta tgtcctcatt gccctcaaca 300 

cagtggagcg aatccctttg gaaaacctgc agatcatcag aggaaatatg tactacgaaa 360 

attcctatgc cttagcagtc ttatctaact atgatgcaaa taaaaccgga ctgaaggagc 420 
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catccaacgt tcctgccttg tggcagcttc aatgactcga gcggccg 2567 

<210> 181 
<211> 845 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> artificial construct relating to Homo sapiens immunoglobulin 

<400> 181 

Met Arg Pro Ser Gly Thr Ala Gly Ala Ala Leu Leu Ala Leu Leu Ala 
1 5 10 15 

Ala Leu Cys Pro Ala Ser Arg Ala Leu Glu Glu Lys Lys Val Cys Gln 
20 25 30 

Gly Thr Ser Asn Lys Leu Thr Gln Leu Gly Thr Phe Glu Asp His Phe 
35 40 45 

Leu Ser Leu Gln Arg Met Phe Asn Asn Cys Glu Val Val Leu Gly Asn 
50 55 60 

Leu Glu Ile Thr Tyr Val Gln Arg Asn Tyr Asp Leu Ser Phe Leu Lys 
65 70 75 80 

Thr Ile Gln Glu Val Ala Gly Tyr Val Leu Ile Ala Leu Asn Thr Val 
85 90 95 

Giu Arg.  Ile Pro Leu Glu Asn Leu Gln Ile Ile Arg Gly Asn Met Tyr 
100 105 110 

Tyr Glu Asn Ser Tyr Ala Leu Ala Val Leu Ser Asn Tyr Asp Ala Asn 
115 120 125 

Lys Thr Gly Leu Lys Glu Leu Pro Met Arg Asn Leu Gin Glu Ile Leu 
130 135 140 

His Gly Ala Val Arg Phe Ser Asn Asn Pro Ala Leu Cys Asn Val Glu 
145 150 155 160 

Ser Ile Gln Trp Arg Asp Ile Val Ser Ser Asp Phe Leu Ser Asn Met 
165 170 175 

Ser Met Asp Phe Gln Asn His Leu Gly Ser Cys Gin Lys Cys Asp Pro 
180 185 190 

Ser Cys Pro Asn Gly Ser Cys Trp Gly Ala Gly Glu Glu Asn Cys Gln 
195 200 205 

Lys Leu Thr Lys Ile Ile Cys Ala Gln Gln Cys Ser Gly Arg Cys Arg 
210 215 220 
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Gly Lys Ser Pro Ser Asp Cys Cys His Asn Gln Cys Ala Ala Gly Cys 
225 230 235 240 

Thr Gly Pro Arg Glu Ser Asp Cys Leu Val Cys Arg Lys Phe Arg Asp 
245 250 255 

Glu Ala Thr Cys Lys Asp Thr Cys Pro Pro Leu Met Leu Tyr Asn Pro 
260 265 270 

Thr Thr Tyr Gln Met Asp Val Asn Pro Glu Gly Lys Tyr Ser Phe Gly 
275 280 285 

Ala Thr Cys Val Lys Lys Cys Pro Arg Asn Tyr Val val Thr Asp His 
290 295 300 

Gly Ser Cys Val Arg Ala Cys Gly Ala Asp Ser Tyr Glu met Glu Glu 
305 310 315 320 

Asp Gly Val Arg Lys Cys Lys Lys Cys Glu Gly Pro Cys Arg Lys Val 
325 330 335 

Cys Asn Gly Ile Gly Ile Gly Glu Phe Lys Asp Ser Leu Ser Ile Asn 
340 345 350 

Ala Thr Asn Ile Lys His Phe Lys Asn Cys Thr Ser Ile Ser Gly Asp 
355 360 365 

Leu His Ile Leu Pro Val Ala Phe Arg Gly Asp Ser Phe Thr His Thr 
370 375 380 

Pro Pro Leu Asp Pro Gln Glu Leu Asp Ile Leu Lys Thr Val Lys Glu 
385 390 395 400 

Ile Thr Gly Phe Leu Leu Ile Gln Ala Trp Pro Glu Asn Arg Thr Asp 
405 410 415 

Leu His Ala Phe Glu Asn Leu Glu Ile Ile Arg Gly Arg Thr Lys Gln 
420 425 430 

His Gly Gln Phe Ser Leu Ala val val Ser Leu Asn Ile Thr Ser Leu 
435 440 445 

Gly Leu Arg Ser Leu Lys Glu Ile Ser Asp Gly Asp Val Ile Ile Ser 
450 455 460 

Gly Asn Lys Asn Leu Cys Tyr Ala Asn Thr Ile Asn Trp Lys Lys Leu 
465 470 475 480 

Phe Gly Thr Ser Gly Gln Lys Thr Lys Ile Ile Ser Asn Arg Gly Glu 
485 490 495 
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Asn Ser cys Lys Ala Thr Gly Gin Val Cys His Ala Leu Cys Ser Pro 
500 505 510 

Glu Gly Cys Trp Gly Pro Glu Pro Arg Asp Cys Val Ser Cys Arg Asn 
515 520 525 

val Ser Arg Gly Arg Glu Cys Val Asp Lys Cys Asn Leu Leu Glu Gly 
530 535 540 

Glu Pro Arg Glu Phe val Glu Asn Ser Glu Cys Ile Gln Cys His Pro 
545 550 555 560 

Glu Cys Leu Pro Gin Ala met Asn Ile Thr Cys Thr Gly Arg Gly Pro 
565 570 575 

Asp Asn Cys Ile Gln Cys Ala His Tyr Ile Asp Gly Pro His Cys Val 
580 585 590 

Lys Thr Cys Pro Ala Gly Val Met Gly Glu Asn Asn Thr Leu Val Trp 
595 600 605 

Lys Tyr Ala Asp Ala Gly His Val Cys His Leu Cys His Pro Asn Cys 
610 615 620 

Thr Tyr Gly cys Thr Gly Pro Gly Leu Glu Gly Cys Pro Thr Asn Gly 
625 630 635 640 

Pro Lys Ile Pro Ser Gly Cys Val Ser Gly Asp Thr Ile val met Thr 
645 650 655 

Ser Gly Gly Pro Arg Thr Val Ala Glu Leu Glu Gly Lys Pro Phe Thr 
660 665 670 

Ala Leu Ile Arg Gly Ser Gly Tyr Pro Cys Pro Ser Gly Phe Phe Arg 
675 680 685 

Thr Cys Glu Arg Asp Val Tyr Asp Leu Arg Thr Arg Glu Gly His cys 
690 695 700 

Leu Arg Leu Thr His Asp His Arg Val Leu Val Met Asp Gly Gly Leu 
705 710 715 720 

Glu Trp Arg Ala Ala Gly Glu Leu Glu Arg Gly Asp Arg Leu Val Met 
725 730 735 

Asp Asp Ala Ala Gly Glu Phe Pro Ala Leu Ala Thr Phe Arg Gly Leu 
740 745 750 

Arg Gly Ala Gly Arg Gln Asp Val Tyr Asp Ala Thr Val Tyr Gly Ala 
755 760 765 

Ser Ala Phe Thr Ala Asn Gly Phe Ile Val His Ala Cys Gly Glu Gln 
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770 775 780 

Pro Gly Thr Gly Leu Asn Ser Gly Leu Thr Thr Asn Pro Gly Val Ser 
785 	 790 795 800 

Ala Trp Gln Val Asn Thr Ala Tyr Thr Ala Gly Gln Leu val Thr Tyr 
805 810 815 

Asn Gly Lys Thr Tyr Lys Cys Leu Gln Pro His Thr Ser Leu Ala Gly 
820 825 830 

Trp Glu Pro Ser Asn Val Pro Ala Leu Trp Gin Leu Gln 
835 840 845 

<210> 	182 
<211> 	821 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	182 

Leu Glu Glu Lys Lys val Cys Gin Gly Thr Ser Asn Lys Leu Thr Gln 
1 	 5 10 15 

Leu Gly Thr Phe Glu Asp His Phe Leu Ser Leu Gln Arg Met Phe Asn 
20 25 30 

Asn Cys Glu Val Val Leu Gly ASn Leu Glu Ile Thr Tyr val Gln Arg 
35. --40- 45-  — 

Asn Tyr Asp Leu Ser Phe Leu Lys Thr Ile Gln Glu Val Ala Gly Tyr 
50 55 60 

val Leu Ile Ala Leu Asn Thr Val Glu Arg Ile Pro Leu Glu Asn Leu 
65 	 70 75 80 

Gln Ile Ile Arg Gly Asn Met Tyr Tyr Glu Asn Ser Tyr Ala Leu Ala 
85 90 95 

val Leu Ser Asn Tyr Asp Ala Asn Lys Thr Gly Leu Lys Glu Leu Pro 
100 105 110 

Met Arg Asn Leu Gin Glu Ile Leu His Gly Ala Val Arg Phe Ser Asn 
115 120 125 

Asn Pro Ala Leu Cys Asn Val Glu Ser Ile Gln Trp Arg Asp Ile val 
130 135 140 

Ser Ser Asp Phe Leu Ser Asn Met Ser Met Asp Phe Gln Asn His Leu 
145 	 150 155 160 
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Gly Ser Cys Gln Lys Cys Asp Pro Ser Cys Pro ASn Gly Ser Cys Trp 
165 170 175 

Gly Ala Gly Glu Glu Asn Cys Gln Lys Leu Thr Lys Ile Ile Cys Ala 
180 185 190 

Gln Gln Cys Ser Gly Arg Cys Arg Gly Lys Ser Pro Ser Asp Cys Cys 
195 200 205 

His Asn Gln Cys Ala Ala Gly Cys Thr Gly Pro Arg Glu Ser Asp Cys 
210 215 220 

Leu Val cys Arg Lys Phe Arg Asp Glu Ala Thr Cys Lys Asp Thr Cys 
225 230 235 240 

Pro Pro Leu Met Leu Tyr Asn Pro Thr Thr Tyr Gln Met Asp Val Asn 
245 250 255 

Pro Glu Gly Lys Tyr Ser Phe Gly Ala Thr cys val Lys Lys cys Pro 
260 265 270 

Arg Asn Tyr Val Val Thr Asp His Gly Ser Cys Val Arg Ala Cys Gly 
275 280 285 

Ala Asp Ser Tyr Glu Met Glu Glu Asp Gly val Arg Lys Cys Lys Lys 
290 295 300 

cys Glu Gly Pro Cys Arg Lys Val Cys Asn Gly Ile Gly Ile Gly Glu 
305 310 315 320 

Phe Lys Asp Ser Leu Ser Ile Asn Ala Thr Asn Ile Lys His Phe Lys 
325 330 335 

Asn Cys Thr Ser Ile Ser Gly Asp Leu His Ile Leu Pro Val Ala Phe 
340 345 350 

Arg Gly Asp Ser Phe Thr His Thr Pro Pro Leu Asp Pro Gln Glu Leu 
355 360 365 

Asp Ile Leu Lys Thr Val Lys Glu Ile Thr Gly Phe Leu Leu Ile Gln 
370 375 380 

Ala Trp Pro Glu Asn Arg Thr Asp Leu His Ala Phe Glu Asn Leu Glu 
385 390 395 400 

Ile Ile Arg Gly Arg Thr Lys Gln His Gly Gln Phe Ser Leu Ala Val 
405 410 415 

Val Ser Leu Asn Ile Thr Ser Leu Gly Leu Arg Ser Leu Lys Glu Ile 
420 425 430 

Ser Asp Gly Asp Val Ile Ile Ser Gly Asn Lys Asn Leu Cys Tyr Ala 
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435 440 445 

Asn Thr Ile Asn Trp Lys Lys Leu Phe Gly Thr Ser Gly Gln Lys Thr 
450 455 460 

Lys Ile Ile Ser Asn Arg Gly Glu Asn Ser Cys Lys Ala Thr Gly Gln 
465 470 475 480 

Val cys His Ala Leu Cys Ser Pro Glu Gly Cys Trp Gly Pro Glu Pro 
485 490 495 

Arg Asp Cys Val Ser Cys Arg Asn Val Ser Arg Gly Arg Glu Cys val 
500 505 510 

Asp Lys Cys Asn Leu Leu Glu Gly Glu Pro Arg Glu Phe Val Glu Asn 
515 520 525 

Ser Glu Cys Ile Gln cys His Pro Glu Cys Leu Pro Gln Ala Met Asn 
530 535 540 

Ile Thr Cys Thr Gly Arg Gly Pro Asp Asn Cys Ile Gln Cys Ala His 
545 550 555 560 

Tyr Ile Asp Gly Pro His Cys Val Lys Thr Cys Pro Ala Gly Val Met 
565 570 575 

Gly Glu Asn Asn Thr Leu val Trp Lys Tyr Ala Asp Ala Gly His Val 
580 585 590 

Cys His Leu Cys His Pro Asn Cys Thr Tyr Gly Cys Thr Gly Pro Gly 
595 600 605 

Leu Glu Gly Cys Pro Thr Asn Gly Pro Lys Ile Pro Ser Gly Cys Val 
610 615 620 

Ser Gly Asp Thr Ile val Met Thr Ser Gly Gly Pro Arg Thr val Ala 
625 630 635 640 

Glu Leu Glu Gly Lys Pro Phe Thr Ala Leu Ile Arg Gly Ser Gly Tyr 
645 650 655 

Pro Cys Pro Ser Gly Phe Phe Arg Thr Cys Glu Arg Asp val Tyr Asp 
660 665 670 

Leu Arg Thr Arg Glu Gly His cys Leu Arg Leu Thr His Asp His Arg 
675 680 685 

Val Leu Val Met Asp Gly Gly Leu Glu Trp Arg Ala Ala Gly Glu Leu 
690 695 700 

Glu Arg Gly Asp Arg Leu val Met Asp Asp Ala Ala Gly Glu Phe Pro 
705 710 715 720 
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Ala Leu Ala Thr Phe Arg Gly Leu Arg Gly Ala Gly Arg Gin Asp val 
725 730 735 

Tyr Asp Ala Thr Val Tyr Gly Ala Ser Ala Phe Thr Ala Asn Gly Phe 
740 745 750 

Ile val His Ala Cys Gly Glu Gln Pro Gly Thr Gly Leu Asn Ser Gly 
755 760 765 

Leu Thr Thr Asn Pro Gly Val Ser Ala Trp Gln val Asn Thr Ala Tyr 
770 	 775 780 

Thr Ala Gly Gin Leu Val Thr Tyr Asn Gly Lys Thr Tyr Lys Cys Leu 
785 	 790 795 800 

Gin Pro His Thr Ser Leu Ala Gly Trp Glu Pro ser Asn Val Pro Ala 
805 810 815 

Leu Trp Gln Leu Gln 
820 

<210> 	183 
<211> 	622 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> 	THIOLEST 
<222> 	(622)—(622) 
<223> 	glycine-thioester 

<400> 	183 

Leu Glu Glu Lys Lys Val Cys Gln Gly Thr ser Asn Lys Leu Thr Gin 
1 	 5 10 15 

Leu Gly Thr Phe Glu Asp His Phe Leu Ser Leu Gln Arg Met Phe Asn 
20 25 30 

Asn Cys Glu Val val Leu Gly Asn Leu Glu Ile Thr Tyr val Gln Arg 
35 40 45 

Asn Tyr Asp Leu Ser Phe Leu Lys Thr Ile Gln Glu val Ala Gly Tyr 
50 	 55 60 

val Leu Ile Ala Leu Asn Thr val Glu Arg Ile Pro Leu Glu Asn Leu 
65 	 70 75 80 

Gln Ile Ile Arg Gly Asn Met Tyr Tyr Glu Asn Ser Tyr Ala Leu Ala 
85 90 95 
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Val 	Leu Ser Asn Tyr Asp Ala Asn Lys Thr Gly Leu Lys Glu Leu Pro 
100 105 110 

Met Arg Asn Leu Gin Glu Ile Leu His Gly Ala Val Arg Phe Ser Asn 
115 120 125 

Asn Pro Ala Leu Cys Asn Val Glu Ser Ile Gin Trp Arg Asp Ile Val 
130 135 140 

Ser Ser Asp Phe Leu Ser Asn met Ser Met Asp Phe Gin Asn His Leu 
145 150 155 160 

Gly Ser Cys Gin Lys Cys Asp Pro Ser Cys Pro Asn Gly Ser Cys Trp 
165 170 175 

Gly Ala Gly Glu Glu Asn Cys Gln Lys Leu Thr Lys Ile Ile Cys Ala 
180 185 190 

Gln Gin Cys Ser Gly Arg Cys Arg Gly Lys Ser Pro Ser Asp Cys Cys 
195 200 205 

His Asn Gin Cys Ala Ala Gly Cys Thr Gly Pro Arg Glu Ser Asp Cys 
210 215 220 

Leu Val Cys Arg Lys Phe Arg Asp Glu Ala Thr Cys Lys Asp Thr Cys 
225 230 235 240 

Pro Pro Leu Met Leu Tyr Asn Pro Thr Thr Tyr Gin Met Asp Val Asn 
245 250 255 

Pro Glu Gly Lys Tyr Ser Phe Gly Ala Thr Cys Val Lys Lys Cys Pro 
260 265 270 

Arg Asn Tyr Val Val Thr Asp His Gly Ser Cys Val Arg Ala Cys Gly 
275 280 285 

Ala Asp Ser Tyr Giu Met Glu Glu Asp Gly Val Arg Lys Cys Lys Lys 
290 295 300 

Cys Giu Gly Pro Cys Arg Lys Val Cys Asn Gly Ile Gly Ile Gly Glu 
305 310 315 320 

Phe Lys Asp Ser Leu Ser Ile Asn Ala Thr Asn Ile Lys His Phe Lys 
325 330 335 

Asn Cys Thr Ser Ile Ser Gly Asp Leu His Ile Leu Pro Val Ala Phe 
340 345 350 

Arg Gly Asp Ser Phe Thr His Thr Pro Pro Leu Asp Pro Gin Glu Leu 
355 360 365 
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Asp Ile Leu Lys Thr val Lys Glu Ile Thr Gly Phe Leu Leu Ile Gln 
370 375 380 

Ala Trp Pro Glu Asn Arg Thr Asp Leu His Ala Phe Glu Asn Leu Glu 
385 390 395 400 

Ile Ile Arg Gly Arg Thr Lys Gln HiS Gly Gln Phe Ser Leu Ala Val 
405 410 415 

Val Ser Leu Asn Ile Thr Ser Leu Gly Leu Arg Ser Leu Lys Glu Ile 
420 425 430 

Ser Asp Gly Asp Val Ile Ile Ser Gly Asn Lys Asn Leu Cys Tyr Ala 
435 440 445 

Asn Thr Ile Asn Trp Lys Lys Leu Phe Gly Thr Ser Gly Gin Lys Thr 
450 455 460 

Lys Ile Ile Ser Asn Arg Gly Glu Asn Ser Cys Lys Ala Thr Gly Gln 
465 470 475 480 

val Cys His Ala Leu Cys Ser Pro Glu Gly Cys Trp Gly Pro Glu Pro 
485 490 495 

Arg Asp Cys val Ser Cys Arg Asn Val Ser Arg Gly Arg Glu Cys Val 
500 505 510 

Asp Lys Cys Asn Leu Leu Glu Gly Glu Pro Arg Glu Phe val Glu Asn 
515 520 525 

Ser Glu Cys Ile Gln Cys His Pro Glu Cys Leu Pro Gln Ala Met Asn 
530 535 540 

Ile Thr Cys Thr Gly Arg Gly Pro Asp Asn Cys Ile Gln Cys Ala His 
545 550 555 560 

Tyr Ile Asp Gly Pro His Cys Val Lys Thr Cys Pro Ala Gly Val Met 
565 570 575 

Gly Glu Asn Asn Thr Leu val Trp Lys Tyr Ala Asp Ala Gly His val 
580 585 590 

Cys His Leu Cys His Pro Asn Cys Thr Tyr Gly Cys Thr Gly Pro Gly 
595 600 605 

Leu Glu Gly Cys Pro Thr Asn Gly Pro Lys Ile Pro Ser Xaa 
610 615 620 

<210> 	184 
<211> 	623 
<212> 	PRT 
<213> 	Artificial sequence 
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<220> 
<223> artificial 	construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> MOD_RES 
<222> (623)—(623) 
<223> cysteine or selenocysteine 

<400> 184 

Leu Glu Glu Lys Lys val Cys Gln Gly Thr Ser Asn Lys Leu Thr Gln 
1 5 10 15 

Leu Gly Thr Phe Glu Asp His Phe Leu Ser Leu Gin Arg Met Phe Asn 
20 25 30 

Asn Cys Glu val Val Leu Gly Asn Leu Glu Ile Thr Tyr val Gln Arg 
35 40 45 

Asn Tyr Asp Leu Ser Phe Leu Lys Thr Ile Gln Glu Val Ala Gly Tyr 
50 55 60 

val Leu Ile Ala Leu Asn Thr val Glu Arg Ile Pro Leu Giu Asn Leu 
65 70 75 80 

Gln Ile Ile Arg Gly Asn Met Tyr Tyr Glu Asn Ser Tyr Ala Leu Ala 
85 90 95 

Val Leu Ser Asn Tyr Asp Ala Asn Lys Thr Gly Leu Lys Glu Leu Pro 
100 105 110 

Met Arg Asn Leu Gln Glu Ile Leu His Gly Ala Val Arg Phe Ser Asn 
115 120 125 

Asn Pro Ala Leu Cys Asn val Glu Ser Ile Gln Trp Arg Asp Ile val 
130 135 140 

Ser Ser Asp Phe Leu Ser Asn Met ser Met Asp Phe Gln Asn His Leu 
145 150 155 160 

Gly Ser Cys Gln Lys cys Asp Pro Ser Cys Pro Asn Gly Ser Cys Trp 
165 170 175 

Gly Ala Gly Glu Glu Asn Cys Gin Lys Leu Thr Lys Ile Ile Cys Ala 
180 185 190 

Gln Gln cys Ser Gly Arg cys Arg Gly Lys Ser Pro Ser Asp Cys Cys 
195 200 205 

His Asn Gln Cys Ala Ala Gly Cys Thr Gly Pro Arg Glu Ser Asp Cys 
210 215 220 

Leu val Cys Arg Lys Phe Arg Asp Glu Ala Thr Cys Lys Asp Thr Cys 
225 230 235 240 
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Pro Pro Leu Met Leu Tyr Asn Pro Thr Thr Tyr Gin Met Asp Val Asn 
245 250 255 

Pro Glu Gly Lys Tyr Ser Phe Gly Ala Thr Cys Val LyS Lys Cys Pro 
260 265 270 

Arg Asn Tyr Val Val Thr Asp His Gly Ser Cys Val Arg Ala Cys Gly 
275 	 280 285 

Ala Asp Ser Tyr Glu Met Glu Glu Asp Gly Val Arg Lys Cys Lys Lys 
290 295 300 

Cys Glu Gly Pro Cys Arg Lys val Cys Asn Gly Ile Gly Ile Gly Glu 
305 310 315 320 

Phe Lys Asp Ser Leu Ser Ile Asn Ala Thr Asn Ile Lys His Phe Lys 
325 330 335 

Asn Cys Thr ser Ile Ser Gly Asp Leu His Ile Leu Pro val Ala Phe 
340 345 350 

Arg Gly Asp Ser Phe Thr His Thr Pro Pro Leu Asp Pro Gln Glu Leu 
355 	 360 365 

Asp Ile Leu Lys Thr Val Lys Glu Ile Thr Gly Phe Leu Leu Ile Gln 
370 375 380 

Ala Trp Pro Glu Ash Arg Thr Asp Leu His Ala Phe Glu Asn Leu Glu 
385 390 395 400 

Ile Ile Arg Gly Arg Thr Lys Gin His Gly Gln Phe ser Leu Ala val 
405 410 415 

Val ser Leu Asn Ile Thr Ser Leu Gly Leu Arg Ser Leu Lys Glu Ile 
420 425 430 

Ser Asp Gly Asp val Ile Ile Ser Gly Asn Lys Asn Leu Cys Tyr Ala 
435 	 440 445 

Asn Thr Ile Asn Trp Lys Lys Leu Phe Gly Thr Ser Gly Gln Lys Thr 
450 455 460 

Lys Ile Ile Ser Asn Arg Giy Glu Asn Ser Cys Lys Ala Thr Gly Gln 
465 470 475 480 

val cys His Ala Leu Cys Ser Pro Glu Gly Cys Trp Giy Pro Glu Pro 
485 490 495 

Arg Asp cys val Ser Cys Arg Asn Val ser Arg Gly Arg Glu cys val 
500 505 510 
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Asp Lys Cys Asn Leu Leu Glu Gly Glu Pro Arg Glu Phe Val Glu Asn 
515 	 520 	 525 

Ser Glu Cys Ile Gln Cys His Pro Glu Cys Leu Pro Gln Ala Met Asn 
530 	 535 	 540 

Ile Thr Cys Thr Gly Arg Gly Pro Asp Asn Cys Ile Gin Cys Ala His 
545 	 550 	 555 	 560 

Tyr Ile Asp Gly Pro His Cys Val Lys Thr Cys Pro Ala Gly Val Met 
565 	 570 	 575 

Gly Glu Asn Asn Thr Leu Val Trp Lys Tyr Ala Asp Ala Gly His Val 
580 	 585 	 590 

Cys His Leu Cys His Pro Asn Cys Thr Tyr Gly Cys Thr Gly Pro Gly 
595 	 600 	 605 

Leu Glu Gly Cys Pro Thr Asn Gly Pro Lys Ile Pro Ser Gly Xaa 
610 	 615 	 620 

	

<210> 	185 

	

<211> 	2588 

	

<212> 	DNA 

	

<213> 	Artificial Sequence 

<220> 

	

<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

	

<400> 	185 
aagcttgaat tcccaccatg gagctggcgg ccttgtgccg ctgggggctc ctcctcgccc 60 

tcttgccccc cggagccgcg agcacccaag tgtgcaccgg cacagacatg aagctgcggc 120 

tccctgccag tcccgagacc cacctggaca tgctccgcca cctctaccag ggctgccagg 180 

tggtgcaggg aaacctggaa ctcacctacc tgcccaccaa tgccagcctg tccttcctgc 240 

aggatatcca ggaggtgcag ggctacgtgc tcatcgctca caaccaagtg aggcaggtcc 300 

cactgcagag gctgcggatt gtgcgaggca cccagctctt tgaggacaac tatgccctgg 360 

ccgtgctaga caatggagac ccgctgaaca ataccacccc tgtcacaggg gcctccccag 420 

gaggcctgcg ggagctgcag cttcgaagcc tcacagagat cttgaaagga ggggtcttga 480 

tccagcggaa cccccagctc tgctaccagg acacgatttt gtggaaggac atcttccaca 540 

agaacaacca gctggctctc acactgatag acaccaaccg ctctcgggcc tgccacccct 600 

gttctccgat gtgtaagggc tcccgctgct ggggagagag ttctgaggat tgtcagagcc 660 

tgacgcgcac tgtctgtgcc ggtggctgtg cccgctgcaa ggggccactg cccactgact 720 

gctgccatga gcagtgtgct gccggctgca cgggtcccaa gcactctgac tgcctggcct 780 

gcctccactt caaccacagt ggcatctgtg agctgcactg cccagccctg gtcacctaca 840 

acacagacac gtttgagtcc atgcccaatc ccgagggccg gtatacattc ggcgccagct 900 

gtgtgactgc ctgtccctac aactaccttt ctacggacgt gggatcctgc accctcgtct 
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917? abed 
nal nal ely nal nal nal ALD dJi 6Jv sic: nal uly ely nal no 1aw 

98T 	<001'> 

uqncioL6ounmul suavies owoti oa 6upriaJ aDnJasuoD Lup4pJe 	<Ezz> 
<OZZ> 

aDuanbas LPPU-P-JV 	<ETZ> 
_um 	<zu> 
ZS8 	<TTZ> 
98T 	<OW> 

88SZ 6DD66D6w 

08SZ 6D1De61ueD 11D6eD6616 113)613311 6DRVDDluD3 re6661e66e D6611DD1DD 

OZSZ neDDD36P3 611161eee1 e16De6eeD6 6Dee1e1eDe )46614PeDE 666361Dp1p 

OW 11D6rDeppe D166p36614 D6DDIX1616 61DDI.PreDp 6DEol3D66E DaDee61Da6 

00172 6DDe666DDD 6eD6e6D661 61eD6DeDe1 611uD11D66 1re1D61DeD 11uD6D6e1D 

OVEZ 6166Dy1116 1pe1D6De61 e11161e66e DD6DD664D6 D6616D61DD 6616DDa1DD 

08ZZ eeD6610eD6 6DD1.116e6D 661D6eD61u 61e661.e616 64DD6DDe6D 66D6Dee661 

OZZZ Dee61666D6 DD616D661e e661DD6616 61661e616 6131_1616)D ep1e61eDDD 

0912 u61116Du11 D61.1rDa666 u616DeDe16 D61D1r61e1 e16Dr616De e6a61DDeD6 

OOTZ DD11Da1166 EDZDODD6lp DDDe1D661D 1D66D6D1lle 613PADDPD 41.6pDpeeD6 

OVOZ 66e661Dee6 1D66161DeD 6DDDD666D6 616r1De61e elefazeDDED e6166DD1e1 

0861 6D61.6666De 61D1DDD6eD D6r6e6rD6e 6DADDDD61 D666eeDe61 e661DDe661 

0261 61.61DD1DED DDED61DVeD 1e))))641D 06e3D61uD6 D666e66e61 e6eDD1116y 

0981 u661D1eDDD 61rDeaDDaD 1D3P61)3eU e616166D6e DDDD61D6aD D6616361D1 

0081 133D1D3DP6 6er1e1DeDD D61613)661 61616eDDe6 1D66e66DDe 66141.161pp 

OVLT e616eD1D66 1ee6eDDDD6 rD1616e64D DDEDD646DD 611161DeD6 6eDD61ee61 

089T 61e46e666e DaDD1D6666 eD61De16e6 DD61ue66e6 616D616e66 eDD6666D14 

0Z91 DD116eDD6e )61DueD161 616en3u33 3466P3D166 661)610U36 66e6DDD6D6 

09ST 161)6E3DPD D61DD661DD 666e6D6661 61616e6De6 6e6eDD66DD erOD61DeDv 

00ST DD1D61D4D6 UUDDED6DDD eu66D1aaDa D6eDae6661 DDD6166DeD eD616D11D6 

OVVT 301DDUDDDP DPV4ED3EDD 1eD1D)D661. De661.6ED66 61Deu666e6 1DeDaD6D61 

08E1 D66661D661 D6eDaeD666 1D666eeD64 Dapp61)6D1 DU4DD6D664 pEDPD61D11 

OZET ep6De6666D DITP16URD6 43DEP6P331 1Da6D6eDaD De61DD61Da 6pDe66DD66 

09ZT 1PD6eD1D1r Deleappvla 66earDle6e 6ue661D1De 6e6141616e eDD1D6ED6U 

00Z1 6pDD6rDD1D 6DDDD61DeD REDDaDD6e) DDe66661p6 111D6e6e66 DD61Da11eD 

OTT 661DD6e666 111p1p6ee6 reD61D661D 61116e66ED D1v1rEDD61 6eDDU116ED 

0801 666e6166e6 e6D641DeD6 e661eD6664 D1661e1D61 616e6DDD61 61DDD6eeD6 

OZOT eD616ue6r6 16166D6eDe Due661u66e 6eD6uDe616 6e6uuDDeeD VD613DODD6 



1 5 10 15 

Pro Pro Gly Ala Ala Ser Thr Gin Val Cys Thr Gly Thr Asp Met Lys 
20 25 30 

Leu Arg Leu Pro Ala Ser Pro Glu Thr His Leu Asp Met Leu Arg His 
35 40 45 

Leu Tyr Gln Gly Cys Gln val val Gln Gly Asn Leu Glu Leu Thr Tyr 
50 55 60 

Leu Pro Thr Asn Ala Ser Leu Ser Phe Leu Gln Asp Ile Gln Glu val 
65 70 75 80 

Gin Gly Tyr Val Leu Ile Ala His Asn Gln Val Arg Gln Val Pro Leu 
85 90 95 

Gln Arg Leu Arg Ile Val Arg Gly Thr Gln Leu Phe Glu Asp Asn Tyr 
100 105 110 

Ala Leu Ala val Leu Asp Asn Gly Asp Pro Leu Asn Asn Thr Thr Pro 
115 120 125 

val Thr Gly Ala Ser Pro Gly Gly Leu Arg Glu Leu Gln Leu Arg Ser 
130 135 140 

Leu Thr Glu Ile Leu Lys Gly Gly Val Leu Ile Gin Arg Asn Pro Gln 
145 150 155 160 

Leu Cys Tyr Gln Asp Thr Ile Leu Trp Lys Asp Ile Phe His Lys Asn 
165 170 175 

Asn Gln Leu Ala Leu Thr Leu Ile Asp Thr Asn Arg Ser Arg Ala Cys 
180 185 190 

His Pro Cys Ser Pro Met Cys Lys Gly ser Arg Cys Trp Gly Glu Ser 
195 200 205 

ser Glu Asp Cys Gln Ser Leu Thr Arg Thr Val Cys Ala Gly Gly Cys 
210 215 220 

Ala Arg Cys Lys Gly Pro Leu Pro Thr Asp Cys Cys His Glu Gln Cys 
225 230 235 240 

Ala Ala Gly Cys Thr Gly Pro Lys His Ser Asp Cys Leu Ala Cys Leu 
245 250 255 

His Phe Asn HiS ser Gly Ile Cys Glu Leu His Cys Pro Ala Leu val 
260 265 270 

Thr Tyr Asn Thr Asp Thr Phe Glu Ser Met Pro Asn Pro Glu Gly Arg 
275 280 285 
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Tyr Thr Phe Gly Ala Ser Cys Val Thr Ala Cys Pro Tyr Asn Tyr Leu 
290 295 300 

Ser Thr Asp Val Gly Ser Cys Thr Leu Val Cys Pro Leu His Asn Gln 
305 310 315 320 

Glu Val Thr Ala Glu Asp Gly Thr Gln Arg Cys Glu Lys Cys Ser Lys 
325 330 335 

Pro Cys Ala Arg Val Cys Tyr Gly Leu Gly Met Glu His Leu Arg Glu 
340 345 350 

Val Arg Ala val Thr Ser Ala Asn Ile Gln Glu Phe Ala Gly Cys Lys 
355 360 365 

Lys Ile Phe Gly ser Leu Ala Phe Leu Pro Glu Ser Phe Asp Gly Asp 
370 375 380 

Pro Ala Ser Asn Thr Ala Pro Leu Gln Pro Glu Gln Leu Gln val Phe 
385 390 395 400 

Glu Thr Leu Glu Glu Ile Thr Gly Tyr Leu Tyr Ile Ser Ala Trp Pro 
405 410 415 

Asp Ser Leu Pro Asp Leu Ser val Phe Gln Asn Leu Gln Val Ile Arg 
420 425 430 

Gly Arg Ile Leu. His Asn Gly Ala-Tyr ser Leu Thr Leu Gln Gly Leu 
435 440 445 

Gly Ile Ser Trp Leu Gly Leu Arg Ser Leu Arg Glu Leu Gly Ser Gly 
450 455 460 

Leu Ala Leu Ile His His Asn Thr His Leu Cys Phe Val His Thr Val 
465 470 475 480 

Pro Trp Asp Gln Leu Phe Arg Asn Pro His Gln Ala Leu Leu His Thr 
485 490 495 

Ala Asn Arg Pro Glu Asp Glu Cys val Gly Glu Gly Leu Ala Cys His 
500 505 510 

Gln Leu Cys Ala Arg Gly His Cys Trp Gly Pro Gly Pro Thr Gln Cys 
515 520 525 

Val Asn Cys Ser Gln Phe Leu Arg Gly Gln Glu Cys Val Glu Glu Cys 
530 535 540 

Arg Val 	Leu Gln Gly Leu Pro Arg Glu Tyr val Asn Ala Arg His Cys 
545 550 555 560 
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Leu Pro Cys His Pro Glu Cys Gin Pro Gln Asn Gly Ser Val Thr Cys 
565 570 575 

Phe Gly Pro Glu Ala Asp Gln Cys Val Ala Cys Ala His Tyr Lys Asp 
580 585 590 

Pro Pro Phe Cys Val Ala Arg Cys Pro Ser Gly Val Lys Pro Asp Leu 
595 600 605 

Ser Tyr Met Pro Ile Trp Lys Phe Pro Asp Glu Glu Gly Ala Cys Gin 
610 615 620 

Pro Cys Pro Ile Asn Cys Thr His Ser Cys Val Asp Leu Asp Asp Lys 
625 630 635 640 

Gly Cys Pro Ala Glu Gin Arg Ala Ser Pro Leu Thr Giy Cys Val Ser 
645 650 655 

Gly Asp Thr Ile val Met Thr Ser Gly Gly Pro Arg Thr val Ala Glu 
660 665 670 

Leu Glu Gly Lys Pro Phe Thr Ala Leu Ile Arg Gly Ser Gly Tyr Pro 
675 680 685 

Cys Pro Ser Gly Phe Phe Arg Thr Cys Glu Arg Asp val Tyr Asp Leu 
690 695 700 

Arg Thr Arg Glu Gly His Cys Leu Arg Leu Thr His Asp His Arg val 
705 710 715 720 

Leu Val Met Asp Gly Gly Leu Glu Trp Arg Ala Ala Gly Glu Leu Glu 
725 730 735 

Arg Gly Asp Arg Leu val met Asp Asp Ala Ala Gly Glu Phe Pro Ala 
740 745 750 

Leu Ala Thr Phe Arg Gly Leu Arg Gly Ala Gly Arg Gln Asp val Tyr 
755 760 765 

Asp Ala Thr Val Tyr Gly Ala ser Ala Phe Thr Ala Asn Gly Phe Ile 
770 775 780 

val His Ala Cys Gly Glu Gln Pro Gly Thr Gly Leu Asn Ser Gly Leu 
785 790 795 800 

Thr Thr Asn Pro Gly val ser Ala Trp Gin Val Asn Thr Ala Tyr Thr 
805 810 815 

Ala Gly Gln Leu Val Thr Tyr Asn Gly Lys Thr Tyr Lys Cys Leu Gin 
820 825 830 
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Pro His Thr Ser Leu Ala Gly Trp Glu Pro Ser Asn Val Pro Ala Leu 
835 840 845 

Trp Gln Leu Gln 
850 

<210> 	187 
<211> 	830 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	187 

Thr Gln val Cys Thr Gly Thr Asp Met Lys Leu Arg Leu Pro Ala Ser 
1 	 5 10 15 

Pro Glu Thr His Leu Asp Met Leu Arg His Leu Tyr Gin Gly Cys Gln 
20 25 30 

Val val Gin Gly Asn Leu Glu Leu Thr Tyr Leu Pro Thr Asn Ala Ser 
35 40 45 

Leu Ser Phe Leu Gln Asp Ile Gin Glu Val Gln Gly Tyr val Leu Ile 
50 55 60 

Ala His Asn Gln Val Arg Gln Val Pro Leu Gin Arg Leu Arg Ile Val 
65 70 75 80 

Arg Gly Thr Gin Leu Phe Glu Asp Asn Tyr Ala Leu Ala Val Leu Asp 
85 90 95 

Asn Gly Asp Pro Leu Asn Asn Thr Thr Pro Val Thr Gly Ala Ser Pro 
100 105 110 

Gly Gly Leu Arg Glu Leu Gln Leu Arg Ser Leu Thr Glu Ile Leu Lys 
115 120 125 

Gly Gly val Leu Ile Gln Arg Asn Pro Gin Leu Cys Tyr Gin Asp Thr 
130 135 140 

Ile Leu Trp Lys Asp Ile Phe HiS Lys Asn Asn Gln Leu Ala Leu Thr 
145 150 155 160 

Leu Ile Asp Thr Asn Arg Ser Arg Ala Cys His Pro Cys Ser Pro Met 
165 170 175 

Cys Lys Gly Ser Arg Cys Trp Gly Glu Ser Ser Glu Asp Cys Gln Ser 
180 185 190 

Leu Thr Arg Thr val Cys Ala Gly Gly Cys Ala Arg Cys Lys Gly Pro 
195 200 205 
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Leu Pro Thr Asp Cys Cys His Giu Gin Cys Ala Ala Gly Cys Thr Gly 
210 215 220 

Pro Lys His Ser Asp Cys Leu Ala Cys Leu His Phe Asn His Ser Gly 
225 230 235 240 

Ile Cys Glu Leu His Cys Pro Ala Leu Val Thr Tyr Asn Thr Asp Thr 
245 250 255 

Phe Glu Ser Met Pro Asn Pro Glu Gly Arg Tyr Thr Phe Gly Ala Ser 
260 265 270 

Cys Val Thr Ala Cys Pro Tyr Asn Tyr Leu Ser Thr Asp Val Gly Ser 
275 280 285 

Cys Thr Leu Val Cys Pro Leu His Asn Gln Glu val Thr Ala Glu Asp 
290 295 300 

Gly Thr Gin Arg Cys Glu Lys Cys Ser Lys Pro Cys Ala Arg val Cys 
305 310 315 320 

Tyr Gly Leu Gly Met Glu His Leu Arg Glu Val Arg Ala Val Thr Ser 
325 330 335 

Ala Asn Ile Gln Glu Phe Ala Gly Cys Lys Lys Ile Phe Gly Ser Leu 
340 345 350 

Ala Phe Leu Pro Glu ser Phe Asp Gly Asp Pro Ala Ser Asn Thr Ala.  
355 360 365 

Pro Leu Gln Pro Glu Gln Leu Gin val Phe Glu Thr Leu Glu Giu Ile 
370 375 380 

Thr Gly Tyr Leu Tyr Ile Ser Ala Trp Pro Asp Ser Leu Pro Asp Leu 
385 390 395 400 

Ser Val Phe Gln Asn Leu Gln Val Ile Arg Gly Arg Ile Leu His Asn 
405 410 415 

Giy Ala Tyr Ser Leu Thr Leu Gin Gly Leu Gly Ile Ser Trp Leu Gly 
420 425 430 

Leu Arg Ser Leu Arg Glu Leu Gly ser Gly Leu Ala Leu Ile His His 
435 440 445 

Asn Thr His Leu Cys Phe Val His Thr Val Pro Trp Asp Gin Leu Phe 
450 455 460 

Arg Asn Pro His Gln Ala Leu Leu His Thr Ala Asn Arg Pro Glu Asp 
465 470 475 480 
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Glu Cys Val Gly Glu Gly Leu Ala Cys His Gin Leu Cys Ala Arg Gly 
485 490 495 

His Cys Trp Gly Pro Gly Pro Thr Gln Cys Val Asn Cys Ser Gln Phe 
500 505 510 

Leu Arg Gly Gln Glu Cys Val Glu Glu Cys Arg val Leu Gin Gly Leu 
515 520 525 

Pro Arg Glu Tyr Val Asn Ala Arg His Cys Leu Pro Cys His Pro Glu 
530 535 540 

Cys Gln Pro Gln Asn Gly Ser Val Thr Cys Phe Gly Pro Glu Ala Asp 
545 550 555 560 

Gln Cys Val Ala Cys Ala His Tyr Lys Asp Pro Pro Phe Cys val Ala 
565 570 575 

Arg Cys Pro Ser Gly val Lys Pro Asp Leu Ser Tyr Met Pro Ile Trp 
580 585 590 

Lys Phe Pro Asp Glu Glu Gly Ala Cys Gln Pro Cys Pro Ile Asn Cys 
595 600 605 

Thr His Ser Cys val Asp Leu Asp Asp Lys Gly Cys Pro Ala Glu Gln 
610 615 620 

Arg Ala Ser Pro Leu Thr Gly Cys val Ser Gly Asp Thr Ile Val met 
625 630 635 640 

Thr ser Gly Gly Pro Arg Thr val Ala Glu Leu Glu Gly Lys Pro Phe 
645 650 655 

Thr Ala Leu Ile Arg Gly Ser Gly Tyr Pro Cys Pro Ser Gly Phe Phe 
660 665 670 

Arg Thr Cys Glu Arg Asp Val Tyr Asp Leu Arg Thr Arg Glu Gly His 
675 680 685 

Cys Leu Arg Leu Thr His Asp His Arg Val Leu Val Met Asp Gly Gly 
690 695 700 

Leu Glu Trp Arg Ala Ala Gly Glu Leu Glu Arg Gly Asp Arg Leu val 
705 710 715 720 

met Asp Asp Ala Ala Gly Glu Phe Pro Ala Leu Ala Thr Phe Arg Gly 
725 730 735 

Leu Arg Gly Ala Gly Arg Gln Asp val Tyr Asp Ala Thr Val Tyr Gly 
740 745 750 

Ala Ser Ala Phe Thr Ala Asn Gly Phe Ile val His Ala Cys Gly Glu 
Page 252 



755 760 765 

Gln Pro Gly Thr Gly Leu Asn Ser Gly Leu Thr Thr Asn Pro Gly Val 
770 775 780 

Ser Ala Trp Gln Val Asn Thr Ala Tyr Thr Ala Gly Gln Leu Val Thr 
785 790 795 800 

Tyr Asn Gly Lys Thr Tyr Lys Cys Leu Gln Pro His Thr Ser Leu Ala 
805 810 815 

Gly Trp Glu Pro Ser Asn Val Pro Ala Leu Trp Gin Leu Gln 
820 825 830 

<210> 188 
<211> 	631 
<212> PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> 	THIOLEST 
<222> 	(631)..(631) 
<223> 	glycine-thioester 

<400> 	188 

Thr Gin Val Cys Thr Gly Thr Asp Met Lys Leu Arg Leu Pro Ala Ser 
1 5 10 15 

Pro Glu Thr His Leu Asp Met Leu Arg His Leu Tyr Gln Gly Cys Gln 
20 25 30 

Val Val Gln Gly Asn Leu Glu Leu Thr Tyr Leu Pro Thr Asn Ala Ser 
35 40 45 

Leu Ser Phe Leu Gln Asp Ile Gin Glu Val Gln Gly Tyr Val Leu Ile 
50 55 60 

Ala His Asn Gln Val Arg Gin Val Pro Leu Gln Arg Leu Arg Ile Val 
65 70 75 80 

Arg Gly Thr Gin Leu Phe Glu Asp Asn Tyr Ala Leu Ala Val Leu Asp 
85 90 95 

Asn Gly Asp Pro Leu Asn Asn Thr Thr Pro Val Thr Gly Ala Ser Pro 
100 105 110 

Gly Gly Leu Arg Glu Leu Gln Leu Arg Ser Leu Thr Glu Ile Leu Lys 
115 120 125 

Gly Gly Val Leu Ile Gln Arg Asn Pro Gln Leu Cys Tyr Gln Asp Thr 
130 135 140 
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Ile Leu Trp Lys Asp Ile Phe His Lys Asn Asn Gln Leu Ala Leu Thr 
145 150 155 160 

Leu Ile Asp Thr Asn Arg Ser Arg Ala Cys His Pro Cys Ser Pro Met 
165 170 175 

Cys Lys Gly Ser Arg Cys Trp Gly Glu Ser Ser Glu Asp Cys Gln Ser 
180 185 190 

Leu Thr Arg Thr Val Cys Ala Gly Gly Cys Ala Arg CyS Lys Gly Pro 
195 200 205 

Leu Pro Thr Asp Cys Cys His Glu Gln Cys Ala Ala Gly Cys Thr Gly 
210 215 220 

Pro Lys His Ser Asp Cys Leu Ala Cys Leu His Phe Asn His Ser Gly 
225 230 235 240 

Ile cys Glu Leu His Cys Pro Ala Leu val Thr Tyr Asn Thr Asp Thr 
245 250 255 

Phe Glu Ser met Pro Asn Pro Glu Gly Arg Tyr Thr Phe Gly Ala Ser 
260 265 270 

Cys val Thr Ala Cys Pro Tyr Asn Tyr Leu ser Thr Asp Val Gly Ser 
275 280 285 

Cys Thr Leu Val Cys Pro Leu His Asn Gln Glu val Thr Ala Glu Asp 
290 295 300 

Gly Thr Gln Arg Cys Glu Lys Cys ser Lys Pro Cys Ala Arg Val Cys 
305 310 315 320 

Tyr Gly Leu Gly Met Glu His Leu Arg Glu val Arg Ala val Thr Ser 
325 330 335 

Ala Asn Ile Gin Glu Phe Ala Gly Cys Lys Lys Ile Phe Gly ser Leu 
340 345 350 

Ala Phe Leu Pro Glu Ser Phe Asp Gly Asp Pro Ala Ser Asn Thr Ala 
355 360 365 

Pro Leu Gln Pro Glu Gln Leu Gln val Phe Glu Thr Leu Glu Glu Ile 
370 375 380 

Thr Gly Tyr Leu Tyr Ile Ser Ala Trp Pro Asp Ser Leu Pro Asp Leu 
385 390 395 400 

Ser val Phe Gln Asn Leu Gln Val Ile Arg Gly Arg Ile Leu His Asn 
405 410 415 
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Gly Ala Tyr Ser Leu Thr Leu Gln Gly Leu Gly Ile Ser Trp Leu Gly 
420 425 430 

Leu Arg Ser Leu Arg Glu Leu Gly Ser Gly Leu Ala Leu Ile His His 
435 440 445 

Asn Thr His Leu Cys Phe val His Thr Val Pro Trp Asp Gln Leu Phe 
450 455 460 

Arg Asn Pro His Gin Ala Leu Leu His Thr Ala Asn Arg Pro Glu Asp 
465 470 475 480 

Glu Cys Val Gly Glu Gly Leu Ala Cys His Gln Leu Cys Ala Arg Gly 
485 490 495 

His Cys Trp Gly Pro Gly Pro Thr Gln Cys Val Asn Cys Ser Gin Phe 
500 505 510 

Leu Arg Gly Gln Glu Cys Val Glu Glu Cys Arg val Leu Gin Gly Leu 
515 520 525 

Pro Arg Glu Tyr Val Asn Ala Arg His Cys Leu Pro Cys His Pro Glu 
530 535 540 

Cys Gin Pro Gln Asn Gly Ser Val Thr Cys Phe Gly Pro Glu Ala Asp 
545 550 555 560 

Gln Cys val Ala Cys Ala His Tyr Lys Asp Pro Pro Phe Cys val Ala 
565 570 575 

Arg Cys Pro Ser Gly val Lys Pro Asp Leu Ser Tyr Met Pro Ile Trp 
580 585 590 

Lys Phe Pro Asp Glu Glu Gly Ala Cys Gln Pro Cys Pro Ile Asn Cys 
595 600 605 

Thr His ser Cys Val Asp Leu Asp Asp Lys Gly Cys Pro Ala Glu Gln 
610 

Arg Ala Ser Pro Leu Thr 

615 

xaa 

620 

625 630 

<210> 	189 
<211> 	632 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<220> 
<221> 	MOD_RES 
<222> 	(632)..(632) 
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<223> cysteine or selenocysteine 

<400> 189 

Thr Gln Val Cys Thr Gly Thr Asp Met Lys Leu Arg Leu Pro Ala Ser 
1 5 10 15 

Pro Glu Thr His Leu Asp Met Leu Arg His Leu Tyr Gln Gly Cys Gin 
20 25 30 

val Val Gln Gly Asn Leu Glu Leu Thr Tyr Leu Pro Thr Asn Ala Ser 
35 40 45 

Leu Ser Phe Leu Gln Asp Ile Gln Glu Val Gln Gly Tyr Val Leu Ile 
50 55 60 

Ala His Asn Gin Val Arg Gln Val Pro Leu Gln Arg Leu Arg Ile Val 
65 70 75 80 

Arg Gly Thr Gln Leu Phe Glu Asp Asn Tyr Ala Leu Ala val Leu Asp 
85 90 95 

Asn Gly Asp Pro Leu Asn Asn Thr Thr Pro Val Thr Gly Ala Ser Pro 
100 105 110 

Gly Gly Leu Arg Glu Leu Gln Leu Arg ser Leu Thr Glu Ile Leu Lys 
115 120 125 

Gly Gly Val Leu Ile Gin Arg Asn Pro Gln Leu Cys Tyr Gln Asp Thr 
130 135 140 

Ile Leu Trp Lys Asp Ile Phe His Lys Asn Asn Gln Leu Ala Leu Thr 
145 150 155 160 

Leu Ile Asp Thr Asn Arg Ser Arg Ala Cys His Pro Cys Ser Pro Met 
165 170 175 

Cys Lys Gly Ser Arg Cys Trp Gly Glu ser ser Glu Asp Cys Gln ser 
180 185 190 

Leu Thr Arg Thr Val Cys Ala Gly Gly Cys Ala Arg Cys Lys Gly Pro 
195 200 205 

Leu Pro Thr Asp Cys Cys His Glu Gln Cys Ala Ala Gly Cys Thr Gly 
210 215 220 

Pro Lys His Ser Asp Cys Leu Ala Cys Leu His Phe Asn His Ser Gly 
225 230 235 240 

Ile Cys Glu Leu His Cys Pro Ala Leu Val Thr Tyr Asn Thr Asp Thr 
245 250 255 

Phe Glu Ser Met Pro Asn Pro Glu Gly Arg Tyr Thr Phe Gly Ala Ser 
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260 265 270 

Cys Val Thr Ala Cys Pro Tyr Asn Tyr Leu Ser Thr Asp Val Gly Ser 
275 280 285 

Cys Thr Leu Val Cys Pro Leu His Asn Gin Glu val Thr Ala Glu Asp 
290 295 300 

Gly Thr Gln Arg Cys Glu Lys Cys Ser Lys Pro Cys Ala Arg Val Cys 
305 310 315 320 

Tyr Gly Leu Gly Met Glu His Leu Arg Glu Val Arg Ala Val Thr Ser 
325 330 335 

Ala Asn Ile Gln Glu Phe Ala Gly Cys Lys Lys Ile Phe Gly Ser Leu 
340 345 350 

Ala Phe Leu Pro Glu Ser Phe Asp Gly Asp Pro Ala Ser Asn Thr Ala 
355 360 365 

Pro Leu Gln Pro Glu Gln Leu Gln Val Phe Glu Thr Leu Glu Glu Ile 
370 375 380 

Thr Gly Tyr Leu Tyr Ile Ser Ala Trp Pro Asp Ser Leu Pro Asp Leu 
385 390 395 400 

Ser Val Phe Gln Asn Leu Gln Val Ile Arg Gly Arg Ile Leu His Asn 
405 410 415 

Gly Ala Tyr Ser Leu Thr Leu Gln Gly Leu Gly Ile Ser Trp Leu Gly 
420 425 430 

Leu Arg Ser Leu Arg Glu Leu Gly Ser Gly Leu Ala Leu Ile His His 
435 440 445 

Asn Thr His Leu Cys Phe Val His Thr Val Pro Trp Asp Gin Leu Phe 
450 455 460 

Arg Asn Pro His Gin Ala Leu Leu His Thr Ala Asn Arg Pro Glu Asp 
465 470 475 480 

Glu Cys val Gly Glu Gly Leu Ala Cys His Gln Leu Cys Ala Arg Gly 
485 490 495 

His Cys Trp Gly Pro Gly Pro Thr Gin Cys Val Asn Cys Ser Gln Phe 
500 505 510 

Leu Arg Gly Gln Glu Cys Val Glu Giu Cys Arg Val Leu Gln Gly Leu 
515 520 525 

Pro Arg Giu Tyr val Asn Ala Arg His Cys Leu Pro Cys His Pro Glu 
530 535 540 
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Cys Gln Pro Gln Asn Gly Ser Val Thr Cys Phe Gly Pro Glu Ala Asp 
545 	 550 	 555 	 560 

Gln Cys val Ala Cys Ala His Tyr Lys Asp Pro Pro Phe Cys Val Ala 
565 	 570 	 575 

Arg Cys Pro Ser Gly val Lys Pro Asp Leu Ser Tyr Met Pro Ile Trp 
580 	 585 	 590 

Lys Phe Pro Asp Glu Glu Gly Ala Cys Gln Pro Cys Pro Ile Asn Cys 
595 	 600 	 605 

Thr His Ser Cys Val Asp Leu Asp Asp Lys Gly Cys Pro Ala Glu Gin 
610 	 615 	 620 

Arg Ala Ser Pro Leu Thr Gly Xaa 
625 	 630 

<210> 	190 
<211> 	2561 
<212> 	DNA 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to HOMO sapiens immunoglobulin 

<400> 	190 
aagcttgaat tcccaccatg agggcgaacg acgctctgca ggtgctgggc ttgcttttca 60 

gcctggcccg gggctccgag gtgggcaact ctcaggcagt gtgtcctggg actctgaatg 120 

gcctgagtgt gaccggcgat gctgagaacc aataccagac actgtacaag ctctacgaga 180 

ggtgtgaggt ggtgatgggg aaccttgaga ttgtgctcac gggacacaat gccgacctct 240 

ccttcctgca gtggattcga gaagtgacag gctatgtcct cgtggccatg aatgaatttt 300 

ctactctacc attgcccaac ctccgcgtgg tgcgagggac ccaggtctac gatgggaagt 360 

ttgccatctt cgtcatgttg aactataaca ccaactccag ccacgctctg cgccagctcc 420 

gcttgactca gctcaccgag attctgtcag ggggtgttta tattgagaag aacgataagc 480 

tctgtcacat ggacacaatt gactggaggg acatcgtgag ggaccgagat gctgagatag 540 

tggtgaagga caatggcaga agctgtcccc cctgtcatga ggtttgcaag gggcgatgct 600 

ggggtcctgg atcagaagac tgccagacat tgaccaagac catctgtgct cctcagtgta 660 

atggtcactg ctttggtccc aaccccaacc agtgctgcca tgatgagtgt gccgggggct 720 

gctcaggccc tcaggacaca gactgctttg cctgccggca cttcaatgac agtggagcct 780 

gtgtacctcg ctgtccacag cctcttgtct acaacaagct aactttccag ctggaaccca 840 

atccccacac caagtatcag tatggaggag tttgtgtagc cagctgtccc cataactttg 900 

tggtggatca aacatcctgt gtcagggcct gtcctcctga caagatggaa gtagataaaa 960 

atgggctcaa gatgtgtgag ccttgtgggg gactatgtcc caaagcctgt gagggaacag 1020 
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195Z 6 336636U631 3U61UP3113 6P3661614) 061331463e 

OZSZ P331E33EU6 661E66PD66 11031DDP3P DDD36eD611 161EEE1E16 3E6EE3663E 

0917Z U1P1e3e316 611EEDE666 3617E1R113 6e3P3ET316 6P)6611363 31e1646613 

0017Z 31UPP3P63P 3133E06P313 PP61316637 E6663336E3 603663.61E 363E3E161a 

OVEZ P3113661PE 13613u311e 3636E13616 63E111613e 1363E61e11 164e66P336 

08ZZ 33661.3E066 3.636133661. 6331433PU3 6613E36633 431.6E63661 36E361E61E 

OZZZ 661E646613 3633E63663 63eE6643EE 6166636336 463661EE66 133661.664E 

09TZ 661E616613 11.61633E31 E61E333E61 1163E41361 1e31666E61 63E3E16361 

001Z 31e61E1E16 3E6163EE61 6133E36331 13111.66E3a 333361P333 e136613136 

OVOZ 636311r61D u3633e31.16 3DpeeD666e 6613EE6136 61613e36D3 33666D6646 

0861 e13r61er16 11E33E3E6a 66331E1636 1666E3E613 1P333PPPe3 6631e61361 

OZ61 6613E3EEE3 E66E111613 E6Ep31136E 6E33E66EEE 1.616666e33 3u3613ee6E 

0981 61PDD613DD 66D161re61 EE6E31161E 6E333E16EE 3u131EE331 666EE33616 

008T 6P13316E66 1n3333613 6E36E61616 13E3333166 1E6E631111. E3336161EE 

OVLT 31361611.3r 1E61313666 31.3661EE36 1nn3613e 3666e661up 33eu3364ur 

089T 66333E3361 331344361E 03366E61e 3336111Ee6 E636336E66 661EE61311 

OZ9T 13EE3613E3 33E6161613 16166E66E6 336E1E11ve E63161333.6 113616E316 

09ST 6133366E33 316661361E 6666613133 1361643E33 3E6161.616E EE3666E6E3 

OOST 66163613E6 e6E3636336 631ee1E36e E31E3E6E13 E636E6EE66 3E13366666 

OVVT 313.361.66Eu 33E6613EE6 1.11313e33U 33E3.361.313 6E366E1EE3 3646Eu1E1e 

08E1 131E163666 13616E44EE E66EE61333 1E63314366 613131P3P3 161e0113e 

OZET E6EE61r31u 611611e313 1.13666633E E3E131336E E6E366E661 1E33EE3E61 

09Z1 11EE331111 14626E3413 eepe361EDE 3333633661 3346E331.E3 EE6133E116 

OOZY 6E3E31E6E6 663E16E3E6 6331133.61E t3136uE6E6 P3DDR6613) 3613)D1e6E 

WET E3E3661333 3E6E661EE3 1336633E31 E6131143E6 6133EE3666 1331E6EE33 

0801 E3613EE616 114E661E61 1eDUP36P63 11E661613E 6E33113633 6E66613136 



Leu Asn Gly Leu Ser val Thr Gly Asp Ala Glu Asn Gln Tyr Gln Thr 
35 40 45 

Leu Tyr Lys Leu Tyr Glu Arg Cys Glu Val Val Met Gly Asn Leu Glu 
50 55 60 

Ile val Leu Thr Gly His Asn Ala Asp Leu Ser Phe Leu Gln Trp Ile 
65 70 75 80 

Arg Glu val Thr Gly Tyr val Leu val Ala Met Asn Glu Phe Ser Thr 
85 90 95 

Leu Pro Leu Pro Asn Leu Arg Val Val Arg Gly Thr Gln val Tyr Asp 
100 105 110 

Gly Lys Phe Ala Ile Phe val Met Leu Asn Tyr Asn Thr Asn Ser Ser 
115 120 125 

His Ala Leu Arg Gln Leu Arg Leu Thr Gln Leu Thr Glu Ile Leu Ser 
130 135 140 

Gly Gly val Tyr Ile Glu Lys Asn Asp Lys Leu Cys His Met Asp Thr 
145 150 155 160 

Ile Asp Trp Arg Asp Ile val Arg Asp Arg Asp Ala Glu Ile val Val 
165 170 175 

Lys Asp Asn Gly Arg Ser Cys Pro Pro Cys His Glu val Cys Lys Gly 
180 185 190 

Arg Cys Trp Gly Pro Gly Ser Glu Asp Cys Gln Thr Leu Thr Lys Thr 
195 200 205 

Ile cys Ala Pro Gln Cys Asn Gly His Cys Phe Gly Pro Asn Pro Asn 
210 215 220 

Gln Cys Cys His Asp Glu Cys Ala Gly Gly Cys Ser Gly Pro Gln Asp 
225 230 235 240 

Thr Asp Cys Phe Ala Cys Arg His Phe Asn Asp Ser Gly Ala cys Val 
245 250 255 

Pro Arg Cys Pro Gln Pro Leu val Tyr Asn Lys Leu Thr Phe Gln Leu 
260 265 270 

Glu Pro Asn Pro His Thr Lys Tyr Gln Tyr Gly Gly val Cys val Ala 
275 280 285 

ser cys Pro His Asn Phe Val Val Asp Gin Thr Ser Cys val Arg Ala 
290 295 300 
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Cys Pro Pro Asp Lys Met Glu Val Asp Lys Asn Gly Leu Lys Met Cys 
305 310 315 320 

Glu Pro Cys Gly Gly Leu Cys Pro Lys Ala Cys Glu Gly Thr Gly ser 
325 330 335 

Gly Ser Arg Phe Gln Thr Val Asp Ser Ser Asn Ile Asp Gly Phe Val 
340 345 350 

Asn Cys Thr Lys Ile Leu Gly Asn Leu Asp Phe Leu Ile Thr Gly Leu 
355 360 365 

Asn Gly Asp Pro Trp His Lys Ile Pro Ala Leu Asp Pro Glu Lys Leu 
370 375 380 

Asn val Phe Arg Thr val Arg Glu Ile Thr Gly Tyr Leu Asn Ile Gln 
385 390 395 400 

Ser Trp Pro Pro His Met His Asn Phe ser Val Phe ser Asn Leu Thr 
405 410 415 

Thr Ile Gly Gly Arg Ser Leu Tyr Asn Arg Gly Phe Ser Leu Leu Ile 
420 425 430 

Met Lys Asn Leu Asn Val Thr Ser Leu Gly Phe Arg Ser Leu Lys Glu 
435 440 445 

Ile Ser Ala Gly Arg Ile Tyr Ile Ser Ala Asn Arg Gln Leu Cys Tyr 

His 

450 

His Ser 

, 

Leu Asn Trp 

455 

Thr 

-- 

Lys val Leu Arg 

460 

Gly Pro Thr Glu Glu 
465 470 475 480 

Arg Leu Asp Ile Lys His Asn Arg Pro Arg Arg Asp Cys val Ala Glu 
485 490 495 

Gly Lys val Cys Asp Pro Leu Cys ser Ser Gly Gly Cys Trp Gly Pro 
500 505 510 

Gly Pro Gly Gln Cys Leu Ser cys Arg Asn Tyr Ser Arg Gly Gly Val 
515 520 525 

Cys Val Thr His Cys Asn Phe Leu Asn Gly Glu Pro Arg Glu Phe Ala 
530 535 540 

His Glu Ala Glu Cys Phe Ser Cys His Pro Glu cys Gin Pro Met Glu 
545 550 555 560 

Gly Thr Ala Thr Cys Asn Gly Ser Gly Ser ASp Thr Cys Ala Gln Cys 
565 570 575 
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Ala His Phe Arg Asp Gly Pro His Cys Val Ser ser Cys Pro His Gly 
580 585 590 

Val Leu Gly Ala Lys Gly Pro Ile Tyr Lys Tyr Pro Asp Val Gln Asn 
595 600 605 

Glu Cys Arg Pro Cys His Glu Asn Cys Thr Gin Gly Cys Lys Gly Pro 
610 615 620 

Glu Leu Gin Asp Cys Leu Gly Gln Thr Leu val Leu Ile Gly Lys Thr 
625 630 635 640 

His Leu Thr Gly Cys Val Ser Gly Asp Thr Ile Val Met Thr Ser Gly 
645 650 655 

Gly Pro Arg Thr Val Ala Glu Leu Glu Gly Lys Pro Phe Thr Ala Leu 
660 665 670 

Ile Arg Gly Ser Gly Tyr Pro Cys Pro Ser Gly Phe Phe Arg Thr Cys 
675 680 685 

Glu Arg Asp val Tyr Asp Leu Arg Thr Arg Glu Gly His Cys Leu Arg 
690 695 700 

Leu Thr His Asp His Arg Val Leu val Met Asp Gly Gly Leu Glu Trp 
705 710 715 720 

Arg Ala Ala Gly Glu Leu Glu Arg Gly Asp Arg Leu Val Met Asp Asp 
725 730 735 

Ala Ala Gly Glu Phe Pro Ala Leu Ala Thr Phe Arg Gly Leu Arg Gly 
740 745 750 

Ala Gly Arg Gln Asp val Tyr Asp Ala Thr val Tyr Gly Ala Ser Ala 
755 760 765 

Phe Thr Ala Asn Gly Phe Ile Val His Ala Cys Gly Glu Gin Pro Gly 
770 775 780 

Thr Gly Leu Asn Ser Gly Leu Thr Thr Asn Pro Gly val Ser Ala Trp 
785 790 795 800 

Gln Val Asn Thr Ala Tyr Thr Ala Gly Gin Leu Val Thr Tyr Asn Gly 
805 810 815 

Lys Thr Tyr Lys Cys Leu Gin Pro His Thr ser Leu Ala Gly Trp Glu 
820 825 830 

Pro Ser Asn Val Pro Ala Leu Trp Gin Leu Gln 
835 840 

<210> 	192 
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<211> 824 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> artificial construct relating to Homo sapiens immunoglobulin 

<400> 192 

Ser Glu Val Gly Asn Ser Gln Ala val Cys Pro Gly Thr Leu Asn Gly 
1 5 10 15 

Leu Ser Val Thr Gly Asp Ala Glu Asn Gin Tyr Gln Thr Leu Tyr Lys 
20 25 30 

Leu Tyr Glu Arg Cys Glu Val val Met Gly Asn Leu Glu Ile Val Leu 
35 40 45 

Thr Gly His Asn Ala Asp Leu Ser Phe Leu Gln Trp Ile Arg Glu Val 
50 55 60 

Thr Gly Tyr Val Leu Val Ala Met Asn Glu Phe Ser Thr Leu Pro Leu 
65 70 75 80 

Pro Asn Leu Arg val Val Arg Gly Thr Gin val Tyr Asp Gly Lys Phe 
85 90 95 

Ala Ile Phe val Met Leu Asn Tyr Asn Thr Asn Ser Ser His Ala Leu 
100 105 110 

Arg Gln Leu Arg Leu Thr Gln Leu Thr Glu Ile Leu Ser Gly Gly val 
115 120- 125 - - 

Tyr Ile Glu Lys Asn Asp Lys Leu Cys His Met Asp Thr Ile Asp Trp 
130 135 140 

Arg Asp Ile val Arg Asp Arg Asp Ala Glu Ile Val val Lys Asp Asn 
145 150 155 160 

Gly Arg Ser Cys Pro Pro Cys His Glu Val Cys Lys Gly Arg Cys Trp 
165 170 175 

Gly Pro Gly Ser Glu Asp Cys Gln Thr Leu Thr Lys Thr Ile Cys Ala 
180 185 190 

Pro Gln Cys Asn Gly His Cys Phe Gly Pro Asn Pro Asn Gln Cys Cys 
195 200 205 

His Asp Glu Cys Ala Gly Gly Cys Ser Gly Pro Gln Asp Thr Asp Cys 
210 215 220 

Phe Ala Cys Arg His Phe Asn Asp Ser Gly Ala Cys val Pro Arg Cys 
225 230 235 240 
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Pro Gln Pro Leu Val Tyr Asn Lys Leu Thr Phe Gin Leu Glu Pro Asn 
245 250 255 

Pro His Thr Lys Tyr Gln Tyr Gly Gly Val Cys val Ala Ser Cys Pro 
260 265 270 

His Asn Phe Val Val Asp Gln Thr Ser cys val Arg Ala Cys Pro Pro 
275 280 285 

Asp Lys Met Glu Val Asp Lys Asn Gly Leu Lys met Cys Glu Pro Cys 
290 295 300 

Gly Gly Leu Cys Pro Lys Ala Cys Glu Gly Thr Gly Ser Gly Ser Arg 
305 310 315 320 

Phe Gln Thr val Asp Ser Ser Asn Ile Asp Gly Phe val Asn Cys Thr 
325 330 335 

Lys Ile Leu Gly Asn Leu Asp Phe Leu Ile Thr Gly Leu Asn Gly Asp 
340 345 350 

Pro Trp His Lys Ile Pro Ala Leu Asp Pro Glu Lys Leu Asn val Phe 
355 360 365 

Arg Thr val Arg Glu Ile Thr Gly Tyr Leu Asn Ile Gin Ser Trp Pro 
370 375 380 

Pro His Met His Asn Phe Ser Val Phe Ser Asn Leu Thr Thr Ile Gly 
385 390 395 400 

Gly Arg Ser Leu Tyr Asn Arg Gly Phe Ser Leu Leu Ile Met Lys Asn 
405 410 415 

Leu Asn val Thr Ser Leu Gly Phe Arg Ser Leu Lys Glu Ile Ser Ala 
420 425 430 

Gly Arg Ile Tyr Ile Ser Ala Asn Arg Gln Leu Cys Tyr His His Ser 
435 440 445 

Leu Asn Trp Thr Lys Val Leu Arg Gly Pro Thr Glu Glu Arg Leu Asp 
450 455 460 

Ile Lys His Asn Arg Pro Arg Arg Asp Cys Val Ala Glu Gly Lys Val 
465 470 475 480 

Cys Asp Pro Leu Cys Ser Ser Gly Gly Cys Trp Gly Pro Gly Pro Gly 
485 490 495 

Gln Cys Leu Ser Cys Arg Asn Tyr Ser Arg Gly Gly Val Cys Val Thr 
500 505 510 

His Cys Asn Phe Leu Asn Gly Glu Pro Arg Glu Phe Ala His Glu Ala 
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515 520 525 

Glu Cys Phe Ser Cys His Pro Glu Cys Gln Pro Met Glu Gly Thr Ala 
530 535 540 

Thr Cys Asn Gly Ser Gly Ser Asp Thr Cys Ala Gin Cys Ala His Phe 
545 550 555 560 

Arg Asp Gly Pro His Cys Val Ser Ser Cys Pro His Gly Val Leu Gly 
565 570 575 

Ala Lys Gly Pro Ile Tyr Lys Tyr Pro Asp Val Gin Asn Glu Cys Arg 
580 585 590 

Pro Cys His Glu Asn Cys Thr Gin Gly Cys Lys Gly Pro Glu Leu Gin 
595 600 605 

Asp Cys Leu Gly Gln Thr Leu val Leu Ile Gly Lys Thr His Leu Thr 
610 615 620 

Gly Cys Val Ser Gly Asp Thr Ile val Met Thr Ser Gly Gly Pro Arg 
625 630 635 640 

Thr Val Ala Glu Leu Glu Gly Lys Pro Phe Thr Ala Leu Ile Arg Gly 
645 650 655 

Ser Gly Tyr Pro Cys Pro Ser Gly Phe Phe Arg Thr Cys Glu Arg Asp 
660 665 670 

val Tyr Asp Leu Arg Thr Arg Glu Gly His Cys Leu Arg Leu Thr His 
675 680 685 

Asp His Arg val Leu Val met Asp Gly Gly Leu Glu Trp Arg Ala Ala 
690 695 700 

Gly Glu Leu Glu Arg Gly Asp Arg Leu val Met Asp Asp Ala Ala Gly 
705 710 715 720 

Glu Phe Pro Ala Leu Ala Thr Phe Arg Gly Leu Arg Gly Ala Gly Arg 
725 730 735 

Gin Asp Val Tyr Asp Ala Thr Val Tyr Gly Ala Ser Ala Phe Thr Ala 
740 745 750 

Asn Gly Phe Ile Val His Ala Cys Gly Glu Gln Pro Gly Thr Gly Leu 
755 760 765 

Asn Ser Gly Leu Thr Thr Asn Pro Gly val Ser Ala Trp Gln Val Asn 
770 775 780 

Thr Ala Tyr Thr Ala Gly Gin Leu val Thr Tyr Asn Gly Lys Thr Tyr 
785 790 795 800 
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Lys Cys Leu Gln Pro His Thr Ser Leu Ala Gly Trp Glu Pro Ser Asn 
805 810 815 

Val Pro Ala Leu Trp Gln Leu Gln 
820 

<210> 	193 
<211> 	625 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> 	THIOLEST 
<222> 	(625)..(625) 
<223> 	glycine-thioester 

<400> 	193 

Ser Glu Val Gly Asn Ser Gln Ala Val Cys Pro Gly Thr Leu Asn Gly 
1 	 5 10 15 

Leu Ser val Thr Gly Asp Ala Glu Asn Gin Tyr Gln Thr Leu Tyr Lys 
20 25 30 

Leu Tyr Glu Arg Cys Glu val Val Met Gly Asn Leu Glu Ile Val Leu 
35 40 45 

Thr Gly His Asn ATa Asp Leu Ser Phe Leu Gln Trp Ile Arg Glu val 
50 55 60 

Thr Gly Tyr Val Leu Val Ala Met Asn Glu Phe Ser Thr Leu Pro Leu 
65 	 70 75 80 

Pro Asn Leu Arg val val Arg Gly Thr Gln val Tyr Asp Gly Lys Phe 
85 90 95 

Ala Ile Phe Val Met Leu Asn Tyr Asn Thr Asn Ser ser His Ala Leu 
100 105 110 

Arg Gln Leu Arg Leu Thr Gln Leu Thr Glu Ile Leu Ser Gly Gly val 
115 120 125 

Tyr Ile Glu Lys Asn Asp Lys Leu Cys His Met Asp Thr Ile Asp Trp 
130 135 140 

Arg Asp Ile Val Arg Asp Arg Asp Ala Glu Ile val val Lys Asp Asn 
145 	 150 155 160 

Gly Arg Ser Cys Pro Pro Cys His Glu Val Cys Lys Gly Arg Cys Trp 
165 170 175 
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Gly Pro Gly Ser Glu Asp Cys Gin Thr Leu Thr Lys Thr Ile Cys Ala 
180 185 190 

Pro Gln Cys Asn Gly His Cys Phe Gly Pro Asn Pro Asn Gln Cys Cys 
195 200 205 

His Asp Glu Cys Ala Gly Gly Cys ser Gly Pro Gln Asp Thr Asp Cys 
210 215 220 

Phe Ala Cys Arg His Phe Asn Asp Ser Gly Ala cys val Pro Arg cys 
225 230 235 240 

Pro Gln Pro Leu Val Tyr Asn Lys Leu Thr Phe Gin Leu Glu Pro Asn 
245 250 255 

Pro His Thr Lys Tyr Gin Tyr Gly Gly val Cys val Ala Ser Cys Pro 
260 265 270 

His Asn Phe Val Val Asp Gln Thr Ser Cys Val Arg Ala Cys Pro Pro 
275 280 285 

Asp Lys Met Glu Val Asp Lys Asn Gly Leu Lys Met cys Glu Pro Cys 
290 295 300 

Gly Gly Leu Cys Pro Lys Ala Cys Glu Gly Thr Gly Ser Gly ser Arg 
305 310 315 320 

Phe Gln Thr Val Asp Ser Ser Asn Ile. Asp Gly Phe Val Asn Cys Thr 
325 330 335 

Lys Ile Leu Gly Asn Leu Asp Phe Leu Ile Thr Gly Leu Asn Gly Asp 
340 345 350 

Pro Trp His Lys Ile Pro Ala Leu Asp Pro Glu Lys Leu Asn Val Phe 
355 360 365 

Arg Thr Val Arg Glu Ile Thr Gly Tyr Leu Asn Ile Gln Ser Trp Pro 
370 375 380 

Pro His Met His Asn Phe Ser Val Phe ser Asn Leu Thr Thr Ile Gly 
385 390 395 400 

Gly Arg Ser Leu Tyr Asn Arg Gly Phe Ser Leu Leu Ile Met Lys Asn 
405 410 415 

Leu Asn val Thr Ser Leu Gly Phe Arg Ser Leu Lys Glu Ile Ser Ala 
420 425 430 

Gly Arg Ile Tyr Ile Ser Ala Asn Arg Gln Leu Cys Tyr HiS His Ser 
435 440 445 
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Leu Asn Trp Thr Lys val Leu Arg Gly Pro Thr Glu Glu Arg Leu Asp 
450 455 460 

Ile Lys His Asn Arg Pro Arg Arg Asp Cys Val Ala Glu Gly Lys Val 
465 470 475 480 

Cys Asp Pro Leu Cys Ser Ser Gly Gly Cys Trp Gly Pro Gly Pro Gly 
485 490 495 

Gln Cys Leu ser Cys Arg Asn Tyr Ser Arg Gly Gly val Cys val Thr 
500 505 510 

His Cys Asn Phe Leu Asn Gly Glu Pro Arg Glu Phe Ala HiS Glu Ala 
515 520 525 

Glu Cys Phe Ser cys His Pro Glu cys Gin Pro Met Glu Gly Thr Ala 
530 535 540 

Thr Cys Asn Gly Ser Gly Ser Asp Thr cys Ala Gin cys Ala His Phe 
545 550 555 560 

Arg Asp Gly Pro His Cys Val Ser Ser Cys Pro His Gly val Leu Gly 
565 570 575 

Ala Lys Gly Pro Ile Tyr Lys Tyr Pro Asp Val Gln Asn Glu Cys Arg 
580 585 590 

Pro cys His Glu Asn Cys Thr Gin Gly cys Lys Gly Pro Glu Leu Gln 
595 600 605 

Asp Cys Leu Gly Gln Thr Leu val Leu Ile Gly Lys Thr His Leu Thr 
610 

xaa 

615 620 

625 

<210> 	194 
<211> 	626 
<212> 	PRT 
<213> 	Artificial Sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunoglobulin 

<220> 
<221> 	MOD_RES 
<222> 	(626)..(626) 
<223> 	cysteine or selenocysteine 

<400> 	194 

Ser Glu val Gly Asn Ser Gln Ala val Cys Pro Gly Thr Leu Asn Gly 
1 5 10 15 

Leu Ser val Thr Gly Asp Ala Glu Asn Gin Tyr Gln Thr Leu Tyr Lys 
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20 25 30 

Leu Tyr Glu Arg Cys Glu Val Val Met Gly Asn Leu Glu Ile val Leu 
35 40 45 

Thr Gly His Asn Ala Asp Leu Ser Phe Leu Gln Trp Ile Arg Glu val 
50 55 60 

Thr Gly Tyr val Leu Val Ala Met Asn Glu Phe Ser Thr Leu Pro Leu 
65 70 75 80 

Pro Asn Leu Arg val Val Arg Gly Thr Gln Val Tyr Asp Gly Lys Phe 
85 90 95 

Ala Ile Phe val Met Leu Asn Tyr Asn Thr Asn Ser Ser His Ala Leu 
100 105 110 

Arg Gln Leu Arg Leu Thr Gln Leu Thr Glu Ile Leu Ser Gly Gly val 
115 120 125 

Tyr Ile Glu Lys Asn Asp Lys Leu Cys His Met Asp Thr Ile Asp Trp 
130 135 140 

Arg Asp Ile Val Arg Asp Arg Asp Ala Glu Ile Val Val Lys Asp Asn 
145 150 155 160 

Gly Arg Ser cys Pro Pro Cys His Glu val Cys Lys Gly Arg Cys Trp 
165 170 175 

Gly Pro Gly Ser Glu Asp Cys Gln Thr Leu Thr Lys Thr Ile cys Ala 
180 185 190 

Pro Gln Cys Asn Gly His Cys Phe Gly Pro Asn Pro Asn Gln Cys Cys 
195 200 205 

HiS Asp Glu cys Ala Gly Gly cys Ser Gly Pro Gln Asp Thr Asp Cys 
210 215 220 

Phe Ala Cys Arg His Phe Asn Asp Ser Gly Ala Cys Val Pro Arg Cys 
225 230 235 240 

Pro Gln Pro Leu Val Tyr Asn Lys Leu Thr Phe Gln Leu Glu Pro Asn 
245 250 255 

Pro His Thr Lys Tyr Gln Tyr Gly Gly Val Cys Val Ala Ser Cys Pro 
260 265 270 

His Asn Phe Val val Asp Gln Thr Ser Cys val Arg Ala Cys Pro Pro 
275 280 285 

Asp Lys Met Glu val Asp Lys Asn Gly LeU Lys Met Cys Glu Pro Cys 
290 295 300 
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Gly Gly Leu Cys Pro Lys Ala Cys Glu Gly Thr Gly Ser Gly Ser Arg 
305 310 315 320 

Phe Gln Thr Val Asp ser Ser Asn Ile Asp Gly Phe Val Asn Cys Thr 
325 330 335 

Lys Ile Leu Gly Asn Leu Asp Phe Leu Ile Thr Gly Leu Asn Gly Asp 
340 345 350 

Pro Trp His Lys Ile Pro Ala Leu Asp Pro Glu Lys Leu Asn Val Phe 
355 360 365 

Arg Thr val Arg Glu Ile Thr Gly Tyr Leu Asn Ile Gln Ser Trp Pro 
370 375 380 

Pro HiS Met His Asn Phe Ser Val Phe Ser Asn Leu Thr Thr Ile Gly 
385 390 395 400 

Gly Arg Ser Leu Tyr Asn Arg Gly Phe Ser Leu Leu Ile Met Lys Asn 
405 410 415 

Leu Asn val Thr Ser Leu Gly Phe Arg Ser Leu Lys Glu Ile Ser Ala 
420 425 430 

Gly Arg Ile Tyr Ile Ser Ala Asn Arg Gin Leu Cys Tyr His HiS ser 
435 440 445 

Leu Asn Trp Thr Lys Val Leu Arg Gly Pro Thr Glu Glu Arg Leu Asp 
450 455 460 

Ile Lys His Asn Arg Pro Arg Arg Asp Cys Val Ala Glu Gly Lys val 
465 470 475 480 

cys Asp Pro Leu Cys ser ser Giy Gly cys Trp Gly Pro Gly Pro Gly 
485 490 495 

Gln Cys Leu Ser Cys Arg Asn Tyr Ser Arg Giy Gly val Cys Val Thr 
500 505 510 

His Cys Asn Phe Leu Asn Giy Glu Pro Arg Glu Phe Ala His Glu Ala 
515 520 525 

Glu Cys Phe Ser Cys His Pro Glu Cys Gln Pro Met Glu Gly Thr Ala 
530 535 540 

Thr Cys Asn Gly Ser Gly Ser Asp Thr Cys Ala Gln Cys Ala His Phe 
545 550 555 560 

Arg Asp Gly Pro His Cys val Ser Ser Cys Pro His Gly val Leu Gly 
565 570 575 
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Ala Lys Gly Pro Ile Tyr Lys Tyr Pro Asp Val Gln Asn Glu Cys Arg 
580 	 585 	 590 

Pro Cys His Glu Asn Cys Thr Gln Gly Cys Lys Gly Pro Glu Leu Gin 
595 	 600 	 605 

Asp Cys Leu Gly Gln Thr Leu Val Leu Ile Gly Lys Thr His Leu Thr 
610 	 615 	 620 

Gly Xaa 
625 

<210> 	195 
<211> 	2585 
<212> 	DNA 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo sapiens immunogiobulin 

<400> 	195 
aagcttgaat tcccaccatg aagccggcga caggactttg ggtctgggtg agccttctcg 60 

tggcggcggg gaccgtccag cccagcgatt ctcagtcagt gtgtgcagga acggagaata 120 

aactgagctc tctctctgac ctggaacagc agtaccgagc cttgcgcaag tactatgaaa 180 

actgtgaggt tgtcatgggc aacctggaga taaccagcat tgagcacaac cgggacctct 240 

ccttcctgcg gtctgttcga gaagtcacag gctacgtgtt agtggctctt aatcagtttc 300 

gttacctgcc tctggagaat ttacgcatta ttcgtgggac aaaactttat gaggatcgat 360 

atgccttggc aatattttta aactacagaa aagatggaaa ctttggactt caagaacttg 420 

gattaaagaa cttgacagaa atcctaaatg gtggagtcta tgtagaccag aacaaattcc 480 

tttgttatgc agacaccatt cattggcaag atattgttcg gaacccatgg ccttccaact 540 

tgactcttgt gtcaacaaat ggtagttcag gatgtggacg ttgccataag tcctgtactg 600 

gccgttgctg gggacccaca gaaaatcatt gccagacttt gacaaggacg gtgtgtgcag 660 

aacaatgtga cggcagatgc tacggacctt acgtcagtga ctgctgccat cgagaatgtg 720 

ctggaggctg ctcaggacct aaggacacag actgctttgc ctgcatgaat ttcaatgaca 780 

gtggagcatg tgttactcag tgtccccaaa cctttgtcta caatccaacc acctttcaac 840 

tggagcacaa tttcaatgca aagtacacat atggagcatt ctgtgtcaag aaatgtccac 900 

ataactttgt ggtagattcc agttcttgtg tgcgtgcctg ccctagttcc aagatggaag 960 

tagaagaaaa tgggattaaa atgtgtaaac cttgcactga catttgccca aaggcttgtg 1020 

atggcattgg cacaggatca ttgatgtcag ctcagactgt ggattccagt aacattgaca 1080 

aattcataaa ctgtaccaag atcaatggga atttgatctt tctagtcact ggtattcatg 1140 

gggaccctta caatgcaatt gaagccatag acccagagaa actgaacgtc tttcggacag 1200 

tcagagagat aacaggtttc ctgaacatac agtcatggcc accaaacatg actgacttca 1260 

gtgttttttc taacctggtg accattggtg gaagagtact ctatagtggc ctgtccttgc 1320 
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50 55 60 

Ile Thr Ser Ile Glu His Asn Arg Asp Leu Ser Phe Leu Arg Ser Val 
65 70 75 80 

Arg Glu Val Thr Gly Tyr Val Leu Val Ala Leu Asn Gln Phe Arg Tyr 
85 90 95 

Leu Pro Leu Glu Asn Leu Arg Ile Ile Arg Gly Thr Lys Leu Tyr Glu 
100 105 110 

Asp Arg Tyr Ala Leu Ala Ile Phe Leu Asn Tyr Arg Lys Asp Gly Asn 
115 120 125 

Phe Gly Leu Gln Glu Leu Gly Leu Lys Asn Leu Thr Glu Ile Leu Asn 
130 135 140 

Gly Gly Val Tyr Val Asp Gln Asn Lys Phe Leu Cys Tyr Ala Asp Thr 
145 150 155 160 

Ile His Trp Gln Asp Ile Val Arg Asn Pro Trp Pro Ser Asn Leu Thr 
165 170 175 

Leu val Ser Thr Asn Gly Ser Ser Gly Cys Gly Arg Cys His Lys ser 
180 185 190 

Cys Thr Gly Arg Cys Trp Gly Pro Thr Glu Asn His Cys Gln Thr Leu 
195 200 205 

Thr Arg Thr Val Cys Ala Glu Gln Cys Asp Gly Arg Cys Tyr Gly Pro 
210 215 220 

Tyr Val Ser Asp Cys Cys His Arg Glu Cys Ala Gly Gly Cys ser Gly 
225 230 235 240 

Pro Lys Asp Thr Asp Cys Phe Ala Cys Met Asn Phe Asn Asp Ser Gly 
245 250 255 

Ala cys val Thr Gln Cys Pro Gln Thr Phe val Tyr Asn Pro Thr Thr 
260 265 270 

Phe Gln Leu Glu His Asn Phe Asn Ala Lys Tyr Thr Tyr Gly Ala Phe 
275 280 285 

Cys Val Lys Lys Cys Pro His Asn Phe Val Val Asp Ser Ser Ser Cys 
290 295 300 

val Arg Ala Cys Pro Ser Ser Lys met Glu val Glu Glu Asn Gly Ile 
305 310 315 320 

Lys Met Cys Lys Pro Cys Thr Asp Ile Cys Pro Lys Ala Cys ASp Gly 
325 330 335 

Page 273 



Ile Gly Thr Gly Ser Leu Met Ser Ala Gln Thr Val Asp Ser Ser Asn 
340 345 350 

Ile Asp Lys Phe Ile Asn Cys Thr Lys ile Asn Gly Asn Leu Ile Phe 
355 360 365 

Leu Val Thr Gly Ile His Gly Asp Pro Tyr Asn Ala Ile Glu Ala Ile 
370 375 380 

Asp Pro Glu Lys Leu Asn val Phe Arg Thr Val Arg Glu Ile Thr Gly 
385 390 395 400 

Phe Leu Asn Ile Gln Ser Trp Pro Pro Asn Met Thr Asp Phe Ser Val 
405 410 415 

Phe Ser Asn Leu Val Thr Ile Gly Gly Arg Val Leu Tyr Ser Gly Leu 
420 425 430 

Ser Leu Leu Ile Leu Lys Gln Gln Gly Ile Thr Ser Leu Gln Phe Gln 
435 440 445 

Ser Leu Lys Glu Ile Ser Ala Gly Asn Ile Tyr Ile Thr Asp Asn Ser 
450 455 460 

Asn Leu Cys Tyr Tyr His Thr Ile Asn Trp Thr Thr Leu Phe Ser Thr 
465 470 475 480 

Ile Asn Gln Arg.Ile val Ile Arg Asp Asn Arg Lys Ala Glu Asn Cys 
485 490 495 

Thr Ala Glu Gly Met Val Cys Asn His Leu Cys Ser Ser Asp Gly Cys 
500 505 510 

Trp Gly Pro Gly Pro Asp Gln cys Leu Ser Cys Arg Arg Phe Ser Arg 
515 520 525 

Gly Arg Ile Cys Ile Glu Ser cys Asn Leu Tyr Asp Gly Glu Phe Arg 
530 535 540 

Glu Phe Glu Asn Gly Ser Ile Cys Val Glu Cys Asp Pro Gln Cys Glu 
545 550 555 560 

Lys met Glu Asp Gly Leu Leu Thr Cys His Gly Pro Gly Pro Asp Asn 
565 570 575 

Cys Thr Lys cys Ser His Phe Lys Asp Gly Pro Asn cys Val Glu Lys 
580 585 590 

Cys Pro Asp Gly Leu Gln Gly Ala Asn Ser Phe Ile Phe Lys Tyr Ala 
595 600 605 
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Asp Pro Asp Arg Glu Cys His Pro Cys His Pro Asn Cys Thr Gln Gly 
610 615 620 

Cys Asn Gly Pro Thr Ser His Asp Cys Ile Tyr Tyr Pro Trp Thr Gly 
625 630 635 640 

His Ser Thr Leu Pro Gln His Ala Arg Thr Pro Gly Cys val Ser Gly 
645 650 655 

Asp Thr Ile val Met Thr Ser Gly Gly Pro Arg Thr Val Ala Glu Leu 
660 665 670 

Glu Gly Lys Pro Phe Thr Ala Leu Ile Arg Gly Ser Gly Tyr Pro Cys 
675 680 685 

Pro Ser Gly Phe Phe Arg Thr Cys Glu Arg Asp val Tyr Asp Leu Arg 
690 695 700 

Thr Arg Glu Gly His Cys Leu Arg Leu Thr His Asp His Arg val Leu 
705 710 715 720 

Val Met Asp Gly Gly Leu Glu Trp Arg Ala Ala Gly Glu Leu Glu Arg 
725 730 735 

Gly Asp Arg Leu val Met Asp Asp Ala Ala Gly Glu Phe Pro Ala Leu 
740 745 750 

Ala Thr Phe Arg Gly Leu Arg Gly Ala Gly Arg. Gin Asp.  Val Tyr Asp 
" 	755 760 765 

Ala Thr val Tyr Gly Ala Ser Ala Phe Thr Ala Asn Gly Phe Ile Val 
770 775 780 

His Ala Cys Gly Glu Gin Pro Gly Thr Gly Leu Asn Ser Gly Leu Thr 
785 790 795 800 

Thr Asn Pro Gly val ser Ala Trp Gln val Asn Thr Ala Tyr Thr Ala 
805 810 815 

Gly Gin Leu Val Thr Tyr Asn Gly Lys Thr Tyr Lys Cys Leu Gin Pro 
820 825 830 

His Thr Ser Leu Ala Gly Trp Glu Pro Ser Asn Val Pro Ala Leu Trp 
835 840 845 

Gln Leu Gln 
850 

<210> 	197 
<211> 	826 
<212> 	PRT 
<213> 	Artificial Sequence 
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<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<400> 	197 

Gin Ser Val Cys Ala Gly Thr Glu Asn Lys Leu Ser Ser Leu Ser Asp 
1 5 10 15 

Leu Glu Gin Gln Tyr Arg Ala Leu Arg Lys Tyr Tyr Glu Asn Cys Glu 
20 25 30 

Val val Met Gly Asn Leu Glu Ile Thr Ser Ile Glu His Asn Arg Asp 
35 	 40 45 

Leu Ser Phe Leu Arg Ser Val Arg Glu val Thr Gly Tyr Val Leu Val 
50 	 55 60 

Ala Leu Asn Gin Phe Arg Tyr Leu Pro Leu Glu Asn Leu Arg Ile Ile 
65 70 75 80 

Arg Gly Thr Lys Leu Tyr Glu Asp Arg Tyr Ala Leu Ala Ile Phe Leu 
85 90 95 

Asn Tyr Arg Lys Asp Gly Asn Phe Gly Leu Gln Glu Leu Gly Leu Lys 
100 105 110 

Asn Leu Thr Glu Ile Leu Asn Gly Gly val Tyr val Asp Gln Asn Lys 
115 	 120 125 

Phe Leu Cys Tyr Ala Asp Thr Ile His Trp Gin Asp Ile Val Arg Asn 
130 	 135 140 

Pro Trp Pro Ser Asn Leu Thr Leu val Ser Thr Asn Gly Ser Ser Gly 
145 150 155 160 

Cys Gly Arg Cys His Lys Ser Cys Thr Gly Arg Cys Trp Gly Pro Thr 
165 170 175 

Glu Asn His Cys Gln Thr Leu Thr Arg Thr Val Cys Ala Glu Gln Cys 
180 185 190 

Asp Gly Arg Cys Tyr Gly Pro Tyr Val Ser Asp Cys Cys His Arg Glu 
195 	 200 205 

Cys Ala Gly Gly Cys Ser Gly Pro Lys Asp Thr Asp Cys Phe Ala Cys 
210 	 215 220 

met Asn Phe Asn Asp Ser Gly Ala Cys val Thr Gin Cys Pro Gin Thr 
225 230 235 240 

Phe val Tyr Asn Pro Thr Thr Phe Gln Leu Glu His Asn Phe Asn Ala 
245 250 255 

Page 276 



Lys Tyr Thr Tyr Gly Ala Phe Cys val Lys Lys Cys Pro His Asn Phe 
260 265 270 

Val Val Asp Ser Ser Ser Cys Val Arg Ala Cys Pro Ser Ser Lys Met 
275 280 285 

Glu Val Glu Glu Asn Gly Ile Lys Met Cys Lys Pro Cys Thr Asp Ile 
290 295 300 

Cys Pro Lys Ala Cys Asp Gly Ile Gly Thr Gly Ser Leu Met Ser Ala 
305 310 315 320 

Gln Thr val Asp Ser ser Asn Ile Asp Lys Phe Ile Asn Cys Thr Lys 
325 330 335 

Ile Asn Gly Asn Leu Ile Phe Leu val Thr Gly Ile His Gly Asp Pro 
340 345 350 

Tyr Asn Ala Ile Glu Ala Ile Asp Pro Glu Lys Leu Asn val Phe Arg 
355 360 365 

Thr Val Arg Glu Ile Thr Gly Phe Leu Asn Ile Gln ser Trp Pro Pro 
370 375 380 

Asn Met Thr Asp Phe ser val Phe ser Asn Leu Val Thr Ile Gly Gly 
385 390 395 400 

Arg val Leu Tyr ser Gly Leu Ser Leu Leu Ile Leu Lys Gin Gln Gly 
405 410 415 

Ile Thr Ser Leu Gln Phe Gln Ser Leu Lys Glu Ile Ser Ala Gly Asn 
420 425 430 

Ile Tyr Ile Thr Asp Asn Ser Asn Leu Cys Tyr Tyr His Thr Ile Asn 
435 440 445 

Trp Thr Thr Leu Phe Ser Thr Ile Asn Gln Arg Ile val Ile Arg Asp 
450 455 460 

Asn Arg Lys Ala Glu Asn cys Thr Ala Glu Gly Met val Cys Asn His 
465 470 475 480 

Leu cys Ser Ser Asp Gly cys Trp Gly Pro Gly Pro Asp Gln Cys Leu 
485 490 495 

Ser cys Arg Arg Phe Ser Arg Gly Arg Ile Cys Ile Glu ser Cys Asn 
500 505 510 

Leu Tyr Asp Gly Glu Phe Arg Glu Phe Glu Asn Gly ser Ile cys val 
515 520 525 
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Glu Cys Asp Pro Gln Cys Glu Lys Met Glu Asp Gly Leu Leu Thr Cys 
530 535 540 

His Gly Pro Gly Pro Asp Asn cys Thr Lys Cys Ser His Phe Lys Asp 
545 550 555 560 

Gly Pro Asn cys val Glu Lys Cys Pro Asp Gly Leu Gln Gly Ala Asn 
565 570 575 

Ser Phe Ile Phe Lys Tyr Ala Asp Pro Asp Arg Glu Cys His Pro Cys 
580 585 590 

His Pro Asn Cys Thr Gin Gly Cys Asn Gly Pro Thr Ser His Asp Cys 
595 600 605 

Ile Tyr Tyr Pro Trp Thr Gly His Ser Thr Leu Pro Gln His Ala Arg 
610 615 620 

Thr Pro Gly Cys Val Ser Gly Asp Thr Ile Val Met Thr Ser Gly Gly 
625 630 635 640 

Pro Arg Thr Val Ala Glu Leu Glu Gly Lys Pro Phe Thr Ala Leu Ile 
645 650 655 

Arg Gly Ser Gly Tyr Pro Cys Pro Ser Gly Phe Phe Arg Thr Cys Glu 
660 665 670 

Arg Asp val Tyr Asp Leu Arg Thr Arg Glu Gly His Cys Leu Arg Leu 
675 680 685 

Thr His Asp His Arg val Leu val Met Asp Gly Gly Leu Glu Trp Arg 
690 695 700 

Ala Ala Gly Glu Leu Glu Arg Gly Asp Arg Leu val Met Asp Asp Ala 
705 710 715 720 

Ala Gly Glu Phe Pro Ala Leu Ala Thr Phe Arg Gly Leu Arg Gly Ala 
725 730 735 

Gly Arg Gln Asp Val Tyr Asp Ala Thr val Tyr Gly Ala Ser Ala Phe 
740 745 750 

Thr Ala Asn Gly Phe Ile val His Ala Cys Gly Glu Gin Pro Gly Thr 
755 760 765 

Gly Leu Asn ser Gly Leu Thr Thr Asn Pro Gly Val Ser Ala Trp Gln 
770 775 780 

Val Asn Thr Ala Tyr Thr Ala Gly Gin Leu val Thr Tyr Asn Gly Lys 
785 790 795 800 

Thr Tyr Lys Cys Leu Gln Pro His Thr Ser Leu Ala Gly Trp Glu Pro 
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805 810 815 

Ser Asn Val Pro Ala Leu Trp Gin Leu Gln 
820 825 

<210> 198 
<211> 627 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> artificial construct relating to Homo sapiens immunoglobulin 

<220> 
<221> THIOLEST 
<222> (627)..(627) 
<223> glycine-thioester 

<400> 198 

Gln Ser val cys Ala Gly Thr Glu Asn Lys Leu Ser Ser Leu Ser Asp 
1 5 10 15 

Leu Glu Gln Gln Tyr Arg Ala Leu Arg Lys Tyr Tyr Glu Asn Cys Glu 
20 25 30 

Val Val Met Gly Asn Leu Glu Ile Thr Ser Ile Glu His Asn Arg Asp 
35 40 45 

Leu ser Phe Leu Arg ser val Arg Glu val Thr Gly Tyr val Leu Val 
50 55 60 

Ala Leu Asn Gin Phe Arg Tyr Leu Pro Leu Glu Asn Leu Arg Ile Ile 
65 70 75 80 

Arg Gly Thr Lys Leu Tyr Glu Asp Arg Tyr Ala Leu Ala Ile Phe Leu 
85 90 95 

Asn Tyr Arg Lys Asp Gly Asn Phe Gly Leu Gin Glu Leu Gly Leu Lys 
100 105 110 

Asn Leu Thr Giu Ile Leu Asn Gly Gly val Tyr val Asp Gin Asn Lys 
115 120 125 

Phe Leu Cys Tyr Ala Asp Thr Ile His Trp Gin Asp Ile Val Arg Asn 
130 135 140 

Pro Trp Pro Ser Asn Leu Thr Leu Val Ser Thr Asn Gly Ser Ser Gly 
145 150 155 160 

Cys Gly Arg cys His Lys Ser Cys Thr Gly Arg Cys Trp Gly Pro Thr 
165 170 175 

Glu Asn His cys Gln Thr Leu Thr Arg Thr val Cys Ala Glu Gln Cys 
180 185 190 
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Asp Gly Arg Cys Tyr Gly Pro Tyr Val Ser Asp Cys Cys His Arg Glu 
195 200 205 

Cys Ala Gly Gly Cys Ser Gly Pro Lys Asp Thr Asp Cys Phe Ala Cys 
210 215 220 

Met Asn Phe Asn Asp Ser Gly Ala Cys Val Thr Gln Cys Pro Gln Thr 
225 230 235 240 

Phe Val Tyr Asn Pro Thr Thr Phe Gln Leu Glu His Asn Phe Asn Ala 
245 250 255 

Lys Tyr Thr Tyr Gly Ala Phe Cys Val Lys Lys Cys Pro His Asn Phe 
260 265 270 

Val Val Asp Ser Ser Ser Cys Val Arg Ala Cys Pro Ser Ser Lys Met 
275 280 285 

Glu val Glu Glu Asn Gly Ile Lys Met Cys Lys Pro Cys Thr Asp Ile 
290 295 300 

Cys Pro Lys Ala Cys Asp Gly Ile Gly Thr Gly Ser Leu Met Ser Ala 
305 310 315 320 

Gln Thr val Asp Ser Ser Asn Ile Asp Lys Phe Ile Asn Cys Thr Lys 
325 330 335 

Ile Asn Gly Asn Leu Ile Phe Leu Val Thr Gly Ile His Gly Asp Pro 
340 345 350 

Tyr Asn Ala Ile Glu Ala Ile Asp Pro Glu Lys Leu Asn val Phe Arg 
355 360 365 

Thr Val Arg Glu Ile Thr Gly Phe Leu Asn Ile Gln Ser Trp Pro Pro 
370 375 380 

Asn Met Thr Asp Phe Ser val Phe Ser Asn Leu Val Thr Ile Gly Gly 
385 390 395 400 

Arg Val Leu Tyr Ser Gly Leu Ser Leu Leu Ile Leu Lys Gln Gln Gly 
405 410 415 

Ile Thr Ser Leu Gln Phe Gln Ser Leu Lys Glu Ile Ser Ala Gly Asn 
420 425 430 

Ile Tyr Ile Thr Asp Asn Ser Asn Leu Cys Tyr Tyr His Thr Ile Asn 
435 440 445 

Trp Thr Thr Leu Phe Ser Thr Ile Asn Gln Arg Ile val Ile Arg Asp 
450 455 460 
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Asn Arg Lys Ala Glu Asn Cys Thr Ala Glu Gly Met Val Cys Asn His 
465 470 475 480 

Leu Cys Ser Ser Asp Gly Cys Trp Gly Pro Gly Pro Asp Gln Cys Leu 
485 490 495 

Ser cys Arg Arg Phe ser Arg Gly Arg Ile Cys Ile Glu Ser Cys Asn 
500 505 510 

Leu Tyr Asp Gly Glu Phe Arg Glu Phe Glu Asn Gly Ser Ile Cys val 
515 520 525 

Glu Cys Asp Pro Gln Cys Glu Lys Met Glu Asp Gly Leu Leu Thr Cys 
530 535 540 

His Gly Pro Gly Pro Asp Asn Cys Thr Lys Cys Ser His Phe Lys Asp 
545 550 555 560 

Gly Pro Asn Cys Val Glu Lys Cys Pro Asp Gly Leu Gln Gly Ala Asn 
565 570 575 

Ser Phe Ile Phe Lys Tyr Ala Asp Pro Asp Arg Glu cys His Pro Cys 
580 585 590 

His Pro Asn Cys Thr Gln Gly Cys Asn Gly Pro Thr ser His Asp Cys 
595 600 605 

Ile Tyr Tyr Pro Trp Thr Gly His Ser Thr Leu Pro Gln His Ala Arg 
610 615 620 

Thr Pro Xaa 
625 

<210> 	199 
<211> 	628 
<212> 	PRT 
<213> 	Artificial sequence 

<220> 
<223> 	artificial construct relating to Homo Sapiens immunoglobulin 

<220> 
<221> 	MOD_RES 
<222> 	(628)..(628) 
<223> 	cysteine or selenocysteine 

<400> 	199 

Gln ser val cys Ala Gly Thr Glu Asn Lys Leu Ser Ser Leu Ser Asp 
1 	 5 10 15 

Leu Glu Gln Gin Tyr Arg Ala Leu Arg Lys Tyr Tyr Glu Asn Cys Glu 
20 25 30 
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val Val Met Gly Asn Leu Glu Ile Thr Ser Ile Glu His Asn Arg Asp 
35 40 45 

Leu Ser Phe Leu Arg Ser Val Arg Glu val Thr Gly Tyr Val Leu val 
50 55 60 

Ala Leu Asn Gln Phe Arg Tyr Leu Pro Leu Glu Asn Leu Arg Ile Ile 
65 70 75 80 

Arg Gly Thr Lys Leu Tyr Glu Asp Arg Tyr Ala Leu Ala Ile Phe Leu 
85 90 95 

Asn Tyr Arg Lys Asp Gly Asn Phe Gly Leu Gln Glu Leu Gly Leu Lys 
100 105 110 

Asn Leu Thr Glu Ile Leu Asn Gly Gly Val Tyr Val Asp Gln Asn Lys 
115 120 125 

Phe Leu Cys Tyr Ala Asp Thr Ile His Trp Gln Asp Ile Val Arg Asn 
130 135 140 

Pro Trp Pro Ser Asn Leu Thr Leu Val Ser Thr Asn Gly Ser Ser Gly 
145 150 155 160 

Cys Gly Arg Cys His Lys Ser Cys Thr Gly Arg Cys Trp Gly Pro Thr 
165 170 175 

Glu Asn His Cys Gln Thr Leu Thr Arg Thr Val Cys Ala Glu Gln Cys 

Asp Gly Arg 

180 

Cys Tyr Gly Pro Tyr 

185 

Val Ser Asp Cys Cys 

190, 

His Arg Glu 
195 200 205 

Cys Ala Gly Gly Cys Ser Gly Pro Lys Asp Thr Asp Cys Phe Ala Cys 
210 215 220 

met Asn Phe Asn Asp Ser Gly Ala Cys val Thr Gln Cys Pro Gln Thr 
225 230 235 240 

Phe Val Tyr Asn Pro Thr Thr Phe Gln Leu Glu His Asn Phe Asn Ala 
245 250 255 

Lys Tyr Thr Tyr Gly Ala Phe Cys Val Lys Lys Cys Pro His Asn Phe 
260 265 270 

Val Val Asp Ser Ser Ser Cys Val Arg Ala Cys Pro Ser Ser Lys Met 
275 280 285 

Glu Val Glu Glu Asn Gly Ile Lys Met Cys Lys Pro Cys Thr Asp Ile 
290 295 300 

Cys Pro Lys Ala Cys Asp Gly Ile Gly Thr Gly ser Leu Met Ser Ala 
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305 310 315 320 

Gln Thr Val Asp Ser Ser Asn Ile Asp Lys Phe Ile Asn Cys Thr Lys 
325 330 335 

Ile Asn Gly Asn Leu Ile Phe Leu Val Thr Gly Ile His Gly Asp Pro 
340 345 350 

Tyr Asn Ala Ile Glu Ala Ile Asp Pro Glu Lys Leu Asn val Phe Arg 
355 360 365 

Thr val Arg Glu Ile Thr Gly Phe Leu Asn Ile Gln Ser Trp Pro Pro 
370 375 380 

Asn met Thr Asp Phe Ser val Phe Ser Asn Leu val Thr Ile Gly Gly 
385 390 395 400 

Arg Val Leu Tyr Ser Gly Leu Ser Leu Leu Ile Leu Lys Gln Gln Gly 
405 410 415 

Ile Thr ser Leu Gin Phe Gln ser Leu Lys Glu Ile Ser Ala Gly Asn 
420 425 430 

Ile Tyr Ile Thr Asp Asn Ser Asn Leu Cys Tyr Tyr His Thr Ile Asn 
435 440 445 

Trp Thr Thr Leu Phe Ser Thr Ile Asn Gln Arg Ile val Ile Arg Asp 
450 455 460 

Asn Arg Lys Ala Glu Asn Cys Thr Ala Glu Gly Met val Cys Asn His 
465 470 475 480 

Leu Cys Ser Ser Asp Gly Cys Trp Gly Pro Gly Pro Asp Gln Cys Leu 
485 490 495 

ser Cys Arg Arg Phe Ser Arg Gly Arg Ile Cys Ile Glu ser Cys Asn 
500 505 510 

Leu Tyr Asp Gly Glu Phe Arg Glu Phe Glu Asn Gly Ser Ile Cys val 
515 520 525 

Glu Cys Asp Pro Gln Cys Glu Lys Met Glu Asp Gly Leu Leu Thr Cys 
530 535 540 

His Gly Pro Gly Pro Asp Asn Cys Thr Lys Cys ser His Phe Lys Asp 
545 550 555 560 

Gly Pro Asn Cys val Glu Lys Cys Pro Asp Gly Leu Gln Gly Ala Asn 
565 570 575 

ser Phe Ile Phe Lys Tyr Ala Asp Pro Asp Arg Glu Cys His Pro Cys 
580 585 590 
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His Pro Asn Cys Thr Gln Gly Cys Asn Gly Pro Thr Ser His Asp Cys 
595 600 605 

Ile Tyr Tyr Pro Trp Thr Gly His Ser Thr Leu Pro Gln His Ala Arg 
610 615 620 

Thr Pro Gly Xaa 
625 
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