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<160> 34 

<170> Patentin version 3.5 

<210> 1 
<211> 114 
<212> PRT 
<213> mouse Tim4 

<400> 1 

Ala Ala Ser Glu Asp Thr Ile Ile Gly Phe Leu Gly Gln Pro val Thr 
1 	 5 	 10 	 15 

Leu Pro Cys His Tyr Leu Ser Trp Ser Gln Ser Arg Asn Ser Met Cys 
20 	 25 	 30 

Trp Gly Lys Gly Ser Cys Pro Asn Ser Lys Cys Asn Ala Glu Leu Leu 
35 	 40 	 45 

Arg Thr Asp Gly Thr Arg Ile Ile Ser Arg Lys Ser Thr Lys Tyr Thr 
50 	 55 	 60 

Leu Leu Gly Lys val Gln Phe Gly Glu val Ser Leu Thr Ile Ser Asn 
65 	 70 	 75 	 80 

Thr Asn Arg Gly Asp Ser Gly val Tyr Cys Cys Arg Ile Glu Val Pro 
85 	 90 	 95 

Gly Trp Phe Asn Asp Val Lys Lys Asn val Arg Leu Glu Leu Arg Arg 
100 	 105 	 110 

Ala Thr 

<210> 2 
<211> 113 
<212> PRT 
<213> human Tim4 

<400> 2 

Glu Thr val val Thr Glu val Leu Gly His Arg val Thr Leu Pro Cys 
1 	 5 	 10 	 15 

Leu Tyr Ser Ser Trp Ser His Asn Ser Asn Ser Met Cys Trp Gly Lys 
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20 
	

25 	 30 

Asp Gin Cys Pro Tyr Ser Gly Cys Lys Glu Ala Leu Ile Arg Thr Asp 
35 	 40 	 45 

Gly Met Arg Val Thr Ser Arg Lys Ser Ala Lys Tyr Arg Leu Gln Gly 
50 	 55 	 60 

Thr Ile Pro Arg Gly Asp val Ser Leu Thr Ile Leu Asn Pro Ser Glu 
65 	 70 	 75 	 80 

Ser Asp Ser Gly val Tyr Cys Cys Arg Ile Glu val Pro Gly Trp Phe 
85 	 90 	 95 

Asn Asp Val Lys Ile Asn Val Arg Leu Asn Leu Gin Arg Ala Ser Thr 
100 	 105 	 110 

Thr 

<210> 3 
<211> 343 
<212> PRT 
<213> mouse Tim4 

<400> 3 

Met Ser Lys Gly Leu Leu Leu Leu Trp Leu val Thr Glu Leu Trp Trp 
1 	 5 	 10 	 15 

Leu Tyr Leu Thr Pro Ala Ala Ser Glu Asp Thr Ile Ile Gly Phe Leu 
20 	 25 	 30 

Gly Gln Pro val Thr Leu Pro Cys His Tyr Leu Ser Trp ser Gln Ser 
35 	 40 	 45 

Arg Asn Ser Met Cys Trp Giy Lys Gly Ser Cys Pro Asn Ser Lys Cys 
50 	 55 	 60 

Asn Ala Glu Leu Leu Arg Thr Asp Gly Thr Arg Ile Ile Ser Arg Lys 
65 	 70 	 75 	 80 

Ser Thr Lys Tyr Thr Leu Leu Gly Lys Val Gln Phe Gly Glu Val Ser 
85 	 90 	 95 

Leu Thr Ile Ser Asn Thr Asn Arg Gly Asp Ser Giy Val Tyr Cys Cys 
100 	 105 	 110 

Arg Ile Glu val Pro Gly Trp Phe Asn Asp Val Lys Lys Asn val Arg 
115 	 120 	 125 

Leu Glu Leu Arg Arg Ala Thr Thr Thr Lys Lys Pro Thr Thr Thr Thr 
130 	 135 	 140 
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Arg Pro Thr Thr Thr Pro Tyr val Thr Thr Thr Thr Pro Glu Leu Leu 
145 	 150 	 155 	 160 

Pro Thr Thr Val Met Thr Thr Ser Val Leu Pro Thr Thr Thr Pro Pro 
165 	 170 	 175 

Gin Thr Leu Ala Thr Thr Ala Phe Ser Thr Ala val Thr Thr Cys Pro 
180 	 185 	 190 

Ser Thr Thr Pro Gly Ser Phe ser Gln Glu Thr Thr Lys Gly Ser Ala 
195 	 200 	 205 

Phe Thr Thr Glu Ser Glu Thr Leu Pro Ala Ser Asn His Ser Gin Arg 
210 	 215 	 220 

Ser Met Met Thr Ile Ser Thr Asp Ile Ala Val Leu Arg Pro Thr Gly 
225 	 230 	 235 	 240 

Ser Asn Pro Gly Ile Leu Pro Ser Thr Ser Gln Leu Thr Thr Gln Lys 
245 	 250 	 255 

Thr Thr Leu Thr Thr ser Glu Ser Leu Gln Lys Thr Thr Lys Ser His 
260 	 265 	 270 

Gln Ile Asn Ser Arg Gln Thr Ile Leu Ile Ile Ala Cys cys val Gly 
275 	 280 	 285 

Phe Val Leu Met Val Leu Leu Phe Leu Ala Phe Leu Leu Arg Gly Lys 
290 	 295 	 300 

Val Thr Gly Ala Asn Cys Leu Gin Arg His Lys Arg Pro Asp Asn Thr 
305 	 310 	 315 	 320 

Glu Asp Ser Asp Ser val Leu Asn Asp met Ser His Gly Arg Asp Asp 
325 	 330 	 335 

Glu Asp Gly Ile Phe Thr Leu 
340 

<210> 4 
<211> 378 
<212> PRT 
<213> human Tim4 

<400> 4 

Met Ser Lys Glu Pro Leu Ile Leu Trp Leu Met Ile Glu Phe Trp Trp 
1 	 5 	 10 	 15 

Leu Tyr Leu Thr Pro val Thr Ser Glu Thr val val Thr Glu val Leu 
20 	 25 	 30 
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Gly His Arg val Thr Leu Pro Cys Leu Tyr Ser Ser Trp Ser His Asn 

	

35 	 40 	 45 

Ser Asn Ser Met Cys Trp Gly Lys Asp Gln Cys Pro Tyr Ser Gly Cys 

	

50 	 55 	 60 

Lys Glu Ala Leu Ile Arg Thr Asp Gly met Arg Val Thr Ser Arg Lys 
65 	 70 	 75 	 80 

Ser Ala Lys Tyr Arg Leu Gln Gly Thr Ile Pro Arg Gly Asp Val Ser 
85 	 90 	 95 

Leu Thr Ile Leu Asn Pro Ser Glu Ser Asp Ser Gly val Tyr Cys Cys 
100 	 105 	 110 

Arg Ile Glu Val Pro Gly Trp Phe Asn Asp Val Lys Ile Asn Val Arg 
115 	 120 	 125 

Leu Asn Leu Gln Arg Ala Ser Thr Thr Thr His Arg Thr Ala Thr Thr 
130 	 135 	 140 

Thr Thr Arg Arg Thr Thr Thr Thr Ser Pro Thr Thr Thr Arg Gln met 
145 	 150 	 155 	 160 

Thr Thr Thr Pro Ala Ala Leu Pro Thr Thr Val val Thr Thr Pro Asp 
165 	 170 	 175 

Leu Thr Thr Gly Thr Pro Leu Gin met Thr Thr Ile Ala Val Phe Thr 
180 	 185 	 190 

Thr Ala Asn Thr Cys Leu Ser Leu Thr Pro Ser Thr Leu Pro Glu Glu 

	

195 	 200 	 205 

Ala Thr Gly Leu Leu Thr Pro Glu Pro Ser Lys Glu Gly Pro Ile Leu 

	

210 	 215 	 220 

Thr Ala Glu Ser Glu Thr Val Leu Pro Ser Asp Ser Trp Ser Ser Val 
225 	 230 	 235 	 240 

Glu Ser Thr Ser Ala Asp Thr Val Leu Leu Thr Ser Lys Glu Ser Lys 
245 	 250 	 255 

Val Trp Asp Leu Pro Ser Thr Ser His Val Ser Met Trp Lys Thr Ser 
260 	 265 	 270 

Asp Ser val Ser Ser Pro Gin Pro Gly Ala Ser Asp Thr Ala Val Pro 

	

275 	 280 	 285 

Glu Gln Asn Lys Thr Thr Lys Thr Gly Gin Met Asp Gly Ile Pro met 

	

290 	 295 	 300 
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Ser Met Lys Asn Glu Met Pro Ile Ser Gin Leu Leu Met Ile Ile Ala 
305 	 310 	 315 	 320 

Pro Ser Leu Gly Phe Val Leu Phe Ala Leu Phe Val Ala Phe Leu Leu 
325 	 330 	 335 

Arg Gly Lys Leu Met Glu Thr Tyr Cys Ser Gin Lys His Thr Arg Leu 
340 	 345 	 350 

Asp Tyr Ile Gly Asp ser Lys Asn val Leu Asn Asp Val Gln His Gly 
355 	 360 	 365 

Arg Glu Asp Glu Asp Gly Leu Phe Thr Leu 
370 	 375 

<210> 5 
<211> 252 
<212> PRT 
<213> mouse Tim4 

<400> 5 

Ala Ala ser Glu Asp Thr Ile Ile Gly Phe Leu Giy Gln Pro Val Thr 
1 	 5 	 10 	 15 

Leu Pro Cys His Tyr Leu Ser Trp Ser Gin Ser Arg Asn Ser Met Cys 
20 	 25 	 30 

Trp Gly Lys Giy Ser Cys Pro Asn Ser Lys Cys Asn Ala Glu Leu Leu 
35 	 40 	 45 

Arg Thr Asp Gly Thr Arg Ile Ile ser Arg Lys Ser Thr Lys Tyr Thr 
50 	 55 	 60 

Leu Leu Gly Lys Val Gln Phe Giy Glu Val Ser Leu Thr Ile Ser Asn 
65 	 70 	 75 	 80 

Thr Asn Arg Gly Asp ser Gly Val Tyr Cys Cys Arg Ile Giu val Pro 
85 	 90 	 95 

Gly Trp Phe Asn Asp Val Lys Lys Asn val Arg Leu Glu Leu Arg Arg 
100 	 105 	 110 

Ala Thr Thr Thr Lys Lys Pro Thr Thr Thr Thr Arg Pro Thr Thr Thr 
115 	 120 	 125 

Pro Tyr Val Thr Thr Thr Thr Pro Glu Leu Leu Pro Thr Thr Val Met 
130 	 135 	 140 

Thr Thr Ser Val Leu Pro Thr Thr Thr Pro Pro Gin Thr Leu Ala Thr 
145 	 150 	 155 	 160 
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Thr Ala Phe Ser Thr Ala val Thr Thr Cys Pro Ser Thr Thr Pro Gly 
165 	 170 	 175 

Ser Phe Ser Gln Giu Thr Thr Lys Gly ser Ala Phe Thr Thr Glu Ser 
180 	 185 	 190 

Glu Thr Leu Pro Ala Ser Asn His Ser Gln Arg Ser Met Met Thr Ile 
195 	 200 	 205 

Ser Thr Asp Ile Ala val Leu Arg Pro Thr Gly Ser Asn Pro Gly Ile 
210 	 215 	 220 

Leu Pro Ser Thr Ser Gln Leu Thr Thr Gin Lys Thr Thr Leu Thr Thr 
225 	 230 	 235 	 240 

ser Glu Ser Leu Gln Lys Thr Thr Lys Ser His Gln 
245 	 250 

<210> 6 
<211> 258 
<212> PRT 
<213> mouse Tim4 

<400> 6 

Ala Ala Ser Glu Asp Thr Ile Ile Gly Phe Leu Gly Gln Pro Val Thr 
1 	 5 	 10 	 15 

Leu Pro Cys His Tyr Leu Ser Trp Ser Gln Ser Arg Asn Ser Met Cys 
20 	 25 	 30 

Trp Gly Lys Giy Ser Cys Pro Asn Ser Lys Cys Asn Ala Glu Leu Leu 
35 	 40 	 45 

Arg Thr Asp Gly Thr Arg Ile Ile Ser Arg Lys Ser Thr Lys Tyr Thr 
50 	 55 	 60 

Leu Leu Gly Lys val Gln Phe Gly Glu Val Ser Leu Thr Ile Ser Asn 
65 	 70 	 75 	 80 

Thr Asn Arg Giy Asp Ser Gly val Tyr Cys Cys Arg ile Glu Val Pro 
85 	 90 	 95 

Gly Trp Phe Asn Asp Val Lys Lys Asn val Arg Leu Glu Leu Arg Arg 
100 	 105 	 110 

Ala Thr Thr Thr Lys Lys Pro Thr Thr Thr Thr Arg Pro Thr Thr Thr 
115 	 120 	 125 

Pro Tyr Val Thr Thr Thr Thr Pro Glu Leu Leu Pro Thr Thr Val Met 
130 	 135 	 140 

Thr Thr Ser val Leu Pro Thr Thr Thr Pro Pro Gin Thr Leu Ala Thr 
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145 	 150 	 155 	 160 

Thr Ala Phe Ser Thr Ala Val Thr Thr Cys Pro Ser Thr Thr Pro Gly 
165 	 170 	 175 

Ser Phe Ser Gln Glu Thr Thr Lys Gly Ser Ala Phe Thr Thr Glu Ser 
180 	 185 	 190 

Giu Thr Leu Pro Ala ser Asn His Ser Gin Arg Ser Met Met Thr Ile 
195 	 200 	 205 

Ser Thr Asp Ile Ala Val Leu Arg Pro Thr Gly Ser Asn Pro Gly Ile 
210 	 215 	 220 

Leu Pro Ser Thr Ser Gin Leu Thr Thr Gin Lys Thr Thr Leu Thr Thr 
225 	 230 	 235 	 240 

Ser Glu ser Leu Gln Lys Thr Thr Lys Ser His Gin Ile Asn Ser Arg 
245 	 250 	 255 

Gin Thr 

<210> 7 
<211> 291 
<212> PRT 
<213> human Tim4 

<400> 7 

Glu Thr val val Thr Glu val Leu Gly His Arg val Thr Leu Pro Cys 
1 	 5 	 10 	 15 

Leu Tyr Ser Ser Trp Ser His Asn Ser Asn Ser Met Cys Trp Gly Lys 
20 	 25 	 30 

Asp Gln Cys Pro Tyr Ser Gly Cys Lys Giu Ala Leu Ile Arg Thr Asp 
35 	 40 	 45 

Gly Met Arg Val Thr Ser Arg Lys Ser Ala Lys Tyr Arg Leu Gin Gly 
50 	 55 	 60 

Thr Ile Pro Arg Gly Asp val Ser Leu Thr Ile Leu Asn Pro Ser Glu 
65 	 70 	 75 	 80 

Ser Asp Ser Gly Val Tyr Cys Cys Arg Ile Glu Val Pro Gly Trp Phe 
85 	 90 	 95 

Asn Asp Val Lys Ile Asn Val Arg Leu Asn Leu Gln Arg Ala Ser Thr 
100 	 105 	 110 

Thr Thr HiS Arg Thr Ala Thr Thr Thr Thr Arg Arg Thr Thr Thr Thr 
115 	 120 	 125 
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Ser Pro Thr Thr Thr Arg Gln Met Thr Thr Thr Pro Ala Ala Leu Pro 
130 	 135 	 140 

Thr Thr Val Val Thr Thr Pro Asp Leu Thr Thr Gly Thr Pro Leu Gln 
145 	 150 	 155 	 160 

Met Thr Thr Ile Ala val Phe Thr Thr Ala Asn Thr Cys Leu Ser Leu 
165 	 170 	 175 

Thr Pro Ser Thr Leu Pro Glu Glu Ala Thr Gly Leu Leu Thr Pro Glu 
180 	 185 	 190 

Pro Ser Lys Glu Gly Pro Ile Leu Thr Ala Glu Ser Glu Thr Val Leu 
195 	 200 	 205 

Pro Ser Asp Ser Trp Ser Ser Val Glu Ser Thr Ser Ala Asp Thr val 
210 	 215 	 220 

Leu Leu Thr Ser Lys Glu Ser Lys Val Trp Asp Leu Pro Ser Thr Ser 
225 	 230 	 235 	 240 

His Val Ser Met Trp Lys Thr Ser Asp Ser val ser Ser Pro Gln Pro 
245 	 250 	 255 

Gly Ala Ser Asp Thr Ala Val Pro Glu Gin Asn Lys Thr Thr Lys Thr 
260 	 265 	 270 

Gly Gln Met Asp Gly Ile Pro Met ser Met Lys Asn Glu met Pro Ile 
275 	 280 	 285 

Ser Gln Leu 
290 

<210> 8 
<211> 110 
<212> PRT 
<213> mouse Timl 

<400> 8 

Tyr Val Glu val Lys Giy Val Val Giy His Pro val Thr Leu Pro Cys 
1 	 5 	 10 	 15 

Thr Tyr Ser Thr Tyr Arg Gly Ile Thr Thr Thr Cys Trp Gly Arg Gly 
20 	 25 	 30 

Gln Cys Pro Ser Ser Ala Cys Gin Asn Thr Leu Ile Trp Thr Asn Gly 
35 	 40 	 45 

His Arg Val Thr Tyr Gin Lys Ser Ser Arg Tyr Asn Leu Lys Gly His 
50 	 55 	 60 
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Ile Ser Glu Gly Asp Val Ser Leu Thr Ile Glu Asn Ser val Glu Ser 
65 	 70 	 75 	 80 

Asp Ser Gly Leu Tyr Cys Cys Arg Val Glu Ile Pro Gly Trp Phe Asn 
85 	 90 	 95 

Asp Gin Lys Val Thr Phe Ser Leu Gln val Lys Pro Gill Ile 
100 	 105 	 110 

<210> 9 
<211> 110 
<212> PRT 
<213> human Timl 

<400> 9 

Ser val Lys Val Gly Gly Glu Ala Giy Pro Ser Val Thr Leu Pro Cys 
1 	 5 	 10 	 15 

His Tyr ser Gly Ala val Thr Ser Met Cys Trp Asn Arg Gly Ser Cys 
20 	 25 	 30 

Ser Leu Phe Thr Cys Gin Asn Gly Ile Val Trp Thr Asn Gly Thr His 
35 	 40 	 45 

val Thr Tyr Arg Lys Asp Thr Arg Tyr Lys Leu Leu Gly Asp Leu Ser 
50 	 55 	 60 

Arg Arg Asp Val Ser Leu Thr Ile Glu Asn Thr Ala Val Ser Asp Ser 
65 	 70 	 75 	 80 

Gly Val Tyr Cys Cys Arg Val Glu His Arg Gly Trp Phe Asn Asp Met 
85 	 90 	 95 

Lys Ile Thr Val Ser Leu Glu Ile Val Pro Pro Lys val Thr 
100 	 105 	 110 

<210> 10 
<211> 282 
<212> PRT 
<213> mouse Timl 

<400> 10 

Met Asn Gln Ile Gln Val Phe Ile Ser Gly Leu Ile Leu Leu Leu Pro 
1 	 5 	 10 	 15 

Giy Ala Val Asp Ser Tyr val Glu val Lys Gly val val Gly His Pro 
20 	 25 	 30 

Val Thr Leu Pro Cys Thr Tyr Ser Thr Tyr Arg Giy Ile Thr Thr Thr 
35 	 40 	 45 

Cys Trp Gly Arg Gly Gin Cys Pro Ser Ser Ala Cys Gln Asn Thr Leu 
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50 	 55 	 60 

Ile Trp Thr Asn Gly His Arg Val Thr Tyr Gin Lys Ser Ser Arg Tyr 
65 	 70 	 75 	 80 

Asn Leu Lys Gly His Ile Ser Glu Gly Asp Val Ser Leu Thr Ile Glu 
85 	 90 	 95 

Asn Ser Val Glu Ser Asp Ser Gly Leu Tyr Cys Cys Arg Val Glu Ile 
100 	 105 	 110 

Pro Gly Trp Phe Asn Asp Gin Lys Val Thr Phe Ser Leu Gln Val Lys 

	

115 	 120 	 125 

Pro Glu Ile Pro Thr Arg Pro Pro Arg Arg Pro Thr Thr Thr Arg Pro 
130 	 135 	 140 

Thr Ala Thr Gly Arg Pro Thr Thr Ile Ser Thr Arg Ser Thr His val 
145 	 150 	 155 	 160 

Pro Thr Ser Thr Arg val Ser Thr Ser Thr Pro Pro Thr Ser Thr His 
165 	 170 	 175 

Thr Trp Thr His Lys Pro Asp Trp Asn Gly Thr val Thr Ser Ser Gly 
180 	 185 	 190 

Asp Thr Trp Ser Asn His Thr Glu Ala Ile Pro Pro Gly Lys Pro Gln 

	

195 	 200 	 205 

Lys Asn Pro Thr Lys Gly Phe Tyr Val Gly Ile Cys Ile Ala Ala Leu 
210 	 215 	 220 

Leu Leu Leu Leu Leu val Ser Thr val Ala Ile Thr Arg Tyr Ile Leu 
225 	 230 	 235 	 240 

Met Lys Arg Lys Ser Ala Ser Leu Ser Val val Ala Phe Arg Val Ser 
245 	 250 	 255 

Lys Ile Glu Ala Leu Gln Asn Ala Ala Val Val His Ser Arg Ala Glu 
260 	 265 	 270 

Asp Asn Ile Tyr Ile val Glu Asp Arg Pro 

	

275 	 280 

<210> 11 
<211> 364 
<212> PRT 
<213> human Timl 

<400> 11 

Met His Pro Gin val val Ile Leu Ser Leu Ile Leu His Leu Ala Asp 
1 	 5 	 10 	 15 
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Ser Val Ala Gly Ser val Lys val Gly Gly Glu Ala Gly Pro Ser Val 
20 	 25 	 30 

Thr Leu Pro Cys His Tyr Ser Gly Ala val Thr Ser Met Cys Trp Asn 
35 	 40 	 45 

Arg Gly Ser Cys Ser Leu Phe Thr Cys Gln Asn Gly Ile Val Trp Thr 
SO 	 55 	 60 

Asn Gly Thr His Val Thr Tyr Arg Lys Asp Thr Arg Tyr Lys Leu Leu 
65 	 70 	 75 	 80 

Gly Asp Leu Ser Arg Arg Asp val ser Leu Thr Ile Glu Asn Thr Ala 
85 	 90 	 95 

val Ser Asp Ser Gly val Tyr Cys Cys Arg val Glu His Arg Gly Trp 
100 	 105 	 110 

Phe Asn Asp Met Lys Ile Thr Val Ser Leu Glu Ile val Pro Pro Lys 
115 	 120 	 125 

Val Thr Thr Thr Pro Ile Val Thr Thr Val Pro Thr Val Thr Thr val 
130 	 135 	 140 

Arg Thr ser Thr Thr Val Pro Thr Thr Thr Thr val Pro Met Thr Thr 
145 	 150 	 155 	 160 

Val Pro Thr Thr Thr val Pro Thr Thr Met Ser Ile Pro Thr Thr Thr 
165 	 170 	 175 

Thr val Leu Thr Thr Met Thr Val Ser Thr Thr Thr Ser val Pro Thr 
180 	 185 	 190 

Thr Thr Ser Ile Pro Thr Thr Thr ser Val Pro val Thr Thr Thr Val 
195 	 200 	 205 

Ser Thr Phe Val Pro Pro Met Pro Leu Pro Arg Gln Asn His Glu Pro 
210 	 215 	 220 

Val Ala Thr Ser Pro Ser Ser Pro Gln Pro Ala Glu Thr His Pro Thr 
225 	 230 	 235 	 240 

Thr Leu Gln Gly Ala Ile Arg Arg Glu Pro Thr Ser Ser Pro Leu Tyr 
245 	 250 	 255 

ser Tyr Thr Thr Asp Gly Asn Asp Thr Val Thr Glu Ser Ser Asp Gly 
260 	 265 	 270 

Leu Trp Asn Asn Asn Gln Thr Gln Leu Phe Leu Glu His Ser Leu Leu 
275 	 280 	 285 
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Thr Ala Asn Thr Thr Lys Gly Ile Tyr Ala Gly Val Cys Ile Ser Val 
290 	 295 	 300 

Leu Val Leu Leu Ala Leu Leu Gly val Ile Ile Ala Lys Lys Tyr Phe 
305 	 310 	 315 	 320 

Phe Lys Lys Glu val Gln Gin Leu Ser val Ser Phe Ser Ser Leu Gln 
325 	 330 	 335 

Ile Lys Ala Leu Gln Asn Ala val Giu Lys Glu vai Gin Ala Glu Asp 
340 	 345 	 350 

Asn Ile Tyr Ile Glu Asn ser Leu Tyr Ala Thr Asp 
355 	 360 

<210> 12 
<211> 191 
<212> PRT 
<213> mouse Timl 

<400> 12 

Tyr val Glu val Lys Gly vai Val Gly His Pro val Thr Leu Pro Cys 
1 	 5 	 10 	 15 

Thr Tyr Ser Thr Tyr Arg Giy Ile Thr Thr Thr Cys Trp Gly Arg Giy 
20 	 25 	 30 

Gin Cys Pro Ser Ser Ala Cys Gln Asn Thr Leu Ile Trp Thr Asn Gly 
35 	 40 	 45 

His Arg Val Thr Tyr Gin Lys Ser Ser Arg Tyr Asn Leu Lys Gly His 
50 	 55 	 60 

Ile ser Glu Gly Asp Val Ser Leu Thr Ile Glu Asn Ser val Glu Ser 
65 	 70 	 75 	 80 

Asp Ser Gly Leu Tyr Cys Cys Arg val Giu Ile Pro Gly Trp Phe Asn 
85 	 90 	 95 

Asp Gin Lys Val Thr Phe Ser Leu Gin Val Lys Pro Giu Ile Pro Thr 
100 	 105 	 110 

Arg Pro Pro Arg Arg Pro Thr Thr Thr Arg Pro Thr Ala Thr Gly Arg 
115 	 120 	 125 

Pro Thr Thr Ile Ser Thr Arg Ser Thr His Val Pro Thr Ser Thr Arg 
130 	 135 	 140 

Val ser Thr Ser Thr Pro Pro Thr ser Thr His Thr Trp Thr His Lys 
145 	 150 	 155 	 160 
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Pro Asp Trp Asn Gly Thr val Thr Ser Ser Gly Asp Thr Trp Ser Asn 
165 	 170 	 175 

HiS Thr Glu Ala Ile Pro Pro Gly Lys Pro Gln Lys Asn Pro Thr 
180 	 185 	 190 

<210> 13 
<211> 275 
<212> PRT 
<213> human Timl 

<400> 13 

Ser Val Lys val Gly Gly Glu Ala Gly Pro Ser val Thr Leu Pro Cys 
1 	 5 	 10 	 15 

His Tyr Ser Gly Ala Val Thr Ser Met Cys Trp Asn Arg Gly Ser Cys 
20 	 25 	 30 

Ser Leu Phe Thr Cys Gln Asn Gly Ile val Trp Thr Asn Gly Thr His 
35 	 40 	 45 

val Thr Tyr Arg Lys Asp Thr Arg Tyr Lys Leu Leu Gly Asp Leu Ser 
50 	 55 	 60 

Arg Arg Asp Val Ser Leu Thr Ile Glu Asn Thr Ala Val ser Asp Ser 
65 	 70 	 75 	 80 

Gly Val Tyr Cys Cys Arg Val Glu HiS Arg Gly Trp Phe Asn Asp Met 
85 	 90 	 95 

Lys Ile Thr val Ser Leu Glu Ile Val Pro Pro Lys Val Thr Thr Thr 
100 	 105 	 110 

Pro Ile val Thr Thr Val Pro Thr val Thr Thr val Arg Thr Ser Thr 
115 	 120 	 125 

Thr val Pro Thr Thr Thr Thr val Pro Met Thr Thr Val Pro Thr Thr 
130 	 135 	 140 

Thr val Pro Thr Thr Met Ser Ile Pro Thr Thr Thr Thr val Leu Thr 
145 	 150 	 155 	 160 

Thr met Thr Val Ser Thr Thr Thr ser val Pro Thr Thr Thr Ser ile 
165 	 170 	 175 

Pro Thr Thr Thr Ser Val Pro Val Thr Thr Thr Val Ser Thr Phe val 
180 	 185 	 190 

Pro Pro Met Pro Leu Pro Arg Gln Asn His Glu Pro Val Ala Thr Ser 
195 	 200 	 205 

Page 13 



Pro Ser Ser Pro Gin Pro Ala Glu Thr His Pro Thr Thr Leu Gin Gly 
210 	 215 	 220 

Ala Ile Arg Arg Glu Pro Thr Ser Ser Pro Leu Tyr Ser Tyr Thr Thr 
225 	 230 	 235 	 240 

Asp Gly Asn Asp Thr Val Thr Glu Ser Ser Asp Gly Leu Trp Asn Asn 
245 	 250 	 255 

Asn Gin Thr Gln Leu Phe Leu Glu His Ser Leu Leu Thr Ala Asn Thr 
260 	 265 	 270 

Thr Lys Gly 
275 

<210> 14 
<211> 113 
<212> PRT 
<213> mouse Tim3 

<400> 14 

Leu Glu Asn Ala Tyr val Phe Glu Val Gly Lys Asn Ala Tyr Leu Pro 
1 	 5 	 10 	 15 

Cys Ser Tyr Thr Leu Ser Thr Pro Gly Ala Leu Val Pro met Cys Trp 
20 	 25 	 30 

Gly Lys Gly Phe Cys Pro Trp Ser Gln Cys Thr Asn Glu Leu Leu Arg 
35 	 40 	 45 

Thr Asp Glu Arg Asn Val Thr Tyr Gln Lys Ser Ser Arg Tyr Gln Leu 
50 	 55 	 60 

Lys Gly Asp Leu Asn Lys Gly Asp Val Ser Leu Ile Ile Lys Asn Val 
65 	 70 	 75 	 80 

Thr Leu Asp Asp His Gly Thr Tyr Cys Cys Arg Ile Gln Phe Pro Gly 
85 	 90 	 95 

Leu Met Asn Asp Lys Lys Leu Glu Leu Lys Leu Asp Ile Lys Ala Ala 
100 	 105 	 110 

Lys 

<210> 15 
<211> 114 
<212> PRT 
<213> human Tim3 

<400> 15 

Ser Glu Val Glu Tyr Arg Ala Glu Val Gly Gln Asn Ala Tyr Leu Pro 
1 	 5 	 10 	 15 
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Cys Phe Tyr Thr Pro Ala Ala Pro Gly Asn Leu val Pro Val Cys Trp 
20 	 25 	 30 

Gly Lys Gly Ala Cys Pro Val Phe Glu Cys Gly Asn Val Val Leu Arg 
35 	 40 	 45 

Thr Asp Glu Arg Asp val Asn Tyr Trp Thr Ser Arg Tyr Trp Leu Asn 
50 	 55 	 60 

Gly Asp Phe Arg Lys Gly Asp Val Ser Leu Thr Ile Glu Asn Val Thr 
65 	 70 	 75 	 80 

Leu Ala Asp Ser Gly Ile Tyr Cys Cys Arg Ile Gin Ile Pro Gly Ile 
85 	 90 	 95 

Met Asn Asp Glu Lys Phe Asn Leu Lys Leu val Ile Lys Pro Ala Lys 
100 	 105 	 110 

Val Thr 

<210> 16 
<211> 281 
<212> PRT 
<213> mouse Tim3 

<400> 16 

Met Phe Ser Gly Leu Thr Leu Asn Cys val Leu Leu Leu Leu Gin Leu 
1 	 5 	 10 	 15 

Leu Leu Ala Arg Ser Leu Glu Asn Ala Tyr val Phe Glu Val Gly Lys 
20 	 25 	 30 

Asn Ala Tyr Leu Pro Cys Ser Tyr Thr Leu Ser Thr Pro Gly Ala Leu 
35 	 40 	 45 

Val Pro Met Cys Trp Gly Lys Gly Phe Cys Pro Trp Ser Gin Cys Thr 
50 	 55 	 60 

Asn Glu Leu Leu Arg Thr Asp Glu Arg Asn val Thr Tyr Gln Lys Ser 
65 	 70 	 75 	 80 

Ser Arg Tyr Gln Leu Lys Gly Asp Leu Asn Lys Gly Asp val Ser Leu 
85 	 90 	 95 

Ile Ile Lys Asn val Thr Leu Asp Asp His Gly Thr Tyr Cys Cys Arg 
100 	 105 	 110 

Ile Gln Phe Pro Gly Leu Met Asn Asp Lys Lys Leu Glu Leu Lys Leu 
115 	 120 	 125 
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Asp Ile Lys Ala Ala Lys Val Thr Pro Ala Gln Thr Ala His Gly Asp 
130 	 135 	 140 

Ser Thr Thr Ala Ser Pro Arg Thr Leu Thr Thr Glu Arg Asn Gly Ser 
145 	 150 	 155 	 160 

Glu Thr Gln Thr Leu Val Thr Leu His Asn Asn Asn Gly Thr Lys Ile 
165 	 170 	 175 

Ser Thr Trp Ala Asp Glu Ile Lys Asp Ser Gly Glu Thr Ile Arg Thr 
180 	 185 	 190 

Ala Ile His Ile Gly Val Gly Val Ser Ala Gly Leu Thr Leu Ala Leu 
195 	 200 	 205 

Ile Ile Gly Val Leu Ile Leu Lys Trp Tyr Ser Cys Lys Lys Lys Lys 
210 	 215 	 220 

Leu Ser Ser Leu Ser Leu Ile Thr Leu Ala Asn Leu Pro Pro Gly Gly 
225 	 230 	 235 	 240 

Leu Ala Asn Ala Gly Ala val Arg Ile Arg Ser Glu Glu Asn Ile Tyr 
245 	 250 	 255 

Thr Ile Glu Glu Asn Val Tyr Glu val Glu Asn Ser Asn Glu Tyr Tyr 
260 	 265 	 270 

Cys Tyr Val Asn Ser Gln Gln Pro Ser 
275 	 280 

<210> 17 
<211> 301 
<212> PRT 
<213> human Tim3 

<400> 17 

Met Phe Ser His Leu Pro Phe Asp Cys val Leu Leu Leu Leu Leu Leu 
1 	 5 	 10 	 15 

Leu Leu Thr Arg Ser Ser Glu Val Glu Tyr Arg Ala Glu Val Gly Gln 
20 	 25 	 30 

Asn Ala Tyr Leu Pro Cys Phe Tyr Thr Pro Ala Ala Pro Gly Asn Leu 
35 	 40 	 45 

Val Pro Val Cys Trp Gly Lys Gly Ala Cys Pro val Phe Glu Cys Gly 
50 	 55 	 60 

Asn Val Val Leu Arg Thr Asp Glu Arg Asp Val Asn Tyr Trp Thr Ser 
65 	 70 	 75 	 80 
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Arg Tyr Trp Leu Asn Gly Asp Phe Arg Lys Gly Asp val Ser Leu Thr 
85 	 90 	 95 

Ile Glu Asn Val Thr Leu Ala Asp Ser Gly Ile Tyr Cys Cys Arg Ile 
100 	 105 	 110 

Gln Ile Pro Gly Ile Met Asn Asp Glu Lys Phe Asn Leu Lys Leu val 
115 	 120 	 125 

Ile Lys Pro Ala Lys val Thr Pro Ala Pro Thr Arg Gln Arg Asp Phe 
130 	 135 	 140 

Thr Ala Ala Phe Pro Arg met Leu Thr Thr Arg Gly His Gly Pro Ala 
145 	 150 	 155 	 160 

Glu Thr Gln Thr Leu Gly Ser Leu Pro Asp Ile Asn Leu Thr Gin Ile 
165 	 170 	 175 

Ser Thr Leu Ala Asn Glu Leu Arg Asp Ser Arg Leu Ala Asn Asp Leu 
180 	 185 	 190 

Arg Asp Ser Gly Ala Thr Ile Arg Ile Gly Ile Tyr Ile Gly Ala Gly 
195 	 200 	 205 

Ile Cys Ala Gly Leu Ala Leu Ala Leu Ile Phe Gly Ala Leu Ile Phe 
210 	 215 	 220 

Lys Trp Tyr Ser His Ser Lys Glu Lys Ile Gin Asn Leu Ser Leu Ile 
225 	 230 	 235 	 240 

Ser Leu Ala Asn Leu Pro Pro Ser Gly Leu Ala Asn Ala Val Ala Glu 
245 	 250 	 255 

Gly Ile Arg Ser Glu Glu Asn Ile Tyr Thr Ile Glu Glu Asn Val Tyr 
260 	 265 	 270 

Glu Val Glu Glu Pro Asn Glu Tyr Tyr Cys Tyr Val Ser Ser Arg Gln 
275 	 280 	 285 

Gln Pro Ser Gin Pro Leu Gly Cys Arg Phe Ala Met Pro 
290 	 295 	 300 

<210> 18 
<211> 168 
<212> PRT 
<213> mouse Tim3 

<400> 18 

Leu Glu Asn Ala Tyr val Phe Glu val Gly Lys Asn Ala Tyr Leu Pro 
1 	 5 	 10 	 15 

Cys Ser Tyr Thr Leu Ser Thr Pro Gly Ala Leu Val Pro Met Cys Trp 
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20 
	

25 	 30 

Gly Lys Gly Phe Cys Pro Trp Ser Gin Cys Thr Asn Glu Leu Leu Arg 
35 	 40 	 45 

Thr Asp Glu Arg Asn val Thr Tyr Gln Lys Ser Ser Arg Tyr Gin Leu 
50 	 55 	 60 

Lys Gly Asp Leu Asn Lys Gly Asp val Ser Leu Ile Ile Lys Asn Val 
65 	 70 	 75 	 80 

Thr Leu Asp Asp His Gly Thr Tyr Cys Cys Arg Ile Gin Phe Pro Gly 
85 	 90 	 95 

Leu Met Asn Asp Lys Lys Leu G1u Leu Lys Leu Asp Ile Lys Ala Ala 
100 	 105 	 110 

Lys Val Thr Pro Ala Gln Thr Ala His Gly Asp ser Thr Thr Ala Ser 
115 	 120 	 125 

Pro Arg Thr Leu Thr Thr Glu Arg Asn Gly Ser Glu Thr Gln Thr Leu 
130 	 135 	 140 

Val Thr Leu His Asn Asn Asn Gly Thr Lys Ile Ser Thr Trp Ala Asp 
145 	 150 	 155 	 160 

G1u Ile Lys Asp Ser Gly Glu Thr 
165 

<210> 19 
<211> 179 
<212> PRT 
<213> human Tim3 

<400> 19 

Ser Glu Val Glu Tyr Arg Ala Glu val Gly Gln Asn Ala Tyr Leu Pro 
1 	 5 	 10 	 15 

Cys Phe Tyr Thr Pro Ala Ala Pro Gly Asn Leu val Pro Val Cys Trp 
20 	 25 	 30 

Gly Lys Gly Ala Cys Pro Val Phe Glu Cys Gly Asn val val Leu Arg 
35 	 40 	 45 

Thr Asp Glu Arg Asp Val Asn Tyr Trp Thr Ser Arg Tyr Trp Leu Asn 
50 	 55 	 60 

Gly Asp Phe Arg Lys Gly Asp Val ser Leu Thr Ile Glu Asn Val Thr 
65 	 70 	 75 	 80 

Leu Ala Asp Ser Gly Ile Tyr Cys cys Arg Ile Gin Ile Pro Gly Ile 
85 	 90 	 95 
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Met Asn Asp Glu Lys Phe Asn Leu Lys Leu Val Ile Lys Pro Ala Lys 
100 	 105 	 110 

Val Thr Pro Ala Pro Thr Arg Gln Arg Asp Phe Thr Ala Ala Phe Pro 
115 	 120 	 125 

Arg Met Leu Thr Thr Arg Gly His Gly Pro Ala Glu Thr Gln Thr Leu 
130 	 135 	 140 

Gly Ser Leu Pro Asp Ile Asn Leu Thr Gln Ile Ser Thr Leu Ala Asn 
145 	 150 	 155 	 160 

Glu Leu Arg Asp Ser Arg Leu Ala Asn Asp Leu Arg Asp Ser Gly Ala 
165 	 170 	 175 

Thr Ile Arg 

<210> 20 
<211> 1032 
<212> DNA 
<213> mouse Tim4 

<400> 20 
atgtccaagg ggcttctcct cctctggctg gtgacggagc tctggtggct ttatctgaca 	60 

ccagctgcct cagaggatac aataataggg tttttgggcc agccggtgac tttgccttgt 	120 

cattacctct cgtggtccca gagccgcaac agtatgtgct ggggcaaagg ttcatgtccc 	180 

aattccaagt gcaatgcaga gcttctccgt acagatggaa caagaatcat ctccaggaag 	240 

tcaacaaaat atacactttt ggggaaggtc cagtttggtg aagtgtcctt gaccatctca 	300 

aacaccaatc gaggtgacag tggggtgtac tgctgccgta tagaggtgcc tggctggttc 	360 

aatgatgtca agaagaatgt gcgcttggag ctgaggagag ccacaacaac caaaaaacca 	420 

acaacaacca cccggccaac caccacccct tatgtgacca ccaccacccc agagctgctt 	480 

ccaacaacag tcatgaccac atctgttctc ccaaccacca caccacccca gacactagcc 	540 

accactgcct tcagtacagc agtgaccacg tgcccctcaa caacacctgg ctccttctca 	600 

caagaaacca caaaagggtc cgccttcact acagaatcag aaactctgcc tgcatccaat 	660 

cactctcaaa gaagcatgat gaccatatct acagacatag ccgtactcag gcccacaggc 	720 

tctaaccctg ggattctccc atccacttca cagctgacga cacagaaaac aacattaaca 	780 

acaagtgagt ctttgcagaa gacaactaaa tcacatcaga tcaacagcag acagaccatc 	840 

ttgatcattg cctgctgtgt gggatttgtg ctaatggtgt tattgtttct ggcgtttctc 	900 

cttcgaggga aagtcacagg agccaactgt ttgcagagac acaagaggcc agacaacact 	960 

gaagatagtg acagcgtcct caatgacatg tcacacggga gggatgatga agacgggatc 	1020 

ttcactctct ga 	 1032 
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<210> 28 
<211> 948 
<212> DNA 
<213> human Tim4 

<400> 28 
atgtccaaag aacctctcat tctctggctg atgattgagt tttggtggct ttacctgaca 	60 

ccagtcactt cagagactgt tgtgacggag gttttgggtc accgggtgac tttgccctgt 	120 

ctgtactcat cctggtctca caacagcaac agcatgtgct gggggaaaga ccagtgcccc 	180 

tactccggtt gcaaggaggc gctcatccgc actgatggaa tgagggtgac ctcaagaaag 	240 

tcagcaaaat atagacttca ggggactatc ccgagaggtg atgtctcctt gaccatctta 	300 

aaccccagtg aaagtgacag cggtgtgtac tgctgccgca tagaagtgcc tggctggttc 	360 

aacgatgtaa agataaacgt gcgcctgaat ctacagagag cctcaacaac cacgcacaga 	420 

acagcaacca ccaccacacg cagaacaaca acaacaagcc ccaccaccac ccgacaaatg 	480 

acaacaaccc cagctgcact tccaacaaca gtcgtgacca cacccgatct cacaaccgga 	540 

acaccactcc agatgacaac cattgccgtc ttcacaacag caaacacgtg cctttcacta 	600 

accccaagca cccttccgga ggaagccaca ggtcttctga ctcccgagcc ttctaaggaa 	660 

gggcccatcc tcactgcaga atcagaaact gtcctcccca gtgattcctg gagtagtgtt 	720 

gagtctactt ctgctgacac tgtcctgctg acatccaaag agtccaaagt ttgggatctc 	780 

ccatcaacat cccacgtgtc aatgtggaaa acgagtgatt ctgtgtcttc tcctcagcct 	840 

ggagcatctg atacagcagt tcctgagcag aacaaaacaa caaaaacagg acagatggat 	900 

ggaataccca tgtcaatgaa gaatgaaatg cccatctccc aactatga 	 948 

<210> 29 
<211> 639 
<212> DNA 
<213> mouse Tim], 

<400> 29 
atgaatcaga 

tcttatgtgg 

acatatcgtg 

caaaatacac 

aacttaaagg 

agtgacagtg 

gtgacctttt 

actacaaggc 

ccaacatcaa 

aaaccagact 

gcaatccctc 

ttcaagtctt 

aagtaaaggg 

gaatcacaac 

ttatttggac 

ggcatatttc 

gtctgtattg 

cattgcaagt 

ccacagctac 

ccagagtctc 

ggaatggcac 

cagggaagcc 

catttcaggc 

ggtggtgggt 

gacatgttgg 

caatggacat 

agaaggagat 

ttgtcgagtg 

taaaccagag 

aggaagaccc 

tacctccact 

tgtgacatcc 

gcagaaaaac 

ctcatactgc ttctcccagg 

caccctgtca cacttccatg 

ggccgagggc aatgcccatc 

cgtgtcacct atcagaagag 

gtgtccttga cgatagagaa 

gagattcctg gatggtttaa 

attcccacac gtcctccaag 

acgactattt caacaagatc 

cctccaacat ctacacacac 

tcaggagata cctggagtaa 

cctacttga 
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cgctgtggat 

tacttactca 

ttctgcttgt 

cagtcggtac 

ctctgttgag 

tgatcagaaa 

aagacccaca 

cacacatgta 

atggactcac 

tcacactgaa 

60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

639 
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<210> 34 
<211> 840 
<212> DNA 
<213> mouse Tim4 

<220> 
<221> His tag 
<222> (820)..(837) 

<400> 34 
atgtccaagg ggcttctcct cctctggctg gtgacggagc tctggtggct ttatctgaca 

	
60 

ccagctgcct cagaggatac aataataggg tttttgggcc agccggtgac tttgccttgt 
	

120 

cattacctct cgtggtccca gagccgcaac agtatgtgct ggggcaaagg ttcatgtccc 
	

180 

aattccaagt gcaatgcaga gcttctccgt acagatggaa caagaatcat ctccaggaag 
	

240 

tcaacaaaat atacactttt ggggaaggtc cagtttggtg aagtgtcctt gaccatctca 
	

300 

aacaccaatc gaggtgacag tggggtgtac tgctgccgta tagaggtgcc tggctggttc 
	

360 

aatgatgtca agaagaatgt gcgcttggag ctgaggagag ccacaacaac caaaaaacca 
	

420 

acaacaacca cccggccaac caccacccct tatgtgacca ccaccacccc agagctgctt 
	

480 

ccaacaacag tcatgaccac atctgttctc ccaaccacca caccacccca gacactagcc 
	

540 

accactgcct tcagtacagc agtgaccacg tgcccctcaa caacacctgg ctccttctca 
	

600 

caagaaacca caaaagggtc cgccttcact acagaatcag aaactctgcc tgcatccaat 
	

660 

cactctcaaa gaagcatgat gaccatatct acagacatag ccgtactcag gcccacaggc 
	

720 

tctaaccctg ggattctccc atccacttca cagctgacga cacagaaaac aacattaaca 
	

780 

acaagtgagt ctttgcagaa gacaactaaa tcacatcagc atcatcatca tcatcattga 
	

840 
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