WHAT IS CLAIMED IS:

1. An isolated bacteriophage having a genome which comprises the nucleic acid
sequence of SEQ ID NO:2, SEQ ID NO:3, SEQ ID NO:4, SEQ ID NO:5, SEQ ID NO:6, SEQ
ID NO:7, or SEQ ID NO:760.

2. A pharmaceutical composition comprising the bacteriophage of claim T and a

pharmaceutically acceptable carrier.

3. The pharmaceutical composition of claim 2, comprising a bacteriophage having a
genome which comprises the nucleic acid sequence of SEQ ID NO:2 further comprising one or

more additional bacteriophages effective against Enterococcus faecalis or Enterococcus faecium.

4. The pharmaceutical composition of claim 2, comprising a bacteriophage having a
genome which comprises the nucleic acid sequence of SEQ ID NO:2 further comprising one or
more additional bacteriophages effective against bacteria other than Enterococcus faecalis or

Enterococcus faecium.

5. The pharmaceutical composition of claim 2, comprising a bacteriophage having a
genome which comprises the nucleic acid sequence of SEQ ID NO:3 further comprising one or

more additional bacteriophages effective against Pseudomonas aeruginosa.

6. The pharmaceutical composition of claim 2, comprising a bacteriophage having a
genome which comprises the nucleic acid sequence of SEQ ID NO:3 further comprising one or

more additional bacteriophages effective against bacteria other than Pseudomonas aeruginosa.

7. The pharmaceutical composition of claim 2, comprising a bacteriophage having a
genome which comprises the nucleic acid sequence of SEQ 1D NO:4, SEQ ID NO:5, SEQ ID
NO:6 or SEQ ID NO:7 further comprising one or more additional bacteriophages effective

against Staphylococcus aureus.

8. The pharmaceutical composition of claim 2, comprising a bacteriophage having a
genome which comprises the nucleic acid sequence of SEQ 1D NO:4, SEQ ID NO:5, SEQ 1D
NO:6 or SEQ ID NO:7 further comprising one or more additional bacteriophages effective
against bacteria other than Staphylococcus aureus.
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9. The pharmaceutical composition of claim 2, comprising a bacteriophage having a
genome which comprises the nucleic acid sequence of SEQ ID NO:760 further comprising one

or more additional bacteriophages effective against Acinetobacter baumannii.

10.  The pharmaceutical composition of claim 2, comprising a bacteriophage having a
genome which comprises the nucleic acid sequence of SEQ ID NO:760 further comprising one

or more additional bacteriophages effective against bacteria other than Acinefobacier baumannii.

11. An isolated lysin protein from bacteriophage F1245/05, F170/08, F197/08,
F86/06, F87s/06 or F91a/06, or a fragment thereof having antibacterial or antimicrobial activity
against one or more of Acinetobacter baumanii, Enterococcus faecalis, Enterococcus faecium

and Staphylococcus aureus.

12.  The isolated lysin protein of claim 11, said protein having the amino acid
sequence of SEQ ID NO:184, SEQ ID NO:202, SEQ ID NO:203, SEQ ID NO:446, SEQ ID
NO:447, SEQ ID NO:448, SEQ ID NO:575, SEQ ID NO:641, SEQ ID NO:712, SEQ 1D NO:
797, or a fragment thereof, which fragment has antibacterial or antimicrobial activity against one
or more of Enterococcus faecalis, Enterococcus faecium, Staphylococcus aureus and

Acinetobacter baumanii.

13.  Anisolated first protein having at least 85% sequence identity to a second protein
of the same size, wherein said first protein has antibacterial or antimicrobial activity against one
or more of Acinetobacter baumanii, Enterococcus faecalis, Enterococcus faecium and
Staphylococcus aureus and said second protein has the amino acid sequence of SEQ 1D NO: 797,
SEQ ID NO:184, SEQ ID NO:202, SEQ 1D NO:203, SEQ ID NO:446, SEQ ID NO:447, SEQ
D NO:448, SEQ ID NO:575, SEQ ID NO:641, SEQIDNO:7i2o0ra fragrhént thereof.

14.  The isolated first protein of claim 13 having at least 95% sequence identity to said

second protein.

15.  The fragment of claim 11, wherein said fragment is a CHAP domain isolated from
a polypeptide having the amino acid sequence of SEQ ID NO:184, SEQ ID NO:202, SEQ ID
NO:203, SEQ ID NO:446, SEQ ID NO:447, SEQ ID NO:448, SEQ ID NO:575, SEQ ID
NQ:641 or SEQ ID NO:712.
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16. The fragment of claim 15, wherein said fragment has the amino acid sequence of
SEQ ID NO:755, SEQ ID NO:756, SEQ 1D NO:757, SEQ ID NO:758 or SEQ ID NO:759.

17.  Anisolated tail tape measure protein or tail protein from bacteriophage, F170/08,
F770/05, F197/08, F86/06, F87s/06, F91a/06, or F1245/05, or a fragment thereof having
antibacterial or antimicrobial activity against one or more of Acinetobacter baumanni,
Enterococcus faecalis, Enterococcus faecium, Pseudomonas aeruginosa and Staphylococcus

aureus.

18. The isolated tail tape measure protein or tail protein of claim 17, said protein
having the amino acid sequence of SEQ ID NO:204, SEQ 1D NO:214, SEQ 1D N(O:435, SEQ ID
NO:438, SEQ ID NO:440, SEQ ID NO:525, SEQ ID NO:526, SEQ ID NO:527, SEQ ID
NO:528, SEQ ID NO:529, SEQ ID NO:530, SEQ ID NO:531, SEQ ID NO:532, SEQ ID
NO:533, SEQ ID NO:534, SEQ ID NO:533, SEQ ID NO:536, SEQ ID NO:537, SEQ ID
NO:538, SEQ ID NO:539, SEQ ID NO:567, SEQ ID NO:568, SEQ ID NO:632, SEQ ID
NO:633, SEQ ID NO:700, SEQ ID NO:701, SEQ ID NO:702, SEQ ID NO:703, SEQ ID
NO:704, SEQ ID NO:795, or a fragment thereof, which fragment has antibacterial or
antimicrobial activity against one or more of dcinetobacter baumanni, Enterococcus faecalis,

Enterococcus faecium, Pseudomonas aeruginosa and Staphvlococcus aureus.

19.  Anisolated first protein having at least 85% sequence identity to a second protein
of the same size, wherein said first protein has a biological activity associated with bacteriophage
F170/08, F770/05, F197/08, F86/06, F87s/06, F912/06, or F1245/05 and said second protein has
the amino acid sequence of-SEQ ID NO:204, SEQ ID NO:214, SEQ ID NO:435, SEQ ID
NO:438, SEQ ID N0:440, SEQ ID NO:525, SEQ ID NO:526, SEQ ID NO:527, SEQ ID
NO:528, SEQ ID NO:529, SEQ ID NO:530, SEQ ID NO:531, SEQ ID NO:532, SEQ ID
NO:533, SEQ ID NO:534, SEQ ID NO:535, SEQ ID NO:536, SEQ ID NO:537, SEQ ID
NO:5338, SEQ ID NO:539, SEQ ID NO:5367, SEQ ID NO:368, SEQ ID NO:632, SEQ ID
NO:633, SEQ ID NO:700, SEQ ID NO:701, SEQ ID NO:702, SEQ ID NO:703, SEQ ID
NO:704, SEG 1D NO:795, or a fragment thereof.

20.  The isolated first protein of claim 19 having at least 95% seguence identity to said

second protein.
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21. A pharmaceutical composition comprising the isolated protein of claim 11 or 17

and a pharmaceutically acceptable carrier.

22, The pharmaceutical composition of claim 21, comprising an isolated protein
having the amino acid sequence of SEQ ID NO:184, SEQ ID NO:202, SEQ ID NO:203, SEQ ID
NO:204 or SEQ 1D NO:214, or a fragment thereof, having antibacterial or antimicrobial activity
against FEnterococcus faecalis or Enterococcus faecium, further comprising one or more
bacteriophages or additional proteins effective against Enterococcus faecalis or Enterococcus

faecium.

23, The pharmaceutical composition of claim 21, comprising an isolated protein
having the amino acid sequence of SEQ ID NO:184, SEQ 1D NO:202, SEQ ID NO:203, SEQ ID
NO:204 or SEQ ID NO:214, or a fragment thereof, having antibacterial or antimicrobial activity
against Enterococcus faecalis or Enterococcus faecium, further comprising one or more
bacteriophages or additional proteins effective against bacteria other than Enferococcus faecalis

or Enterococcus faecium.

24.  The pharmaceutical composition of claim 21, comprising an isolated protein
having the amino acid séquence of SEQ ID NOC:435 or SEQ ID NO:438, or a fragment, variant
or derivative thereof having antibacterial or antimicrobial activity against Pseudomonas
aeruginosa, further comprising one or more bacteriophages or additional proteins effective

against Pseudomonas aeruginosa.

25.  The pharmaceutical composition of claim 21, comprising an isolated protein
having the amino acid sequence of SEQ ID NO:435 or SEQ ID NO:438, or a fragment, variant
or derivative thereof having antibacterial or antimicrobial activity against Pseudomonas
aeruginosa, further comprising one or more bacteriophages or additional proteins effective

against bacteria other than Pseudomonas aeruginosa.

26.  The pharmaceutical composition of claim 21, comprising an isolated protein
having the amino acid sequence of SEQ 1D NO:440, SEQ ID NO:525, SEQ ID NO:526, SEQ ID
NO:527, SEQ ID NO:528, SEQ ID NO:529, SEQ ID NO:530, SEQ ID NO:53i, SEQ ID
NO:532, SEQ ID NO:533, SEQ ID NO:534, SEQ ID NO:535, SEQ ID NO:536, SEQ ID
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NO:537, SEQ ID NO:538, SEQ 1D NO:539, SEQ ID NO:567, SEQ ID NO:568, SEQ ID
NO:632,SEQ ID NO:633, SEQ ID NOG:700, SEQ ID NO:701, SEQ ID NO:702, SEQ ID
NO:703, SEQ ID NO:704 or a fragment, variant or derivative thereof having antibacterial or
antimicrobial activity against Staphvlococcus aureus, further comprising one or more

bacteriophages or additional proteins effective against Staphylococcus aureus.

27.  The pharmaceutical composition of claim 21, comprising an isolated protein
having the amino acid sequence of SEQ ID NO:440, SEQ ID NO:SZS, SEQ ID NO:526, SEQ ID
NO:527, SEQ 1D NO:528, SEQ ID NO:529, SEQ ID NO:530, SEQ ID NO:531, SEQ ID
NO:532, SEQ ID NO:533, SEQ ID NO:534, SEQ ID NO:535, SEQ ID NO:5336, SEQ ID
NO:537, SEQ ID NO:538, SEQ ID NO:539, SEQ ID NO:567, SEQ ID NO:568, SEQ 1D
NO:632,SEQ ID NO:633, SEQ ID NO:700, SEQ ID NO:701, SEQ ID NO:702, SEQ ID
NO:703, SEQ ID NO:704, or a fragment, variant or derivative thereof having antibacterial or
antimicrobial activity against Staphviococcus aureus, further comprising one or more
bacteriophages or additional proteins effective against bacteria other than Staphylococcus

AUFEUs.

28.  The pharmaceutical composition of claim 21, comprising an isolated protein
having the amino acid sequence of SEQ 1D NOS:761-816, or a fragment, variant or derivative
thereof having antibacterial or antimicrobial activity against Acinefobacter baumannii, further
comprising one or more bacteriophages or additional proteins effective against Acinetobacter

baumannii.

29.  The pharmaceutical composition of claim 21, comprising an isolated protein
having the amino acid sequence of SEQ ID NOS:761-816, or a fragment, variant or derivative
thereof having antibacterial or antimicrobial activity against Acinefobacter baumannii, further
comprising one or more bacteriophages or additional proteins effective against bacteria other

than Acinetobacter baumannil,

30.  Anisolated nucleic acid comprising a nucleotide sequence encoding the protein of

claim 11 or 17.
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31.  Use of the pharmaceutical composition of claim 2 or 21 in the manufacture of a

medicament for treating or preventing a bacterial infection in a subject in need thereof,

32.  The use of claim 31 wherein said bacterial infection is an infection by one or
more of Acinetobacter baumanni, Enterococcus faecalis, Enterococcus faecium, Pseudomonas

aeruginosa and Staphylococcus aureus.

33. The use of claim 31 wherein said bacterial infection is an infection by a bacterium
other than Acinetobacter baumanni, Enterococcus faecalis, Enterococcus faecium, Pseudomonas

aeruginosa and Staphylococcus aureus.

34, The use of claim 31, wherein the infection is a nosecomial infection.

35.  Theuse of claim 31, wherein the composition is administered topically.

36.  Theuse of claim 31, wherein the subject is a mammal.

37. The use of claim 36, wherein the mammal is a human.

38. The use of claim 31, wherein the infection treated is an infection of the skin.

39. The use of clamm 38, wherein said mfection of the skin is an infection associated

with a diabetic foot ulcer,

40. A method for diagnosing the causative agent of a bacterial infection comprising:
(i) culturing a tissue sample from a patient;
(11) contacting the culture of step (i} with the bacteriophage of claim 1, or
protein of claim 11 or 17; and
(1i1)  monitoring for evidence of growth or lysis of the culture;
wherein evidence of lysis of the culture indicatives that the culture comprises a species or strain

of bacteria that is known to be susceptible to the bacteriophage or protein used in step (ii).

41.  The method of claim 40, wherein the tissue sample is a sample of blood, fluid,

tissue biopsy or swab collected from said patient.
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42. A method for reducing or inhibiting the colonization or growth of bacteria on a
solid surface comprising contacting said solid surface with the bacteriophage of claim 1, or

protein of claim 11 or 17.

43. The method of claim 42, wherein said solid surface is the surface of a hospital

apparatus or a piece of hospital equipment.

44,  The method of claim 43, wherein said apparatus or equipment is a surgical

apparatus or piece of surgical equipment.

45.  Use of a bacteriophage of claim 1, or protein of claim 11 or 17, in the
manufacture of a medicament for reducing or inhibiting an infection associated with the
colonization or growth on a biological surface of a mammal of one or more of Acinetobacter
baumanni, Enterococcus faecalis, FEnterococcus faecium, Pseudomonas aeruginosa and

Staphylococcus aureus.

46, The use of claim 45, wherein said surface is the skin or a mucus membrane of a
mammal.
47. The use of claim 46, wherein said mammal is a human.
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e W AT IS CTATVMIED 1S

1. An isolated bacteriophage having a genome which comprises the nucleic acid
sequence of SEQ ID NO:1, SEQ ID NO:2, SEQ ID NO:3, SEQ ID NO:4, SEQ ID NO:5, S;%ﬁ
ID NO:6, SEQ ID NO:7, or SEQ ID NO:760. _ j’ﬁ

2. A pharmaceutical composition comprising the bacteriophage of claigr"k'i and a

pharmaceutically acceptable carrier. /“r |

3. The pharmaceutical composition of claim 2, comprising a bacteriophage having a
genome which comprises the nucleic acid sequence of SEQ ID NO:1 °§fSEQ ID NO:2 further
comprising one or more additional bacteriophages effective agains@éntemcaccus Jaecalis or

Enterococcus faecium.

o
&
K

4. The pharmaceutical composition of claim 2, qgfiprising a bacteriophage having a
genome which comprises the nucleic acid sequence of SEQ ID NO:1 or SEQ ID NO:2 further
comprising one or more additional bacteriophages-"'\féffective against bacteria other than |
Enterococcus faecalis or Enterococcus faecium. /

5. The pharmaceutical compositiﬁpﬁfof claim 2, comprising a bacteriophage having a
genome which comprises the nucleic acigf’s';;quence of SEQ ID NO:3 further comprising one or

more additional bacteriophages effectiyéi' against Pseudomonas aeruginosa.

6. The pharmaceutiqgl"fc.:omposition of claim 2, comprising a bacteriophage having a
genome which comprises thg_jrf{lcleic acid sequence of SEQ ID NO:3 further comprising one or

more additional bacteriop@;&ées effective against bacteria other than Pseudomonas aeruginosa.

a
a//)

7. The pharmaceutlcal composition of claim 2, comprising a bacteriophage having a
genome which comprlses the nucleic acid sequence of SEQ ID NO:4, SEQ ID NO:5, SEQ ID
NO:6 or SEQ ID NO:7 further comprising one or more additional bacteriophages effective

against St_c_zp?iylococcus QUreus.

8. The pharmaceutical composition of claim 2, comprising a bacteriophage having a

genome which comprises the nucleic acid sequence of SEQ ID NO:4, SEQ ID NQ:5, SEQ ID




==-NB:6-or-SEQ-ID-NO:7-further-comprising-one-or-more-additional-bacteriophages -effective

against bacteria other than Staphylococcus aureus.

9. The pharmaceutical composition of claim 2, comprising a bacteriophage havi };zga
genome which comprises the nucleic acid sequence of SEQ ID NO:760 further compnsmg one

or more additional bacteriophages effective against dcinetobacter baumannii. f

10.  The pharmaceutical composition of claim 2, comprising a bacterlqphage having a
genome which comprises the nucleic acid sequence of SEQ ID NO:760 further comprising one

or more additional bacteriophages effective against bacteria other than Acmfztobacter baumannii.

11.  An isolated lysin protein from bacteriophage F1246"/05 F168/08, F170/08,
F197/08, F86/06, F87s/06 or F91a/06, or a fragment, vanant er derivative thereof having
antibacterial or antimicrobial activity against one or more of Acinetobacter baumanii,

f
Enierococcus faecalis, Enterococcus faecium and Stapkyloqpccus aureus.

12. The isolated lysin protein of claim /I/fj said protein having the amino acid
sequence of SEQ ID NO:68, SEQ ID NO:184, SEQ ID NO:202, SEQ ID NO:203, SEQ ID
NO:446, SEQ ID NO:447, SEQ ID NO: 448 SEQ ID NO:375, SEQ ID NO:641, SEQ ID
NO:712, SEQ ID NO: 797, or a fragment, Vﬁrlant or derivative thereof, which fragment, variant
or derivative has antibacterial or antimmroblal activity against one or more of Enterococcus

Sfaecalis, Enterococcus faecium, Smpkyfococcus aureus and Acinetobacter baumanii.

13, Anisolated first er;tein having at least 85% sequence identity to a second protein
of the same size, wherein said"’grst protein has antibacterial or antimicrobial activity against one
or more of Acmetobacter baumanii, Enterococcus faecalis, Enterococcus faecium and
Staphylococcus aureus, and said second protein has the amino acid sequence of SEQ ID NO: 797,
SEQ ID NO:68, SEQ ID NO:184, SEQ ID NO:202, SEQ ID NO:203, SEQ ID NQO:446, SEQ ID
NG:447, SEQ I NO.448, SEQ ID NO:575, SEQ ID NO:641, SEQ ID NO:712 or a fragment
thereof. '

14 The isolated first protein of claim 13 having at least 95% sequence identity to said

second protein.




a polypeptide having the amino acid sequence of SEQ ID NO:68, SEQ ID NO:184, SEQ ID
NO:202, SEQ ID NO:203, SEQ ID NO:446, SEQ ID NO:447, SEQ 1D NO:448, SEQ ID /
NO:575, SEQ ID NO:641 or SEQ ID NO:712.

16.  The fragment of claim 15, wherein said fragment has the amino acid sequer i:é of
/”
SEQ ID NO:755, SEQ ID NO:756, SEQ ID NO:757, SEQ ID NO:758 or SEQ ID NO: 759

4

17.  An isolated tail tape measure protein or tail protein from bactenopﬁage F168/08,
F170/08, F770/05, F197/08, F86/06, F87s/06, F91a/06, or F1245/05, or a fra“gment variant or
_derivative thereof having a biological activity associated with the bactermfhage from which it

was isolated. f

18.  The isolated tail tape measure protein or tail prgjéx;/ of claim 17, said protein
having the amino acid sequence of SEQ ID NO:61, SEQ ID NO 63, SEQ ID NO:204, SEQ ID
NO:214, SEQ ID NO:435, SEQ ID NO:438, SEQ ID N6440 SEQ ID NO:525, SEQ ID
NO:526, SEQ ID NO:527, SEQ ID NO:528, SEQ . NO 529, SEQ ID NO:530, SEQ ID
NO:531, SEQ ID NO:532, SEQ ID NO:533, SE* ID NO:534, SEQ 1D NO:535, SEQ ID
NO:536, SEQ ID NO:537, SEQ ID NO: 538 SéQ ID NO:539, SEQ ID NO:567, SEQ ID
NO:568, SEQ ID NO:632, SEQ ID NO: 633 SEQ ID NO:700, SEQ ID NO:701, SEQ ID
NO:702, SEQ ID NO:703, SEQ ID N@ 704 SEQ ID NO:795, or a fragment, variant or
derivative thereof, which fragment, Vapént or derivative has a biological activity associated with

the bacteriophage from which it was’ 1s01a1:ed or derived.

19.  An isolated ﬁgst"’s;rotein having at least 85% sequence identity to a second proiein
of the same size, wherein sazd first protein has a biological activity associated with bacteriophage
F168/08, F170/08, F77djt}5 F197/08, F86/06, F87s/06, F91a/06, or F1245/05 and said second
protein has the ammo acid sequence of SEQ ID NO:61, SEQ ID NO:63, SEQ ID NO:204, SEQ
ID NO:214, SEQ D NO: 435, SEQ ID NO:438, SEQ ID NQO:440, SEQ ID NO:325, SEQ ID
NO:526, S};f,@ ID NO:527, SEQ ID NO:528, SEQ ID NO:529, SEQ ID NO:530, SEQ ID
NO:SSLKSJS;E,Q ID NO:532, SEQ ID NO:533, SEQ ID NO:534, SEQ ID NO:535, SEQ ID
N0536, SEQ ID NO:537, SEQ ID NO:538, SEQ ID NO:539, SEQ ID NO:567, SEQ ID

(=Y
iy

1 5—The-fragment-of claim-1;-wherein-said-fragment is-a- CHAP-domain-isolated-from----




"NOS68,-SEQ-ID-NO1632; SEQ-TD-NO:633;SEQ-ITD-NG:700; SEG-TD-NO-701,-SEQ-H> ”’“
NG:702, SEQ ID NO:703, SEQ ID NO:704, SEQ ID NO:795,0r a fragment thereof.

20.  The isolated first protein of claim 19 having at least 95% sequence identity 1o said

second protein.

21. A pharmaceutical composition comprising the isolated protein of c;lﬁm 11 or 17

and a pharmaceutically acceptable carrier. 4

22.  The pharmaceutical composition of claim 21, comprisirigf ‘an isolated protein
having the amino acid sequence of SEQ ID NO:61, SEQ ID NO:63, ﬁSfFjQ ID NO:68, SEQ ID
NO:184, SEQ ID NO:202, SEQ ID N0:203, SEQ ID NO:204 or SE 3 ID NO:214, or a fragment,
variant or derivative thereof having antibacterial or antimicrobi?j activity against Enterococcus
Jaecalis or Enterococcus faecium, further comprising one or Xx’r";ore bacteriophages or additional

. . : . /- ,
proteins effective against Enterococcus faecalis or Enzez~o§acws Jaecium.

23.  The pharmaceutical composition of clalm 21, comprising an isolated protein
having the amino acid sequence of SEQ ID NO: 64 SEQ ID NO:63, SEQ ID NO:68, SEQ ID
NO:184, SEQ ID NO:202, SEQ ID NO:203, SEQ ID NO:204 or SEQ ID NO:214, or a fragment,
variant or derivative thereof having antabactenal or antimicrobial activity against Enterococcus
Jaecalis or Enterococcus faecmm further comprlsmg one or more bacteriophages or additional

proteins effective against bacterla other than Enterococcus faecalis or Enterococcus faecium.

Iy

24.  The pharmaceu‘gi@éi composition of claim 21, comprising an isolated protein
- having the amino acid sequgn’ée of SEQ ID NO:435 or SEQ ID NO:438, or a fragment, variant
or derivative thereof lgai?ing antibacterial or antimicrobial activity against Pseudomonas

"/ L . LR - -
aeruginosa, further comprising one or more bacteriophages or additional proteins effective

against Pseua’omorgafv aeruginosa.

25. The pharmaceutical composition of claim 21, comprising an isolated protein
having the 4mino acid sequence of SEQ ID NO:435 or SEQ ID NO:438, or a fragment, variant
or derwative thereof having antibacterial or antimicrobial activity against Psewdomonas

aemgmosa, further comprising one or more bacteriophages or additional proteins effective

agamst bacteria other than Pseudomonas aeruginosa.




26.--The-pharmaceutical--composition-of -claim~21;-comprising-an-isolated--proteifi-—
having the amino acid sequence of SEQ ID NO:440, SEQ ID NO:525, SEQ ID NO:526, SEQID /
NO:327, SEQ ID NO:528, SEQ ID NO:529, SEQ ID NO:530, SEQ ID NO:531, SEQ IP |
NO:532, SEQ ID NO:533, SEQ ID NO:534, SEQ ID NO:535, SEQ ID NO:536,
NO:537, SEQ ID NO:538, SEQ ID NO:539, SEQ ID NO:5367, SEQ ID NO:568, 3EQ ID
NO:632,SEQ ID NO:633, SEQ ID NO:700, SEQ D NO:701, SEQ ID NO:702, SEQ ID
NO:703, SEQ ID NO:704 or a fragment, variant or derivative thereof having afitibacterial or

antimicrobial activity against Staphylococcus aureus, further comprisiné/ one oOr more

bacteriophages or additional proteins effective against Staphylococcus aureps,

27.  The pharmaceutical composition of claim 21, couyfismﬂ an isolated protein
having the amino acid sequence of SEQ ID NO:440, SEQ ID NQO:525, SEQ ID NO:526, SEQ ID
NO:527, SEQ ID NO:528, SEQ ID NO:529, SEQ ID NO:530, SEQ ID NO:531, SEQ ID
NO:532, SEQ ID NO:533, SEQ ID NO:534, SEQ ID Ng‘SSS SEQ ID NO:536, SEQ ID
NO:537, SEQ ID NO:538, SEQ ID NO:539, SEQ IWNO 1567, SEQ ID NO:568, SEQ ID
NO:632,SEQ ID NO:633, SEQ ID NO:700, SEQ ID NO:701, SEQ ID NO:702, SEQ ID
NO:703, SEQ ID NO:704, or a fragment, vanant or derivative thereof having antibacterial or
antimicrobial activity against Stapkylocoqgus aureus, further comprising one or more

bacteriophages or additional proteins eﬁé&tive against bacteria other than Staphylococcus

s
£

QUreus. ~

28. The pharmaceutic?i‘;i:omposition of claim 21, comprising an isolated protein
having the amino acid se:quencé of SEQ ID NOS:761-816, or a fragment, variant or derivative
thereof having antxbacterla;/ér antimicrobial activity against Acinefobacter baumannii, further
comprising one or morefbacterlophages or additional proteins effective against Acinetobacter

i
baumannii.

y

29. Tlfé pharmaceutical composition of claim 21, comprising an isolated protein
having the ammo acid sequence of SEQ ID NOS:761-816, or a fragment, variant or derivative
thereof havmg antibacterial or antimicrobial activity against Acinetobacter baumannii, further

compmsmg one or more bacteriophages or additional proteins effective against bacteria other

than Acinetobacter baumannii.

[+
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30 Anrisolated nucleic-acid-comprising & nucleotide sequence-encoding the protein of -
claim 11 or 17. /

I
31. A method of treating or preventing a bacterial infection in a subject in neeglﬁ

thereof comprising administering to said subject a therapeutically amount of the pharmaceuti¢al

composition of claim 2 or 21. #

/

32.  The method of claim 31 wherein said bacterial infection is an infectigri‘{by one or

£
more of Acinetobacter baumanni, Enterococcus faecalis, Enterococcus faecium #Pseudomonas

/’

aeruginosa and Staphylococcus aureus. S/

33,  The method of claim 31 wherein said bacterial infectiglffis an infection by a

il
bacterium other than Acinetobacter baumanni, Enterococcus faecalis, Enterococcus faecium,
£

/

y
34, The method of claim 31, wherein the infection is a nosocomial infection.

&
&

Pseudomonas aeruginosa and Staphylococcus aureus.

35.  The method of claim 31, wherein the, comﬁgsition is administered topically.
36.  The method of claim 31, wherein th@”éixbject is a mammal.

37.  The method of claim 36, wherpi{i the mammal is a human.
P

38, The method of claim 31, wherein the infection treated is an infection of the skin.

39.  The method of clz}jm. 38, wherein said infection of the skin is an infection

P
. . . A
associated with a diabetic foot glcer.

40. A method gofﬁiiiagnosing the causative agent of a bacterial infection comprising
@ cufturing a tissue sample from a patient;
{it) ﬂ_f.,«-’“"&ﬁc:ontacting the culture of step(i) with the bacteriophage or protein of claim
S L 1terl7;
/(111) monitoring for evidence of growth or lysis of the culture
wherein q)fiaence of lysis of the culture indicatives that the culture comprises a species or strain

of baqtei‘:ia that is known to be susceptible to the bacteriophage or polypeptide used in step (ii).
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s B Phe- method-ofclaim-40; wherein-the-tissue-sample-is-a-sample-of blood;-fluidy—~;

tissue biopsy or swab collected from said patient.

42. A method for reducing or inhibiting the colonization or growth of bacteria on/4

surface comprising contacting said surface with a bacteriophage or polypeptide of clairyi or
17. '

e
'

43,  The method of claim 42, wherein said surface is the skin or.a mucugs*"rfnembrane of

a mammal, /

rfﬁy

44.  The method of claim 43, wherein said mammal is a humaryf

Vi
45.  The method of claim 42, wherein said surface is/the surface of a hospital

.?‘(r

apparatus or a piece of hospital equipment. /
f"{f

46.  The method of claim 45, wherein said agpératus or equipment is a surgical

apparatus or piece of surgical equipment. /S
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