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h Figure 1: Known AMD Risk Genes Power To Predict Progression
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Known AMD risk genes have less power to predict progression than the polygenic score
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Figure 2: Polygenic Score Identifies Individuals At Higher Risk Of

Progression to Advanced AMD

Intermediate AMD at baseline
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2.3 fold higher risk of progression in 2 yrs
2.6 fold higher risk of progression in 5 yrs
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Figure 3: Polygenic Score Identifies Individuals At Higher Risk Of
Progression to Advanced AMD Independent of baseline clinical score
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