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malssawrsv
ffhtlsgecy
nfaescyrin
nclrnttygfk
tddirliaals
sdveelveke
viagkmieei
aldgalnyvy
ivaeidgaks
vnyvaeanet
alarksalkt
sgayntavns
gsavevhsrt
gtkdveipld
viyvggvpsn
ffdgsgyavv
hledtlikkag
hlpldinfrg
frnfrtigpng
srvgsknptk
ecpiessplf
gyggltansiqg
kirsqgekynd
iysfsgcelsn
ssgtlvhghs
vnhvvgplnp

iplwllwsaa
prdocngnsnes
gavreionen
cercapgyvy
isegksgvls
ngasrkggly
rergpfftar
daedmnrata
elgvklsnls
aefalnttdr
risdavkglg
ardavinlite
smddlkafts

skpvsswpay

fkiptsinip
rditrrgkig
indakyheis
cnkgfgfqkk
1lfyyasgsd
gkiegtgase
1lhkkgknls
efehlkgdig
glwhdvifir
lgingasits
vngeylnvhm
kpidhrepvet

paa (SEQIDNG 27

csraasgddn
cldgsgyovh
yagpncercs
dariakncav
vasgaaahrh
gkesmdiinh
glvdeeadea
arqrdhekgqg
nishdlvgea
iydavsgidt
aasrgdaqqgr
vvpglldglr
1slymkppvk
fsivkiervyg
gfvgclelat
gvtridievr
dfnllegtet
visisldngt
kkfyiggspi
kpkasgnkkg
aksgfsirlr
erssgrivid

asqtisvipe

knggvivkvn
vggvpesllt

afpfdiegss

cgrnttgehs
pgyygnplli
cncggapeds
vneinatiyl

asglvegahd
yellsgaesw

SrVIegmevV
idhagdlgge
giiyhkdese
lggsrlites
tvegkrpasn
rpeltetadg
khgkvfltvp
landvislyn
tpadnglill
Ivvdrrhvks
lgvgygeped
vimdvkgikv
sagyanitgc
gkskdapswd
trsshgmify
glrvlieeslp
fegpmetgtly
ngirdfstsv
priapskpft

FiG. 124

avgrgdppet
ekcldgyigd
gstokkedes
vtgeclesgf

1ktklseren

mrdkigeinn
grihnetrtl

nmslstsads

anslsrklhs

nilngarelg
anrttmevgy a

vsasigrire
filylgskna
slsstaeekf

fkhiynmdps

mvngsnffrl

Bﬁmmw%wwwm,

gsvdkqyndg

isnayftrvd
pvalkipern

vedgeendin

pteatwkikg

fsteggyvvl
tpkgslcdgr
gcirhfvidg

seprvalgrl
sirgapgfcyg
gnsdpnlife

epptgmdept
gyalrkigin

kmlyygeehe

fpvvliegldd

lttpritlse

sdmnglvgka

akaesssdea

tapmannlt
wwm@mﬂmdmm.
kkeymglaik
.wwx@mmm@am
mammmwwmaw
tdiyiggapp

ggsfiasigk

,wmwMQNmnam

rdvevedfgr
tprrshehls

tlflahgriv

piylggvapg
desfniglkf

whritvirds

hpvsfskaal

ppaaekenag

pepcplphla

dedevigger

dsedkovwdl

naentmksll
Ispkeisekl
ynaklsdlige
lddiiknasg

ldasnvyeni
wvadtsrivgg

nwsgnighfd
kiqvsmmfdg
ndaivywynl

slldldpedt

aftysraasy

ydEgfsggpy
ellgsralra

isffdyfegy
prtryvelivdk
ytekvhtsly
nspraiehay
ymfnvghkkl

kavknvgins
eiafeviprs

nvvgldvdse

‘wsgavsinsc
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malssawrsy
ffhtlsgecy
nfaescyrkn
nelrnttgfk
alsisegksy
skengascky
eeirsygpff
yvrdaedmny
akselgvkls
netaefalnt
lktrisdavk
wnsardaven
sritsmddlika
pldskpvssw
psnfkliptsl
avvrditrry
kagindakyh
frgomkgfqf
pngllfvyas
ptkgkiegtg
plfllihkkgk
srgefehlkyg
yndglwhdvi
isnlglngas
ghsvngeyln
inpkpidhre
(SEQID NG, 28)

lpilwllwszas
pedengnsne
gavrcicnen
cercapgyyd
visvssgaaa
glvgkesmdt
tgrelvdeea
ataargrdhe

nlsnlshdlvy

tdrivdavsy
glgasergda
ltevvpyglld
frslsliymkp
payfsivkie
nlpgfvgele

kfggetrfdi
eisiiyhndk
gkkdfnlleqg
gsdvisisld
asekkfyfgg
niskpkasgn
dfgaksgfsi
firerssgrl
itsasqgtfsv
vhmkngqviv
pvEvggvpes

csraasgddn
cldgsgycvh
VAgpnoerca
dariakneav
hrhvneinat
inhasglvey
deayellsga
kqggervregn
geaidhagdl
idtgiivhkd
gariggsclii
glrtvegkrp
pvkrpeltel
rvgkhgkvEl
e latlnndvis
evrtpadngl
¥milvvdrrh
tetlgvgyge
ngtvimdvkg
spisagyanf
kkggkskdap
rirtrsshgm
vidglrvlee
tpofegpmet
kvongirdfs
lltpriapsk

afpfdieygss
cgrnttgehe
pgyygnplli
encgggpeds
iyllktklse
ahdmrdkige
eswgrlhnet
evvnnslsts
gueanelsrk
esenlingar
teeanritme
asnvsasigr
adgfilylygs
typslsstae

lynfkhiynm

illmwngsmE

vismdnekmk

pedslisrra
ikvgsvdkqy
tgeisnayft

swdpvalklp
ifyvsdgeen

slppteatwk
gtyfsteggy
tsvipkgslic
pitgcirhiv

FiG. 128

avgrgdppet

ekeldgyigd
gstekkedes
vigecleegf -
rengyalrki

rtlfpvvlen
adsltiprit
lhssdmngly
elgakaess

vggatapman

ireliagirs

knakkeymgl

ekfikkgefs
dpstsvpcar
friemrngyl
ipftdivigg

yinggsfias

ndglshfvis
rvdrdveved
mmmw%ﬁamwn

fmtlflahg
ikgpiylggv
vvldesfnig
dgrwhritvi
idghpvafsk

seprvalgrl

sirgapgfoyg

gnadpnlife
epptycdkey
ginnaentmk
ehelspkeis

lddynaklsd

lselddiikn
gkaldasnvy

2z deavadtsrr

nltnesqnlyg

vaskigvsmm

aikndnlvyv
gddslldldp

‘dklaftgsra
‘hvfydigfsg.
appeilgsra
igkisfidgf

svsptryeli
fgrytekvht
hlsnspraie

rlvymfnvgh

apgkavknvg
lkfeiafevr

‘rdsnvvgldv

aalvsgavsi

ppaagkenag

popoplphla
dedeviggor

wgdltddlirla
sllsdveely

eklvlagkml
lgealdgaln
asglyvaelidg
gnivnyvsea

vggalarksa
hfdssaynta.
fdggsavevh

ynlgtkdvel
gdtviyvggy
asyffdgsgy
gpvhledilk

lrahlpldin

eggfnfrilyg
vdksrvgskn
slyecpiess
haygyggten
kklkirsgek
insiysfsge
pressgtlvh
deevahvvgp
nsepaa
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Fig u”rg 13

Clone 1174.1.3 Variablé Light Chain (Nucleic Acid Sequ uence)

GACATTGTGCTGACACAGTCTCCTGCTTCCTTAGCTGTATCTCTGGGGCAGAGGG
CCACCATCTCATGCAGGGCCAGCAAAAGTGTCAGTACATCTGGCTATAGTTATATG
TACTGGTACCAACAGAAACCAGGACAGCCACCCAAACTCCTCATCTATCTTGCATC
CAACCTAGAATCTGGGGTCCCTGCCAGGTTCAGTGGCAGTGGGTCTGGGACAGAC
TTCACCCTCAACATCCATCCTGTGGAGGAGGAGGATGCTGCAACCTATTACTGTCA
ACACAGTAGGGAGC‘ITCCATTCACGTTCGGCTCGGGGACAAAGTTGGAAATAAAA
C (SEQID NO: 29) .

Clone 1174 1 3-—- Va‘riable Liqht Chain (Amino Acid Sequence)

DlVLTQSPASLAVSLGORATISCRASKSVSTSGYSYMYWYQQKPGQPPKLLIYIASNLE
SGVPARFSGSGSGTDFTLNIHPVEEEDAATYYCQHSRELPFTFGSGTKLEIK (SEQ
ID NO:30)

Clone 1174.1.3 - CDR-L1 (Amino Acid Sequence)

RASKSVSTSGYSYMY (SEQ ID NO:31)

Clone 1174.1.3 — CDR-L2 (Amino Acid Sequence)

ASNLES (SEQ ID NO:32)

Glone 1174.1.3 - CDR-L3 (Amino Acid Sequence)

QHSRELPFT (SEQ ID NO:33)
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Flgi"u're 14

Clone 1174.1.3 — Variable Heavy Chain (Nucleﬁic Acid Sequence)

CAGATTCAGTTGGTGCAGTCTGGACCTGAGCTGAAGAAGCCTGGAGAGACAGTCA
AGATCTCCTGCAAGGCTTCTGGGTATACCTTCACAAACTATGGAATGAACTGGGTG
AAGCAGGCTCCAGGAAAGGGTTTAAAGTGGATGGGCTGGATAAACACCTACACTG
GAGAGCCAACATATGCTGATGACTTCAAGGGACGGTTTGCCTTGTCTT'I'GGAAACC
TCTGCCAGCACTGCCTATTTGCAGATCAACAACCTCAAAAATGAGGACATGGCTAC
ATATTTCTGTGCAAGATATAGGTATAATAAATACGAGAGGGCTATGGACTACTGGG
GTCAAGGAACCTCAGTCACCGTCTCCTCA (SEQ ID NO:34)

Clone 1174.1.3 — Variable Heavy Chain (Amino Acid Sequence)

QIQLVQSGPELKKPGETVKISCKASGYTFT NYGMNWVKQAPGKGLKWMGWINTYTGE
PTYADDFKGRFALSLETSASTAYLQINNLKNEDMATYFCARYHYNKYERAMDYWGQG
TSVTVSS (SEQ ID NO:35)

Clone 1174.1.3 — CDR-H1 (Amino Acid Sequence)
GYTFTNYGMN (SEQ ID NO:36)

Clone 1174.1.3 — CDR-H2 (Amino Acid Sequence)
WINTYTGEPTYADDFKG (SEQ ID NO:37)

Clone 1174.1.3 — CDR-H3 (Amino Acid Sequence)

YRYNKYERAMDY (SEQ ID NO:38)
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Fig ure 15

Clone 1414 1.2— Vanable l;ght Cham (Nucleic Acid Seg@nce)

GACATTGTGATGTCACAGTCTCCATCCTCCCTGGCTGTGTCAGCAGGAGAGAAGG
TCACTATGAGCTGCAAATCCAGTCAGAGTCTGCTCAACAGTAGCACCCGAAAGAAC
TTCTTGGCTTGGTACCAGCAGAAACCAGGGCAGTCTCCTAAACTGCTGATCTACTG
GGCATCCACTAGGGAATCTGGGGTCCCTGATCGCTTCACAGGCAGTGGATCTGGG
ACAGATTTCACTCTCACCATCAGCAGTGTGCAGGCTGAAGACCTGGCAGTTTATTA
CTGCAAGCAATCTTATAATCGGTACACGTTCGGAGGGGGGACCAAGCTGGAAATA

AAACG (SEQ ID NO:39)

Clone 1414.1.2 — Variable Light Chain (Am_ino Acid Sequence)

DIVMSQSPSSLAVSAGEKVTMSCKSSQSLLNSSTRKNFLAWYQQKPGQSPKLLIYWA
STRESGVPDRFTGSGSGTDFTLTISSVQAEDLAVYYCKQSYNRYTFGGGTKLEIK
(SEQ ID NO:40)

-Clone 1414.1.2 — CDR-L1 (Amino Acid Seguence)
KSSQSLLNSSTRKNFLA (SEQ ID NO:41)

Clone 1414.1.2 — CDR-L2 (Amino Acid Sequence)

WASTRES (SEQ ID NO:42)

Clone 1414.1.2 — CDR-L3 (Amino Acid Sequence)

KQSYNRYT (SEQ ID NO:43)
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Figure 16

Clone 1414.1.2 — Vanable Heavy ham (NUCIGIC ACld Sequence)

GAGATCCAGCTGCAGCAGACTGGACCTGAGCTGGTGAAGCCTGGGGCTTCAGTG

AAGATATCCTGCAAGGCT!'CTGGTTATTCATTCACTGACTACATCATGCTCTGGGTG
AAGCAGAGCCATGGAAAGAGCC'I'TGAGTGGATTGGAAATA1TAATCCTTACTCTGG
TAGTAGTGGCTACAATCTGAAGTTCAAGGGCAAGGCCaCA'I'TGACTGTAGACAAAT
CTTCCAGCACAGCCTACATGCAGCTCAACAGTCTGACATCTGAGGACTCTGCAGTC
TATTACTGTGCAAGAGGGAAGGACTI'TGCTATGGACTACTGGGGTCAAGGAACCT

CAGTCACCGTCTCCTCA (SEQID NO:44)

Clone 1414.1.2 - ,Variable Heaw Chain mmino Acid Seque‘ncg)

EIQLQQTGPELVKPGASVKISCKASGYSFTDYIMLWVKQSHGKSLEWIGNINPYSGSS
GYNLKFKGKATLTVDKSSSTAYMQLNSLTSEDSAVYYCARGKDFAMDYWGQGTSVTV
SS (SEQID NO:45)

Clone 1414.1.2 — CDR-H1 (Amino Acid Sequence)

GYSFTDYIML (SEQ ID NO:46)

Clone 1414.1.2 — CDR-H2 (Amino Acid Sequence)
NINPYSGSSGYNLKFKG (SEQ ID NO:47)

Clone 1414.1.2 — CDR-H3 (Amino Acid Sequence)

GKDFAMD (SEQ ID NO:48)
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Figurre 17

Clone 1415.1.1 — Variable Light Chain (Nucleic Acid Sequence)

GACATI'GTGATGACTCAGTCTCCAGCCACCCTGTCTGTGACTCCAGGAGATAGAGT
CTCTCTTTCATGCAGGGCCAGCCAGAGTATTAGCGACTACTTACACTGGTATCAAC

AAAAATCACATGAGTCTCCAAGGCTTCTCATCAAATATGCTTCCCAATCCATCTCTG
GGATCCCCTCCAGGTTCAGTGGCAGTGGATCAGGGTCAGATTTCACTCTCAGTATC
AACAGTGTGGAACCTGAAGATGTTGGAGTGTATTACTGTCAAAATGGTCACAACTI'

TCCTCGGACGTTCGGTGGAGGCACCAAGCTGGAAATCAAAC  (SEQ ID NO:49)

Clone 1415.1.1 — Variable Light Chain (Amino Acid Sequence)

DIVMTQSPATLSVTPGDRVSLSCRASQSISDYLHWYQQKSHESPRLLIKYASQSISGIP
SRFSGSGSGSDFTLSINSVEPEDVGVYYCQNGHNFPRTFGGGTKLEIK (SEQID
NO:50)

Clone 1415.1.1 — CDR-L1 (Amino Acid Sequencs)

RASQSISDYLH (SEQ ID NO:51)

Clone 1415.1.1 — CDR-L2 (Amino Acid Sequence)

YASQSIS (SEQ ID NO:52)

Clone 1415.1.1 — CDR-L3 (Aminb Acid Sequence)

QNGHNFPRT (SEQ ID NO:53)
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Figure 18

Clone 1415.1.1 — Variable Heavy Chain (Nucleic Acid Sequence)

CAGGTCCAACTGCAGCAGCCTGGGGCTGAGCTTGTGCAGCCTGGGGCTCCAGTG
AAGCTGTCCTGCAAGGCTTCTGGCTACATITTCACCAGCTACTGGATGAACTGGGT
GAAGCAGAGGCCTGGACGAGGCCTCGAGTGGATTGGAAGGATTGATCCTTCCGAT
' AGTAAAATTCACTACAATCAAAAGT'I'CAAAGACAAGGCCACACTGACTGTAGACAG
ATCCTCCAGCACAGCCTACATCCAACTCGGCAGCCTGACATCTGAGGACTCTGCG
GTCTATTATTGTGCAAAAGAGGGGGGTTTACGACGGGGGGACTATGCTATGGACT
ACTGGGGTCAAGGAACCTCAGTCACCGTCTCCTCA (SEQ ID NO:54)

Clone 1415.1.1 — Variable Heavy Chain Amino Acid Seguence

QVQLQQPGAELVQPGAPVKLSCKASGYlFTSYWMNWVKQRPGRGLEWIGR!DPSDS
KlHYNQKFKDKATLTVDRSSSTAYIQLGSLTSEDSAVYYCAKEGGLRRGDYAMDYWG
QGTSVTVSS (SEQ ID NO:55)

Clone 1415.1.1 — CDR-H1 (Amino Acid Sequence)

GYIFTSYWMN (SEQ ID NO:56)

Clone 1415.1.1 — CDR-H2 (Amino Acid Sequence)

RIDPSDSKIHYNQKFKD (SEQ ID NO:57)

Clone 1415.1.1 — CDR-H3 (Amino Acid Sequence)

EGGLRRGDYAMDY (SEQ ID NO:58)
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Figure 19

Clone 1749.1.3 — Variable Light Chain (Nucleic Acid Sequenca)

GACA’ITGTGATGTCACAGTCTCCATCCTCCCTGGCTGTGTCAGCAGGAGAGAAGG
TCACTATGAACTGCAAATCCAGTCGGAGTCTGCTCAACAGTAGAATCCGAAAGAAC
TACTTGGCTTGGTACCAGCAGAAACCAGGGCAGTCTCCTAAACTGCTGATCTACTG |
. GGCATCCACTAGGGAATCTGGGGTCCCTGATCGCTTCACAGGCAGTGGATCTGGG
ACAGATTTCACTCTCACCATCAGCAGTGTGCAGGCTGAAGACCTGGCAGTTTATTA
CTGCAAGCAATCTTATAATCTGCTCACGTTCGGTGCTGGGACCAAGCTGGAGCTG
AAAC (SEQ ID NO:59) 5

Clone 1749.1.3 ~ Variable Light Chain (Amino Acid Sequence)

DIVMSQSPSSLAVSAGEKVTMNCKSSRSLLNSRIRKNYLAWYQQKPGQSPKLLIYWAS
TRESGVPDRFTGSGSGTDFTLTISSVQAEDLAVYYCKQSYNLLTFGAGTKLELK
(SEQ 1D NO:60)

Clone 1749.1.3 — CDR-L1 (Amino Acid Sequence)

KSSRSLLNSRIRKNYLA (SEQ ID NO:61)

Clone 1749.1.3 — CDR-L2 (Amino Acid Sequence)
WASTRES (SEQ ID NO:62)

Clone 1749.1.3 — CDR-L3 (Amino Acid Sequence)
KQSYNLLT (SEQ ID NO:63)
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Fig’ ure 20

Clone 1749.1.3 - Variable Heavy Chain (Nucléic Acid Sequence)

GACGTGAAGCTGGTGGAGTCTGGGGGAGACTTAGTGAAGCCTGGAGGGTCCCTG
AAACTCTCCTGTGCAGCCTCTGGATTCACtTTCAGTAGCTATATCATGTCTTGGGTT
CGTCAGACTCCGGAGAAGAGGCTGGAGTGGGTCGCAACCATTAGTAGTGGTGGTA
GTTCCACCTACTATCCAGACAGTGTGAAGGGCCGATTCACCATCTCCAGAGACAAT
GCCAAGAACACCCTGTACCTGCAAATGAGCAGTCTGAAGTCTGAGGACACAGCCA
TGTATTACTGTACAAGAGATGATGATTACGACGTAAAGGTATI'TGCTTACTGGGGC
CAAGGGACTCTGGTCACTGTCTCTGCA (SEQ ID NO:64)

Clone 1749.1.3 — Variable Heavy Chain (Amino Acid Sequencs).

DVKLVESGGDLVKPGGSLKLSCAASGFTFSSYIMSWVRQTPEKRLEWVATISSGGSST
YYPDSVKGRFTISRDNAKNTLYLQMSSLKSEDTAMYYCTRDDDYDVKVFAYWGQGTL
VTVSA (SEQ ID NO:65)

Clone 1749.1.3 — CDR-H1 (Amino Acid Sequence)

GFTFSSYIMS (SEQ ID NO:66)

Clone 1749.1.3 — CDR-H2 (Amino Acid Sequence)

TISSGGSSTYYPDSVKG (SEQ ID NO:67)

Clone 1749.1.3 — CDR-H3 (Amino Acid Sequence)

DDDYDVKVFAY (SEQ ID NO:68)
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Figure 21A

Clone 2120.4.19 — Variable Light Chain (Nucleic Acid Sequence)

GATATCCGGATGACTCAGTCTCCTTCACTCCTGTCTGCATCTGTGGGGGACAGAGT
CACTCTCAACTGCAAAGCAAGTCAGAATATTTATAACAGCTTAGCCTGGTATCAGC
AAAAGCTTGGAGAAGGTCCCAAAGTCCTGATTTTTAATGCAAACAGTTTGCAAACG
GGCATCCCATCAAGGTTCAGTGGCAGTGGATCTGGTACAGATTTCACACTCACCAT
CAGCAGCCTGCAGCCTGAAGATTTTGCCACATATTTCTGCCAGCAGTTTTATAGCG
GGTACACGTTTGGAGCTGGGACCAAGCTGGAACTGAAAC (SEQ ID NO:69)

Clone 2120.4’.1 9 — Variable Light Chain {Amino Acid Sequence — Version 1)

DIRMTQSPSLLSASVG DRVTLNCKASQNIYNSLAWY_QQKLGEGPKVLlFNANSLQ]‘GIP
SRFSGSGSGTDFTLTISSLQPEDFATYFCQQFYSGYTFGAGTKLELK (SEQ ID
NO:70)

Clone 2120.4.19 — Variable Light Chain (Amino Acid Sequence — Version 2)

DIQVTQSPSLLSASVGDRVTLNCKASQNIYNSLAWYQQKLGEGPKVLlFNANSLQTGIP
SRFSGSGSGTDFTLTISSLQPEDFATYFCQQFYSGYTFGAGTKLELK (SEQID
NO:71)

Clone 2120.4.19 - Variable Light Chain (Amino Acid Sequence — Version 3)

DIVLTQSPSLLSASVGDRVTLNCKASQNIYNSLAWYQQKLGEGPKVLIFNANSLQTGIP
SRFSGSGSGTDFTLTISSLQPEDFATYFCQQFYSGYTFGAGTKLELK (SEQID
NO:72)

Clone 2120.4.19 — CDR-L1 (Amino Acid Sequence)

KASQNIYNSLA (SEQ ID NO:73)
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Figure 21B

Clone 2120.4.19 — CDR-L2 (Amino Acid Sequence)
NANSLQT (SEQ ID NO:74)

Clone 2120.4.19 — CDR-L3 (Amino Acid Sequence)
QQFYSGYT (SEQ ID NO:75)

35 of 46

SUBSTITUTE SHEET (RULE 26)



Clone 2120.4.19 — Variable Heavy Chain (Nucleic Acid Sequence)

CAGGTGCAGCTGAAGGAGTCAGGACCTGGTCTGGTGCAGCCCTCACAGACCCTG
TCTCTCACCTGCACTGTCTCTGGATTCTCATTAACCAGCAATGGTGTAAGCTGGGT
TCGCCAGCCTCCAGGAAAGGGTCTGGAGTGGATTGCAGCAATATCATCTGGTGGA
ACCACATATI‘ATAATTCAGCGTTCAAATCCCGACTGAGCATCAGCAGGAACACCTC
CAAGAGCCAAGTTCTCTTAAAAATGAACAGTCTGCAAACTGAAGACACAGCCATGT
; ACTTCTGTGCCAGACGGTATGGGTACGGGTGGTACTTTGACTTCTGGGGCCCAGG
AACCATGGTCACAGTCTCCTCA (SEQ 1D NO:76) '

Clone 2120 4, 19 Variable Heavy Chain (Amino Acid Seguence)

QVQLKESGPG LVQPSQTLSLTCTVSGFSLTSNGVSWVRQPF’GKGLEWIAAISSGGTT
YYNSAFKSRLSlSRNTSKSQVLLKMNSLQTEDTAMYFCARRYGYGWYF DFWGPGTM
VTVSS (SEQID NO:77)

Clone 2120.4.19 — CDR-H1 (Amino Acid Sequence)
GFSLTSNGVS (SEQ ID NQ:78)

Clone 2120.4.19 — CDR-H2 (Amino Acid Seguence)

AISSGGTTYYNSAFKS (SEQ ID NO:79)

- Clone 2120.4.18 — CDR-H3 (Amino Acid Seauence)

RYGYGWYFDF (SEQ ID NO:80)
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Figure 23A

Clone 2107.4.10 — Variable Liqht Chain (Nucleic Acid Sequence ~ Version 1)

GACATCCGGGTGACTCAGTCTCCTTCACTCCTGTCTGCATCTGTGGGAGACAGAG
TCACTCTCAACTGCAAAGGAAGTCAGAATATTTATAAGAGCTTAGCCTGGTTTCGG
CTAAAGCGTGGAGAAGCTCCCAAGCTCCTGAT'!TATGATGCAAACAGT'!'TGCAAAC
GGGCATCCCATCAAGGTTCAGTGGCAGTGGATCTGGTACAGATTTCACACTCACC
ATCACCAGCCTACAGCCTGAAGATGTTGCCACATATTTCTGCCAGCAGTATI'ATAG
CGGTTACACGTTTGGAGCTGGGACCAAGCTGGAACTGAAA (SEQ ID NO:81)

Clone 2107.4. 10— Vériablegght Chain (NuCleic Acid SegUencé Version 2)

GACATCCAGGTGACTCAGTCTCCTTCACTCCTGTCTGCATCTGTGGGAGACAGAGT
CACTCTCAACTGCAAAGGAAGTCAGAATATTTATAAGAGCTTAGCCTGGTTTCGGC
TAAAGCGTGGAGAAGCTCCCAAGCTCCTGATTTATGATGCAAACAGTTTGCAAACG
GGCATCCCATCAAGGTI'CAGTGGCAGTGGATCTGGTACAGATI'TCACACTCACCAT
CACCAGCCTACAGCCTGAAGATGTTGCCACATATTTCTGCCAGCAGTATTATAGCG
GTTACACGTTTGGAGCTGGGACCAAGCTGGAACTGAAA (SEQ ID NO:82)

Clone 2107.4.10 — Variable Light Chain (Amino Acid Sequence — Version 1)

, DIRVTOSPSLLSASVGDRVTLNCKGSQNIYKSLAWFRLKRGEAPKLLIYDANSLQTGIP
SRFSGSGSGTDFT LTITSLQPEDVATYFCQQYYSGYTFGAGTKLELK (SEQID
NO:83)

Clone 2107.4.10 — Variable Light Chain (Amino Acid Sequence — Version 2)

DIQVTQSPSLLSASVGDRVTLNCKGSQNIYKSLAWFRLKRGEAPKLLIYDANSLQTGIP
SRFSGSGSGTDFTLTITSLQPEDVATYFCQQYYSGYTFGAGTKLELK (SEQ ID
NO:84)

Clone 2107.4.10 ~ CDR-L1 (Amino Acid Sequence)

KGSQNIYKSLA (SEQ ID NO:85)
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Figure 23B

Clone 2107.4.10 — CDR-L2 (Amino Acid Sequence)
DANSLQT (SEQ ID NO:86)

Clone 2107.4.10 — CDR-L3 (Amino Acid Sequence)
QQYYSGYT (SEQ ID NO:87)
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Figure 24

Clone 2107 4.10 - Variable Heavy Chain (Nucleic Acid Sequence)

CAGGTGCAGCTGAAGGAGTCAGGACCTGGTCTGGTGCAGTCCTCACAGACCCTGT
CTCTCACCTGCACTGTCTCTGGATTCTCATTAACCAGTAATGGTGTAAGCTGGGTT

CGCCAGCCTCCAGGAAAGGGTCTGGAGTGGATTGCAGCAATATCAAGTGGTGGAA
GCACATATTATAATTCAGCGTTCAAATCCCGACTGAGCATCAGCAGGAACACCTCC
AAGAGCCAAGTTCTCTTAAAAATGAACAGTCTGCAAACTGAAGACACAGGCATGTA

CTTCTGTGCCAGACATAGACCGTTCTACTTTGATTACTGGGGCCAAGGAGTCATGG
TCACAGTCTCCTCA (SEQ ID NO:88)

Clone 2107.4.10 — Variable Heavy Chain (Amino Acid Sequence)

QVQLKESG PG LVQSSQTLSLTCTVSGFSLTSNGVSWVRQPPGKGLEWIAAISSGGST
YYNSAFKSRLSISRNTSKSQVLLKMNSLQTEDTGMYFCARHRPFYFDYWGQGVMVTV
SS (SEQID NO:89)

Clone 2107.4.10 — CDR-H1 (Amino Acid Sequence)

GFSLTSNGVS (SEQ ID NO:90)

Clone 2107.4.10 — CDR-H2 (Amino Acid Sequence)

AISSGGSTYYNSAFKS (SEQ ID NO:91)

Clone 2107.4.10 — CDR-H3 (Amino Acid Sequence)
HRPFYFDY (SEQ ID NO:92)
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