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110

8C10 VvV,

i1V I g L T L & P B 8 L 8 A S YV & DRV T
1 gteatccagttgacecagtotecatectecctgtetgeatetgtaggagacagagteace
2.I T ¢C R A2 8 ¢ 6 T 8 R 2L A WY Q Q K P
61 atecactitgeecgggeaagbcagggeattageagggetttageoctggtatcageagaaacca
41 ¢ K ¢ P XK L L T ¥ b 2 8 8 L E 8§ G V P 8
121 gggaaaggtcctaageteectgatetatgatgecteoeagtttggaaaghbggggteccatea
61X F § @ 8 ¢ 8 ¢ T D F T L T I 8 § L Q P
181 aggtteagcggeagtygatetgggacagatttecactotcaceatoageageetgeagect
81 E D P A T Y ¥ C Q Q ¥ W 8 ¥ p L T F G d
241 gaagattttgcaacttattactgtcaacagtttaatagttacectcteactiteggegyga
116 7T XK v E I K
301 gggaccaaggtggagateaaa

Fig. 1A

8C10Vy

10 vV g L v B 8 ¢ 6 6 V V g P R B8 L R L
1 caggtgcaactggtggagtetgggggaggegtggtecageectgggaggteecctgagacte
218 ¢ A A 8 G F 7T F F 8 ¥ A M HW V R QT
61 tcetgtygragegtctggattcaccttetttagetatgoeatgeactgggtcegecagact
41 P ¢ X 6 L E W V A V I W F D G 8 N E R Y
121 ccaggcaaggogctggagtgggtggeagttatatggtitgatggaagtastgaaaactat
6LV D 8 v K ¢ R F T I B R D N 8 K N T L ¥
181 gtagactecgtusagggccgatteaccatctecagagacaattecaagaacacgetgtat
81 L Q M §¥N T L R A E D T A V ¥ ¥ ¢ A R D &
241 ctgcaaatgaacaccctgagagecgaggacacggctgtgtattactgtgegagagatgece
01w 8 Y F b ¥ W ¢ g ¢ T L v T VvV 8 8
301 tggagctactttgactactggggecagggaaccgtggteaccgtdectea

Fig. 1B
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8A4Vy

1E I vV . T ¢ 8 Pp aTIL $§ L 8 P G ERAT
1 gaaattgtgttgacacagtctecagecaccetgtoetttgtectececaggggaaagagecace
21 L 8 C R A 8 § 8 V 8 8 Y L A W Y QO Q K P
61 cteoteoctgragggecagteagagtigttagragetacttaggctggtaccaacagaaacct
416 ¢ A P R L L T Y D A &8 N R A T G I P A
121 ggccaggeteccaggetecteatetatgatgeatccaacagggecactyggcateooagee
8l R F 8 @6 8 6 8 ¢ T b F T L T I 8 8 L E P
181 aggtteagtggeagtgggtetgggacagactteacteteaccatcageagectagageet
B1lE D P A V Y ¥ C Q@ Q R 8 N W P L T F & @G
241 gmagattttgcagtttattactgtcageagegtageaactggeegetaactiteggegga
1006 T XK Vv E I K
301 gggaccaaggtygagatcaaa

Fig. 2A

8A4 Vy

18 v Q L V E 8 6 6 ¢ L VvV g P G G B L R L
1 gaggtgeagetggtygagtetgggggaggettggtccageetggggggtecotgagactc
214 ¢ A A 8§ G F T F 8 N ¥Y W ¥ 8 W V R Q A
61 toetgtgeagectoetggatteatttteagtaactattggatgagetgggteagecagget
4L P @ XK ¢ L, E W V A N I X Q D G 8 E R Y ¥ .
121 ccagygasagggctggagtgggtggecaacataaageaagatggaagtgagaagtactat
6L v D &8 vV R @ R F T V 8 R D N A K N 8.L ¥
181 gtggactetgtgaggggocgattecacegtotocagagacaacgccaagaacteactygtat
81 L Q M ¥ &8 L R A E D T A Vv ¥ ¥Y C A R D Y
241 ctgraaatgaacagceceigagageogaggacacggetgtgtattactytgegagggatiac
0L ¢ 8 ¢ T ¥ P P ¥ F D ¥ W CEQ ¢ T L VT
301 tttggttcoggggacttatttcttetactttgactactggggecagggaaceotggteace
20 F 8 4
361 ttetectca

Fig. 2B
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R0V,

12 I QL T Qg S P S S L 8 A BV DRV T
1 gcocatcecagttgacceagtotecatootacetgtetgoatotgtaggagacagagtecace
21T T C R A 8 Q @ I 8 R & L &2 W Y Q Q K P
61 atcacttgeogggcaagtecagageattageagagettitageetggtatcageoagaaacca
41 G X A P K L L I Y D A 8§ K L BE R G V P 8
121 gggaaagctcctaagcteoctgatctatgatgectocaatitggaaagaggggteccatea
61 R F B ¢ 8 ¢ 8 ¢ T DFTILTTI S8 S L QP
181 aggttcagcggcagtggatctgggacagatttcactecteaccatcageagectygcaacct
81 E D F AT Y ¥ C Q Q P N 8 P P L T F G G
241 gaggattbtgeaacttattactgtraacagtttaatagtiteecgetecactiteggegya
il ¢6 T K V E I K
301 gggaccaaggtggagatcaaa

Fig. 3A

3F10 Vg

10 vV 9§ L VE 8 G & ¢V YV QP GRS L R L
1 caggtgeagetggtggagtetgggggaggegtggtecageetgggaggtecctgagacte
218 ¢ A A 8 G F T F & B ¥ A M BE W V R § A
61 tcetotgragegtotggatteacetteagtagetatgecatgeactgggteegecaggetr
41 P ¢ K G L BE W V A VvV L W F D ¢ 8 R B D ¥
121 ccaggeaaggggctagagtgggtyggeagttbtatggtttgatggaagtaatgaagactat
6132 D 8 vV X ¢ R F T I 8 R D N 8 K N T L Y
181 geagactccogtgaagggccgattecaccatetocagagacaactccaagaacacgetgtat
81 L ¢ M ¥ 8 L. R A E D T A VvV ¥ Y C A R D G
241 ctgeaaatgaacagectgagagoegaggacacggetgtgtattactgbgegagagatgge
101w ¢ ¥Y #F DY W GG Q G T L v TV 8 8

301 tgpgoatacttigactactggpaccagggaaccetggtcacegtetccica

Fig. 3B
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5F12 vy,

19 I ¢ M T ¢ 8 P B 8 L 8 A B YV G DRV T

1 gacatccagatgacccagtetecatecteactgtetgeatetgtaggagacagagtcace
201 " C R A 8 0 6 I B 8 WL AW Y QO Q K P
61 atcacttgtegggogagteagggtattageagetggbtagectggtateageagaaacea
412 K A P X 8 L I ¥ 6 A 8 8 L 0 8 G V P B8
121 gagaaagcccctaagtccctgatctatggtgcatccagttﬁgcaaagtggggtcccatca
61 R F 8 ¢ 8 ¢ 8 6 T p F TIL T™TI S8 S L QP
181 aggttoageggcagtggatctygggacagattteacteteaccateageagectgeagoct
81 E D F A T Y ¥ C Q@ f§ ¥ N B ¥Y P R T F G Q
241 gaagattttgeaacttattactgecaacagtataatagttacectoggacgttoggecaa
L ¢ T K v E I K
301 gggaccaaggbggaaatcaaa

Fig. 4A

SF12 Vg

L0 Vv Q L vV D 8 6 6D VV QP GRS L R L
1 caggtgcagotogtggactetgggggagacgtggtccagectgggaggtecotgagacte
218 ¢ A A 8 ¢ F 8 F 8 R 8 G I B W V R Q A
§1 tectgtgeagogtcetggattcaghtteagtoggtetggeatacactgggtecgecagget
41 P @ K ¢ L. E W V A Vv I W Y D G I ¥ K ¥ ¥
121 ccaggcaagyggctggagtgggtggeagttatatggtatgatggaatttataagtactat
6lA D 8 V X 6 R F T I 8 RDNJSI KDNTULY
181 gcagactccgtgaagggccgattcaccatctccagagacaattccaagaacacgctgtat
81 L ¢ M XN &8 L R A BE D T A V ¥ ¥ C A R B E
241 ctgcasatgaacagectgagggcegaggacacggetgtgtattactgtgegagagagaag
101 ¥ w ¢ T D ¥ W GG Q ¢ T L v T V 8 S
301 aactggggaattgactactggggeocagggaaccctggteacegtetectea

Fig. 4B
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4B3 VvV,

1 I v L T g 8 P ¢ T L 8 L 8 P G D R A T
1 gaaattgtgttgacgoagtbctcoaggeaccotgtetttgtetocaggggatagagecaco
21L 8 ¢C R A &8 § B V &8 8 8 F L.&A W Y Q0 Q K
81 ctetectgeagggecagteagagtgttageageagettctiagectggtaccagaoagaasa
41 P ¢ Q A P R L L I Y & A 8 8 R A2 T G I P
121 cctggecaggcteccaggotocteatetatggtgeatecageagggecactggeateocea
61 D R P 8 6 8 ¢ 8§ ¢ T D F T L T I S E L E
181 gacaggttcagtggcagtgggtetgggacagacttcactctecaccatcagecagactggag
8LP E D F A V Y Y C Q 0 ¥Y G B8 8 P L T F G
241 cctgaagattttgcagtgtattactgtrageagtatggtageteacegotcactttogge
01 6 &6 T K ¥ E I K
301 ggagggaccaaggbggagatcaaa

Fig. 5A

4B3 Vy

1 v ¢ L v ¢ 8 ¢ ¢ ¢ L VvV B P 6 ¢ 8§ L R L
1 gaggtteagetggtgeagtotgggggaggettggtacatecgggggggtecctgagacte
218 ¢ A @G 8 G F P V 8 B ¥Y G M B W V R Qg A
61 tcctghgraggoetotggatteccegteagtagetatggaatgeactgggtiegecagget
4P @ K G L, E WYV 8 A I @6 VvV 6 & @ T Y BV
121 ccaggaaaaggtctggaghbgggtatcagetattggbgttggtggtggeacataccatgta
6l b &8 ¥ X 6 R F T I 8 R D N A X N § L Y L
181 gattecgtgaagggecegattcaccatctacagagacaatgecaagaactectigtatett
81 Q M N 8 Lh, R A G D M A V Y ¥ ¢ A R D P G
241 rasatgaacagoctgagagceggggacatggetgtgtattactgtygcaagagatectgyg
101 P @ E VvV ¥ F D Y W &G Q & T L vV T Vv 8 8§
301 tteggggaggtetactttgactattggggecagggaaccotggtcaccghatactea

Fig. 58




WO 2008/129124 PCT/FI2008/050199
6/10

Vy Baquences

1 : 50
8C10.Vy (1) of ) FroyBvET ;
8A4 . Vy (1) Ej . o (T FSNYWMS]

AF10.Vy (1) FESYR

5F12.Vy {1)
4B3.Vy {1)

Consensus (1) FTPSSYAMHWVRQAPGRGLENVAY

8C10.Vy (51)

BA4.Vg (51)
AFLO.Vy (51)
5¥12.Vg (51)
4B3 . Vg (51)

Congensus (51) IWPFDGES S‘VKGRFTIBRDNSKNTLYLQMN’SLRAEDTAVYYCARD

101 123

8C10.Vy (101}
BA4 . Vy {101}
3F10.Vy (101}
5F12.Vy {101}
4B3 . Vy {100)
Consensus (101)

Fig. 6A
CDR1
8C1L0 .V {31)
8R4 . Vy (31}
3¥L0.Vy {31)
5F12.Vy {31}
4B3 . Vg {31) -
Consensus {31) BYAMH

Fig. 6B

CDR2Z

8CL0 . Vy {50)
BA4 . Vy {50}
3F10.Vy (50}
BF12.Vy (50}
483 .,V (50) A
Consensus (50} VIWFDG YYVDEVKE

Fig. 6C
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CDR3

BOL0.Vy
BA4 . Vy
3F10.Vy
5F12.Vy
48B3 . Vy
Consensus

710

(99)
(99)
(39)
(89)
{98)
{98}

Fig. 6D

YV, segquences

BCLO.Vy
BAL .V,
3F10.Vy
5F12.V,
4B3.V,
Congensus

8C10.Vy
8A4 .V,
3F1Q.V,
BF12.V;
4B3.V;,
Consensus

8CL0 .V,
8A4 .V
3F10.V,
5F12.V,
4B3 .V,
Congsensus

CDR1

8CL0.Vy
8A4 .V,
3P10.Vy
5F12.Vy,
4B3.V,
Consensus

(1)
(L)
(13
{1
(1)
(1)

{50)
{50}
{50)
(50)
{51)
(51}

4]

DASEL EGVPSRFSGEGSETDFTLTISSLOPEDFATYYCQOFNSYPLTFG

{100}
{100}
{100)
{100)
{101)
{101}

Fig. 6E

(24)
(24)
(24)
(24)
(24)
(24)

Fig. 6F
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CDR2

8C10.v,  (50)
BA4.Vy (50)
3F10.Vy {(50)
5F12 .V, (50)
483 .V, (51)
Consengus (51)

CDR3

8C1L0 .V, (89)
824 .\ {(89)
3F10.v, (89)
5Flz2.v, {89}
4B3 .V, {90)
Congensgug {80)
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Fig. 6G

858
QUFNBYPLT

Fig. 6H
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Migrated PBMC/field




2062101pC-Sequence Listing.txt
SEQUENCE LISTING

<110> BTT

BioTie Therapies Corp.
<112> smith, bDavid John
<113> vaimio, Petri
<114> wmikkola, Jari
<115> vuorio, PAivi
<116> vainio, Jani

<120> Novel fully human anti-vAP-1 monoclonal antibodies
<130> 2062101pPC

<160> 90

<170> PatentIn version 3.2

<210> 1

<211> 5

<212> PRT

<213> Homo sapiens

<220>

<Z221> MISC_FEATURE
<222>  (L)..(L)
<223> S, Nor R

<220>

«<221> MISC_FEATURE
<222> (23..(2)
<223> Y or s

<220>

<221> MISC_FEATURE
«222> (33..(3)
<223> A, G or w

<220>

<221> MISC_FEATURE
<222> (4)..(4)
«223> Maoar I

<220>

<221> MISC_FEATURE
<222> (5)..(5)
<223> Hor s

<400> 1

Xaa Xaa Xaa Xaa Xaa
1 5

«<210> 2

<211> 17

<212> PRT

<213> Homo sapiens

<220>

<221> MISC_FEATURE
<222> (..
<223> VvV, A Or N

<220>
<221> MISC_FEATURE

Page 1
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<222> (2)..(2)
<223> I or L

<220>

<221> MISC_FEATURE
<222> (3)..(3)
«223> W, G or K

<220>

<Z221> MISC_FEATURE
<222> (4)..(4)
223> F, Q, Vary

<220>

<221> MISC_FEATURE
<222> (5)..(%)
<223> DoragG

<220>

<221> MISC_FEATURE
«222> (.. (N
<223> 5, Gor I

<2205

“<221> MISC_FEATURE

<222> (8)..(8)

«223> N, E, Y or no amino acid

<220>

<221> MISC_FEATURE
<222> (9)..(9)
<223> E, Kor T

<220

<221> MISC_FEATURE
<222> (10)..(10)
<223> ¥, D or KN

<220>

<221> MISC_FEATURE
<222> (11)..(1L
<223> Y or H

<220>

<221> MISC_FEATURE
<222> (12)..(12>
<223> V or A
<220>

<221> MISC_FEATURE

<222>  (16)..(18)
<223> K or R

<400> 2

Xaa Xaa Xaa Xaa Xaa Gly Xaa Xaa Xaa Xaa Xaa Xaa Asp Ser val Xaa
1 5
Gly

<210> 3

<211l> 14

<212> PBRT

<213> Homo sapiens

Page 2
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<2205

<221> MISC_FEATURE
<222> (..
<223> Daor E

<220>

<221> MISC_FEATURE
<222> (2)..(2)

223> A, G, K, Pory

<220>

<221> MISC_FEATURE
<222> (3)..(3)
<223> W, F, G or N

<220>

<Z221> MISC_FEATURE

<222> (4)..(4) i )
<223> F, G or no amino acid

<220>

<221> MISC_FEATURE

«222> (5)..(5)

<223> G, S or no amino acid

<220>

<221> MISC_FEATURE

<222> (6)..(6)

<223> G or no amino acid

«220>

<221> MISC_FEATURE

<222> (7>..(7) .
<223> T or no amino acid

<220>

<221> MISC_FEATURE

<222> (8)..(8)

<223> Y or no amino acid

<220>

<221> MISC_FEATURE

<222> (9)..()

<223> E, F or no amino acid

<220>

<221> MISC_FEATURE
<222> (1O0)..(10)
<223> F, G, &, Vorw

<220>

<221> MISC_FEATURE
<222> (11)..(AD
<223> Y or G

<220>

<221> MISC_FEATURE
<222> (12)..(12
<223> For 1l

<400> 3

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Asp Tyr
1 5 10

<210> 4
Page 3




2062101pC~Sequence Listing.txt
<211> 5
«212> PRT
<213> Homo sapiens

<400> 4

Ser Tyr Ala Met His
1 5

<210> 5

<211> 5§

<212> PRT

<213> Homo sapiens

<400> 5

Asn Tyr Trp Met Ser
1 5

<210> 6

<211> 5

<212> PRT

<213> Homo sapiens

<400> 6

Ser Tyr Ala Met His
1 5

<210> 7

<211> 5

<212> PRT

<213> Homo sapiens

<400> 7
Arg Ser Gly Ile His
1 5

<210> 8

211> 5

<212> PRT

<213> Homo sapiens
<400> 8

ser Tyr Gly Met His
1 5

<210> 9

<211> 17

<212> PRT

<213> Homo sapiens
<400> 9

val Ile Trp Phe Asp Gly Ser Asn Glu Asn Tyr Val Asp Ser val Lys
1 5 10 15

Gly

Page 4
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<210> 10

<211> 17

<212> PRT

<213> Homo sapiens

<400> 10

Asn Ile Lys GIn Asp Gly Ser Glu Lys Tyr Tyr val Asp Ser val Arg
1 5 10 15
Gly

<210> 11

<211> 17

<212> PRT

<213> Homo sapiens

<400> 11

val Leu Trp Phe Asp Gly Ser Asn Glu Asp Tyr Ala Asp Ser val Lys
1 5 10 15

Gly

<210> 12

<211> 17

«212> PRT ]
<213> Homo sapiens

<400> 12

val Ile Trp Tyr Asp Gly Ile Tyr Lys Tyr Tyr Ala Asp Ser val Lys
1 5 10 15
Gly

<210> 13

<211> 16

<212> PRT .
<213> Homo sapiens

<400> 13
ala Ile ¢ly val Gly Gly Gly Thr Tyr His val Asp Ser val Lys Gly
1 5 10 15

<210> 14

<211> 8

<212> PRT

<Z13> Homo sapiens

<400> 14

Asp Ala Trp Ser Tyr Phe Asp Tyr
1 5

Page 5




<210> 15
<211> 14
<212> PRT
<213> Homo

<400> 15

ASp Tyr Phe
1

<210> 16
<21i> 8
<212> PRT
<213> Homo
<400> 16

Asp Gly Trp
1

«210> 17
<211> 8
<212> PRT
<213> Homo
<400> 17

Glu Lys Asn
1

<210> 18
<211> 11
<212> PRT
<213> Homo
<400> 18

Asp Pro Gly
1

<210> 19

«2131> 117
<212> PRT
<213> Homo

<400> 19

Gln val Gln

1

ser Leu Arg

Ala Met His
35

Ala val Ile

Lys Gly Arg

sapiens

Gly ser
5

sapiens

Gly Tyr
5

sapiens

Trp Gly
5

sapiens

Phe Gly
5

sapiens

Leu val
5

Leu ser

20

Trp val

Trp Phe

pPhe Thr

Gly

Phe

Ile

Glu

Glu

Cys

Arg

ASD

Ile

2062101PC~Seguence Listing.txt

Thr

ASp

Asp

val

Ser
Ala
Gin

ser

Tyr pPhe gge Tyr Phe Asp Tyr

Tyr

Tyr

Tyr

Gly

Ala

Thr

40

Ser

Arg

Phe

Gly

sSer

25

Pro

Asn

ASD

Asp Tyr
10

Gly val val GIn Pro Gly Arg
10 15

Gly pPhe Thr phe gge ser Tyr
Gly Lys Gly zeu Glu Trp val
Glu Asn g%r val Asp Ser val

Asn Ser Lys Asn Thr Leu Tyr
Page &




65

Leu Gln Met

Ala Arg Asp

val Thr val

<210>
<211>
<212>
<213>

<400>

115

20
123
PRT
Homo

20

Glu val Gin
1

ser

Trp

Ala

Arg

65

Leu

Ala

Trp

Leu

Met

Asn

50

aly

Gin

Arg

Gly

<210>
<211>
<212>
<213>

<400>

Arg

ser
35

Tle

Arg

Met

ASD

Gin
115

21
117
PRT
Homo

21

Gin val G1in
1

Ser lLeu Arg

70

2062101pPC~Sequence Listing.
75

Asn Thr Leu Arg Ala Glu Asp Thr ala vai
85 a0

100

Ser

Ser

sapiens

Leu

Leu

20

Trp

Lys

rhe

Asn

Tyr

100

Gly

val

5

Ser

val

Gln

Thr

Ser

85

rhe

Thr

sapiens

Leu

Leu
20

val
5

sSer

Gtu

Cys

Arg

ASp

val

70

Leu

Gly

Leu

Glu

Cys

ser

Ala

GlIn

Gly

55

Ser

Arg

ser

val

Ser

Ala

Ala Trp Ser Tyr Phe ig

Gly

Ala

Ala

40

ser

Arg

Ala

Gly

Thr
120

Gly

Ala

Gly

Ser

25

Pro

Glu

ASD

Glu

Thr

105

Phe

Gly

ser
25

Gly Leu
10

Gly pPhe

Gly Lys

Lys Tyr

Asn Ala
75

Asp Thr
90

Tyr Phe

ser Ser

Gly val
10

Gly pPhe

Page 7

val

Ile

Gly

Tyr

60

LYs

Ala

phe

p Tyr Trp Gly Gln
5

Gin

phe

Leu

45

val

Ash

val

Tyr

Xt

Tyr

Gly
110

Pro

Ser

30

Glu

ASp

ser

Tyr

Phe
110

Tyr
95

Thr

Gly
15

ASD
Trp

ser

Leu

80

Cys

Leu

Gly

Tyr

val

val

TYFP

80

Cys

TY"PR

val GIn Pro Gly Arg
15

Thr Phe Ser Ser Tyr
30




Ala

Ala

Ala

val

Met

val

50

Gly

Gln

Arg

Thr

<Z210>
<211>
<212>
<213>

<400>

His
35

Leu

Arg

Met

AsSp

val
115

22
117
PRT
Homo

22

Gin val &1n
1

Ser

Gly

Ala

LyS

65

Leu

Ala

val

Leu

Ile

val

50

Gly

Glin

Arg

Thr

<210
<211>
<212>
<213>

Arg

His
35

Ile

Arg

Met

Glu

val
115

23
119
PRT
Homo

Trp

Trp

Phe

Asn

Gly

ser

val

Phe

Thr

Ser

85

Trp

Ser

sapiens

Leu

Leu

20

Trp

Trp

Phe

Asn

Lys

100

Ser

val
5
Ser
val
Tyr
Thr
ser
85

Asn

Sar

sapiens

Arg
ASp
Ile
70

Leu

Gly

AsSp

Cys

Arg

Asp

Ile

70

Leu

Trp

2062101rPC-Seguence

Gln Ala pPro Gly Lys

Gly
55
Ser

Arg

Tyr

Ser

Ala

Gln

Gly

55

arg

Gly

40

sSer

Arg

Ala

Phe

Gly

ala

Ala

40

Ile

Arg

Ala

Ile

Asn

ASp

Glu

Asp

Gly

Ser

25

Pro

Tyr

ASp

Glu

105

Glu
Asn
ASp
90

TYyr

Asp
10

Gly
Gly
Lys
Asnh
Asp
90

Tyr

Page 8

ASD

Ser

75

Thr

Trp

val

Phe

Lys

Tyr

Ser

75

Thr

Trp

Ltisting.

Gly

Tyr
60

LYyS

Ala

Gly

val

ser

Gly

Lys

Ala

Gly

Leu

Ala

Asn

val

Gln

Glin

Phe

Leu

45

Ala

ASh

val

Gln

Xt

Glu

ASp

Thr

Tyr

Gly
110

Pro

ser

30

Glu

Asp

Thr

Tyr

Gly

Trp

sSer

Leu

Tyr

95

Thr

Gly

15

Arg

Trp

Ser

Leu

TYTr

95

Thr

val

val

Leu

Arg

ser

val

val

TYr

Cys

Leu




<400> 23

Glu val Gln
1

Sar Leu Arg

Gly Met His
35

ser Ala Ile
50

Gly Arg Phe
65

Gin Met Asn

Arg Asp Pro

Thr Leu val
115

«210> 24
<21l> 12
<212» PRT
«<213> Homo

<220>

lLeu

Ley

20

Trp

Gly

Thr

ser

Gly

Thr

val

Ser

val

val

Itle

Leu

85

pPhe

val

sapiens

«221> MISC_FEATURE

<222> (5)..
<223> G or

<220>

(3
s

<221> MISC_FEATURE

<222> (6)..
<223> I or

<220>

(6)
\

<221> MISC_FEATURE

<222> (&)..
<223> 5 or

«<220>

(8
R

«<221> MISC_FEATURE

«222» (9)..

(D

Gin

cys

Arg

Gly

Ser

70

Arg

Gly

sSer

2062101PC-Sequence

ser Gly Gly Gly Leu
10

Ala

Glin

Gly

55

Arg

Ala

Glu

ser

<223> S or no amino acid

<220>

<221> MISC_FEATURE
<222> (10)..(1
W ory

<223> A, F,
<400> 24

Gly ser

25

Ala Pro

40

Gly Thr

ASp Asn

Gly Asp

val Tyr
105

Gly Phe

Gly Lys

Tyr His

Ala Lys

75

Met Ala
80

Phe Asp Tyr Trp

page 9§

Listing.

val His
pro val
G1y lLeu

45
val Asp
60

Asn Ser

val Tyr

Xt

Pro

ser

30

Glu

Ser

L.eu

Tyr

Gly
110

Gly

15

Ser

Trp

vai

Tyr

Cys

95

Glin

Gly

Tyr

val

Lys

Leu

&0

Ala

Gly




2062101pPC~Sequence Listing.txt
Arg Ala ser Gin §aa Xaa Ser Xaa Xaa iga Leu Ala
1

<210> 25
<211l> 7

<212> PRT

<213> Homo sapiens

<220

<221> MISC_FEATURE
<222 (1)..(L)
<223> DoraG

<220>

<221> MISC_FEATURE
<222> (4)..(4)
<223> S or N

<220>

<221> MISC_FEATURE
<222> (5)..(5)
<223> L orR

<220>

<Z221> MISC_FEATURE
<222> (6)..(6)
<223> A, EorQ

«220>

<221> MISC _FEATURE
<222> (..(D)
<223> S, TorkR

<400> 25

xaa Ala Ser Xaa Xaa Xaa Xaa
1 5

<210> 26

<211> 9

<212> PRT

<213> Homo sapiens

<220>

<221> MISC_FEATURE
222> (3)..(3)
<223> F, YDOrR

<220>

«221> MISC_FEATURE
<222> (4)..(4)
«223> N, Gor s

«220>

<221> MISC_FEATURE
<222> (5)..(5)
<223> S or N

<220>

<221> MISC_FEATURE
<222> (6)..(6)
<223> Y, F, Wor §

<220>
rage 10




2062101PC-Sequence Listing.txt
<221> MISC_FEATURE
<222> (8)..(8)
<Z223> L or R

<400> 26

GIn GIn Xaa Xaa Xaa Xaa Pro Xaa Thr
1 5

<210> 27

<211> 11

<212> PRT

<213> Homo sapiens

<400> 27

Arg Ala Ser GIn Gly Ile Ser Arg Ala Leu Ala
1 5 10

<210> 28

<211> 11

<212> PRT

<213> Homo sapiens

<4{30> 28

%rg Ala ser GIn Ser val Ser Ser Tyr igu ala
5

<210> 29

<211> 11

<212> PRT

<213> Homo sapiens

<400> 29

Arg Ala ser GIn Gly Ile Ser Arg Ala Leu Ala
1 > 10

<210> 30

<21l> 11

<212> PRT

<213> Homo sapiens

<400> 30

Arg Ala Ser Gin Gly Ite Ser Ser Trp Leu Ala
1 5 i

<210> 31

<211> 12

<212> PRT

<213> Homc sapiens

<400> 31

arg Ala Sser Gin Ser val Ser Ser Ser Phe Leu Ala
1 5 10

<210> 32
<211> 7
«212> PRT

Page 11




2062101pC-Sequence Listing.txXt
<213> Homo sapiens

<400> 32

Asp Ala Ser Sar iLeu Glu Ser
1 5

<210> 33

<211> 7

<212> PRT

<213> Homo sapiens

<400> 33

Qsp Ala Ser Asn érg Ala Thr

<210> 34

<211l> 7

<212> PRT )
<213> Homo sapiens
<400> 34

ésp Ala Ser Asn %eu Glu Arg

<210> 35
<211> 7
<212> PRT

<213> Homo sapiens
<400> 35

g?y Ala Ser Ser Leu Gin Ser
5

<210> 36

<211> 7

<212> PRT )
<213> Homo sapiens
<400> 36

§1y Ala Ser ser ?rg Ala Thr

<210> 37

<211> 9

<212> PRT

<213> Homo sapiens
<400> 37

GIn GIn Phe Asn Ser Tyr Pro Leu Thr
1 5

<210> 38
<Zil> §
<212> PRT

<213> Homo sapiens

Page 12




<400> 38

GIn GIn Arg
1

<210> 39
<211> 9
<212> PRT
<213> Homo

<400> 39

GIn GIn Phe
1

<210> 40
<211i> 9
<212> PRT
<213> Homo

<400> 40

Gin Gin Tyr
1

<210> 41
211> 9
<212> PRT
<213> Homo

<400> 41
Gin Glin Tyr
1

<210> 42
<211> 107
<212> PRT
<213> Homo
<400> 42

val Ile Gin
i

Asp Arg val

Leu Ala Trp
35

Tyr Asp Ala
50

ser Gly ser
65

Giu Asp Phe

sSer Asn
5

sapiens

Asn sSer
>

sapiens

Asn Ser
>

sapiens

Gly ser
5

sapiens

Leu Thr
5

Thr Ile

20

Tyr Gln

Ser Sser

Gly Thr

Ala Thr
85

Trp

rPhe

Tyr

ser

Glin

Thr

Glin

Leu

ASp

70

Tyr

2062101PC~Sequence Listing.txt

Pro

Pro

Pro

Pro

Ser

Cys

Lys

Glu

55

Phe

Tyr

Leu Thr

Leu Thr

Arg Thr

Leu Thr

Pro ser

Arg aAla

Pro Gly

40

ser Gly

Thr lLeu

Cys Gln

Ser Leu Ser
10

Ser Gin Gly
Lys Gly Pro

val Pro ser
60

Thr Ile Ser
75

Gln Phe Asn
90

page 13

ala

Ile

Lys

45

Arg

Sar

Ser

Ser

Ser

30

Leu

Phe

Leu

Tyr

val

15

Arg

Lau

Ser

Gln

Pro
85

Gly

Ala

Ile

Gly

Pro

80

Leu




Thr phe Gly

«210> 43
<211> 107
<212% PRT
<213> Homo
<400> 43

Glu Tte val
1

Glu Arg Ala
Leu Ala Trp

Tyr Asp Ala
50

ser Gly ser
65

Glu asp Phe

Thr Phe Gly

<210> 44

<211> 107
<212> PRT
<213> Homo

<400> 44

Ala Ile Gin

1

Asp Arg val

Leu Ala Trp
35

Tyr Asp Ala
50

Ser Gly Ser
65

Gly Gly Thr
100

sapiens

Leu Ehr Gin
Thr Leu Ser
20

Tyr Gln Gln
Ser Asn Arg
Gly Thr Asp

70

Ala val Tyr
85

Gly Gly Thr

sapiens

Leu Thr Gin
5

Thr Ile Thr

20

Tyr Glin Gln

Ser Asn Leu

Gly Thr asp
70

2062101pC~Sequence Listing.txt

Lys val Glu Ile Lys
105

Ser Pro

Cys Arg

LYs Pro
40

ala Thr
55

rhe Thr

Tyr Cys

Lys val

Ser Pro

Cys Arg

Lys Pro
40

Glu Arg
55

Phe Thr

Ala

Ala

25

Gly

Gly

Leu

GIn

Glu
105

Ser

Ala

25

Gly

Gly

Leu

Thr

10

sSer

Gln

Ile

Thr

Glin

80

Ile

ser

10

Ser

Lys

val

Thr

Page 14

Leu

Glin

Ala

Pro

Ile

75

Arg

Lys

Leu

Gin

Ala

Pro

Iie
75

Ser

Ser

Pro

Ala

60

Ser

Ser

Ser

Gly

Pro

ser

60

Ser

Leu

val

Arg

45

Arg

Ser

Asn

Ala

Iite

Lys

45

Arg

Ser

sSer

Sar

30

Leu

Phe

Leu

Trp

Ser

Ser

30

Ley

Phe

Leu

Pro

15

Ser

l.eu

ser

Glu

Pro
95

val

15

Arg

Leu

Sar

Gin

Gly

Tyr

e

Gly

Pro

80

Leu

Gly

Ala

Ile

Gly

Pro
80




Glu Asp Phe
Thr phe Gly

<210> 45
<211> 107
<212> PRT
<213> Homo
<400> 45

Asp Ile Glin
1
asp Arg val

Leu ala Trp
35

Tyr Gly Ala
50

ser Gly Ser
65

Glu Asp Phe

Thr Phe Gly

<210> 46

<211> 108
<212> PRT
<213> Homo

<400> 46
Glu Ile val
1

Asp Arg Ala
Phe Leu Ala

Ile Tyr Gly
50

Gly ser Gly
65

Ala Thr Tyr
85

Gly Gly Thr
100

sapiens
Met Thr Gln
5

Thr Ile Thr
20

Tyr Glin Glin
Ser Ser Leu

Gly Thr Asp
70

Ala Tthr Tyr
85

Gin Gly Thr
100

sapiens

Leu Thr Gln
5

Thr Leu Ser

20

Trp Tyr Gln

Ala Ser Ser

ser Gly Thr
70

2062101PC-Sequence Listing.txt
Tyr Cys Gln g%n phe Asn Ser Phe Pro Leu

LYS

ser

Cys

LYs

Glin

55

Phe

Tyr

Lys

Ser

Cys

Gin

Al'g

55

ASp

val

Pro

Arg

Pro

40

ser

Thr

Cys

val

Pro

Arg

Lys

40

Ala

Phe

Glu
105

sSer

Ala

25

Glu

Gly

Leu

Gin

Glu
105

Gly
Ala
25

Pro

Thr

Thr

Ile

Ser
10

sar
LyS
val
Thr
GIn
90

Ile

Thr
10
Ser

Gly

Gly

Lys

Leu

GIn

Ala

Pro

Ile

75

Tyr

Lys

Leu

Glin

Gin

Ile

ser

Gly

Pro

Ser

60

Ser

Asn

Sar

Ser

Ala

Pro
60

teu Tthr Ile

page 15

75

ala

Ile

Arg

Ser

Ser

Leu

val

Pro

45

ASD

ser

Ser

Ser

30

Ser

Phe

Leu

Tyr

Ser

Ser

30

Arg

Arg

Arg

val

15

ser

Leu

Ser

Gln

Pro
95

Pro

15

Ser

Leu

Phe

Leu

Trpe

Ile

Gly

Pro

&80

Arg

Gly

Ser

Leu

Ser

Glu
80




Pro Glu Asp

Leu Thr phe

<210>
<211>
<212>
<213>

<400

47
463
PRT
Homo

47

Met Glu Phe
1

val

Prao

Phe

Giu

65

ASQ

Thr

Tyr

Gly

Phe

145

Leu

Trp

Leu

Gln

Gly

Ser

50

Trp

Ser

Leu

Tyr

Thr

130

Pro

Gly

ASD

Glin

cys

Arg

35

Tyr

val

val

Tyr

Leu

Cys

ser

ser
195

Phe

Gly
1060

Ala
85

Gly

sapiens

Gly

Gin

20

ser

Ala

Ala

Lys

Leu

100

Ala

val

Ala

Leu

Gly

ser

Leu
5
val
l.eu
Met
val
Gly
85
Gln
Arg
Thr
Pro
val
165

Ala

Gly

val

Gly

Asn

Glin

Arg

His

Ile

70

Arg

Met

ASp

val

Cys

150

Lys

Leu

Leu

2062101pPC-Sequence

Tyr Tyr Cys Gln Gln
50

Thr

Trp

Leu

Leu

Trp

55

Trp

Phe

Asn

Ala

ser

135

Ser

ASp

Thr

Tyr

Lys

val

val

Ser

40

val

Phe

Thr

Thr

Trp

Ser

Arg

Tyr

ser

ser
200

val
105

rhe

Glu

25

cys

Arg

ASD

Ile

Leu

105

ser

Ala

sSer

Phe

Glu Ile

Leu Val
10

ser Gly

Ala Ala

Gin Thr

Gly ser
75

ser Arg
30

Arg Ala

Tyr Phe

ser Thr

Thr ser
155

Pro Glu
170

val His

Ser Ser

Page 16

Listing.txt

Tyr Gly Ser Ser Pro
g5

Lys

Ala Leu Leu Arg Asp
15

Gly Gly val val Gln
30

ser Gly Phe Thr phe
45

Pro Gly Lys Gly Leu
60

Asn Glu Asn Tyr val
80

ASp AsSn Ser Lys Asn

Glu Asp Thr Ala val
110

Asp Tyr Trp Gly G1in

Lys. Gly Pro Ser val
140

Glu ser Thr ala Ala
160

pro val Thr val Ser
175

Thr Phe Pro Ala val
190

val val Thr val Pro
205




Ser

Pro

225

Pro

Phe

Pro

val

Thr

305

vali

Cys

ser

Pro

val

385

Gly

ASD

Trp

His

Ser

210

Ser

Cys

Leu

Glu

Gn

290

Lys

Leu

Lys

Lys

ser

370

Lys

Gln

Gly

Gln

Asn
450

<210>
<211>
<212>

Ser

ASn

Pro

Phe

vai

275

Phe

Pro

Thr

val

Ala

355

Glin

Gly

Pro

Ser

Glu

435

His

48
236
PRT

Leu

Thr

Pro

Pro

260

Thr

Asn

Arg

val

Ser

340

Lys

Glu

Phe

Glu

Phe

420

Gly

Tyr

Gly

Lys

Cys

245

Pro

cys

Trp

Glu

Ley

325

AsSn

Gly

Glu

Tyr

Asn

405

Phe

Asn

Thr

Thr
val
230
Pro
Lys
val
Tyr
Glu
310
His
Lys
Gin
Met
Pro
390

Asn

Leu

Glin

2062101pPC-Seguence

Lys Thr Tyr Thr Cys

215

Asp

Ala

Pro

val

val

295

Gln

Gin

Gly

Pro

Thr

375

ser

Tyr

Tyr

Phe

Lys

Pro

Lys

val

280

Asp

Phe

Asp

leu

Arg

360

Lys

ASD

Lys

Ser

Ser

440

sSer

Arg

Glu

ASD

265

Asp

Gly

Asn

Trp

Pro

345

Glu

Asn

Ile

Thr

Arg

Cys

Leu

val

Phe

250

Thr

val

val

ser

Leu

330

Sar

Pro

Gln

Ala

Thr

410

Leu

Ser

Saer

Page 17

Glu
235
Ala
Leu
ser
Glu
Thr
315
Ash
Ser
Gin
va'l
val
395
Pro
Thr

val

Leu

Listing.

AsSn
220
Ser
Gly
Met,
Gin
val

300
Tyr
Gly
Ile
val

ser
380
Glu
Pro
val

Met

Ser
460

val

Lys

Gly

Ile

Glu

285

His

Arg

LyS

Glu

Tyr

365

Leu

Trp

val

ASp

His

445

Leu

t®t

ASp
Tyr
Pro
ser
270
Asp
Asn
val
Glu
55
Thr
Thr
Glu
Leu
LYS
Glu

Gly

His

Gly

Ser

255

Arg

Pro

Ala

val

Tyr

335

Thr

Leu

Cys

Ser

ASp

415

Ser

Ala

Lys

Lys

Pro

240

val

Thr

Glu

Lys

ser

320

Lys

Ile

Pro

Leu

Asn

400

Sear

Arg

Leu




<213> Homo
<400>

48

Met Asp Met
1

Leu
Leu
Gln
Galy
65

Pro
Ile
Phe
Lys
Glu
145
Phe
Gin
ser

Glu

ser
225

Pro

ser

Gly

30

Pro

Ser

Ser

Asni

Arg

130

Glin

Tyr

Ser

Thr

LysS
210

Pro-

<210>
<211>»

<212>

<213>

Gly

Ala

35

Ile

LYS

Arg

Ser

Ser

115

Thr

Leu

Pro

Gly

Tyr

195

His

val

49
15
DNA
Homo

sapiens

APrg

Ala

20

Ser

Ser

Leu

rhe

Leu

100

Tyr

val

Lys

Arg

Asnh

180

Ser

Lys

Thr

val
5
Arg
val
Arg
Leu
ser
85
Gin
Pro
Ala
ser
Glu
165
Ser
l.eu

val

Lys

sapiens

Pro

Cys

Gly

Ala

Tle

70

Gly

Pro

Leu

Ala

Gin

Ser

Tyr

ser
230

2062101pPC~Sequence

Ala

val

Asp

Leu

55

Tyr

Ser

Glu

Thr

Pro

135

Thr

Lys

Glu

Ser

Ala

215

phe

Glin

Ile

Arg

40

Ala

ASD

Gly

ASp

Phe

120

Ser

Ala

val

Ser

Thr

200

Cys

Ash

Leu

GIn

25

val

Trp

Ala

Ser

Phe

105

Gly

val

Ser

Glin

val

185

Leu

Glu

Arg

Leu

10

Ley

Thr

Tyr

ser

Gly

90

Ala

Gly

Phe

val

Trp

Thr

Thr

val

Gly

Page 18

Gly

Thr

Ile

Gin

Ser

75

Thr

Thr

Gly

Ile

val

155

LYS

Glu

Leuy

Thr

Glu
235

Listing.

Leu

Gin

Thr

Gln

60

Leu

ASpP

TYr

Thr

Phe

140

Cys

val

Glin

sSer

His

220

Cys

Leu

Ser

Lys

Glu

Phe

Tyr

Lys

Pro

Leu

ASp

AsSp

Lys

205

Gln

Xt

Leu

Pro

30

Arg

Pro

Ser

Thr

Cys

val

Pro

Leu

Asn

Ser

190

Ala

Gly

Leu

15

Ser

Ala

Gly

Gly

Leu

95

Gln

Gliu

Ser

ASD

Ala

175

Lys

Asp

Leu

Trp

Ser

ser

Lys

val

80

Thr

Gin

Ie

AsSp

AsSn

160

Leu

Asp

Ty

Ser




<400> 49
agctatgcca tgcac

<210>
<211>
<212>
<213

<400>

50

15
DNA ‘
Homo sapiens

50

aactattgga tgagc

<210>
<211>
<212>
<213>

<400>

51

15

DNA '
Homo sapiens

51

agctatgcca tgeac

<210>
<211>
<212>
<213>

<400>

52

15

DNA _
Homo sapiens

32

cggtetggca tacac

<210>
<211>
<212>
<213>

<400>

53

15

DNA

Homo sapiens

53

agcratggaa tgeac

<210>
<211>
<212>
<213>

<400

gttatatggt ttgatggaagd

<210>
<211>
<212>
<213>

<400>

aacataaagc aagatggaag

<2105
<211>
<212>
<213

<400>

grrrtatggt ttgatggaag

54

51

DNA _
Homo sapiens

54

55

51

DNA

Homo sapiens

35

56

51

DNA

Homo sapiens

56

2062101PC~Sequence Listing.txt

taatgaaaac tatgtagact ccgtgaaggg C

tgagaagtac tatgtggact ctgtgagggg ©

taatgaagac tatgcagact ccgtgaaggg C

15

15

15

15

15

5l

51

51




<210
<211>
212>
<Z213>

<400>

57

51

DNA “
Homo sapiens

37

gttatatggt atgatggaat

<210
<211>
<212»
<213>

<400>

58

48

DNA '
Homo sapiens

58

gcrtattggty ttggtggtgg

<210>
<211>
212>
<213>

<400>

59

24

DNA

Homo sapiens

59

gatgcctgga gotactttga

<210>
<Z211>
<212>
<213>

<400>

60

42

DNA

Homo sapiens

60

gattactrtg gttcggggac

<210>
<211>
<212
<213>

<400>

61

24

DNA

Homo sapiens

61

gatggctggyg gatactttga

<Z210>
<211>
<212>
<213>

<4Q0>

62

24

DNA

Homo sapiens

62

gagaagaact ggggaattga

<210>
<211>
<212>
<213>

<400>

63

33

DNA _
Homo sapiens

63

2062101pC-Sequence Listing.txt

ttataagtac tatgcagact ccgtgaaggg ¢

cacataccat gtagattccg tgaagggc

crac

trarttctte tactttgact ac

ctac

ctac

gatcctgggt tcggggaggt ctactttgac tat

<210>
<211>
<212>
<213>

64

351

DNA _
Homo sapiens

Page 20

51

48

24

42

24

24

33




<400> 64
caggtgcaac

teetgtgeag
ccaggcaagg
gtagactceg
ctgcaaatga
tggagetact
<210>
<211>
<212>
<213>

<400> 65
gaggtgage

tcctgtgeag

65
369
DNA

ccagggaaag
gtyggactcty
ctgcasatga
tTtggttcgy
Ttetcctca

<210>
<211l>
<2125
<213>

<400> 66
caggrgcage

66
351
DNA

tcctgtgeay
ccaggcaagg
gcagactecg
ctgcaaatga
tggggatact
<210>
<211>
<212>
<213>

<400> 67
caggtgcage

67
351
DNA

tccrgrgeag
ccaggcaagg

gcagactecy

tggtggagtc
cgtctggatt
ggctggagtg
tgaagggecg
acaccctgay

ttgactacty

Homo sapiens

tggtggagtc
cctcrggatt
ggctggagtyg
tgaggggeey
acagcctgag

ggacttattt

Homo sapiens

tggryggagtc
cgtctggatt
ggctggagtyg
tgaagggceey
acagcctgag

ttgactacty

Homo sapiens

tggtggacte
cgtctggatt
ggcrggagty
tgaagggcey

2062101pPC-5equence

tgggggaggce
caccttettt
ggtggcagtt
attcaccatc
agccgaggac

gggceagyggda

tgggggaggc
cattttcagt

ggtggccaac
atrcaccytce
agccgaggac

cttctacttt

taggggaggc
caccttcagt
ggtggcagtt
attcaccate
agccgaggac

gggccaggga

tdggagagac
cagtttcagt
ggtggcagtt

attcaccatc

gtggtccage
agctatgeca
atatggtttg
tccagagaca
acggctgtgt

accctggtca

tTtggrtecage
aactattgga
ataaagcaag
tccagagaca
acggctgtgt

gactactggg

gtggtccage
agctratgeca
ttatggttty
tccagagaca
acggcrgrgt

accctggtea

gtyggtecage
cggtetggea
atatggtatg

fccagagaca

rage 21

Listing.txt
ctgggaggtc
tgcactgggt
atggaagtaa
attccaagaa
attactgtgc

cecgtetecte

ctggggggtc
tTgagctgggt
atggaagtga
acgccaagaa
attactgtgce

gccagggaac

ctgggaggte
tgcactaggt
atggaagtaa
actccaagaa
artactgtgc

ccgtotectc

ctgggaggtc
tacactgggt
atggaattta

attccaagaa

cctgagactc
cegecagact
tgaaaactat
cacgetgtat
gagagatgce

a

cctgagacte
ccgecagget
gaagtactat
ctcactgtat
gagggattac

cctggtcacc

cctgagacte
ccgecagget
tgaagactat
cacgctgtat
gagagatgge

a

cctgagactce
ccgecagget
taagtactat

cacgctgtat

60
120
180
240
300
351

60
120
180
240
300
360
369

60
120
180
240
300
351

80
120
180
240




ctgcaaatga acagcctgag

aactggggaa ttgactactg

<210>
<211>
<212>
<213> Homo sapiens

<400> 68
gaggttcage tggtgcagtc

68
357
DNA

tcctgtgeag getctggatt
ccaggaaaag gtcotggagry
gattcocgtga agggoegatt
caaatgaaca gcctgagagce
tTeggggagy tctactttga
<210>
<211>
<212>
<213> Homo sapiens

<400> 69
cgggcaagtc agggcattag

69
33
DNA

<210>
<21l>
<212>
<213> Homo sapiens

<400> 70
agggccagte agagtgttag

70
33
DNA

<210>
<211>
<212>
<213> Homo sapiens

<400> 71
cgggcaagtc agggcattag

71
33
DNA

«<210>
<211>
<212>
<213> Homo sapiens

<400> 72
cggocgagtc agggtattag

72
33
DNA

<210>
<211>
<212> |
<213> Homo sapiens

<400> 73
agggccagtc agagtgttag

73
36
DNA

2062101PC-Sequence

ggccgaggac
gggccaggga

tgagggaggco
cccegteagt
ggtatcaget

caccatcrce

cggggacatg
ctattggggc

cagggcttta

cagctactta

cagagcttta

cagctggtta

cagcagcettc

acggctgtgt

accerggtea

rtggtacate
agctatggaa
attggtgtty
agagacaatg
gctgtgtatt

Cagggaaccc

gec

gce

gce

gee

tragec

rage 22

Listing.txt

attactgtgce

cecgtotecte

cgggggggte
tgcactgggt
gtggtggeac
ccaagaactc
actgtgcaag

tggtcaccgt

gagagagaag
a

cctgagacte
tegecagget
ataccatgta
cttgratett
agatcctygoy

ctectca

300
351

60
120
180
240
300
357

33

33

33

33

36




2062101PC-Sequence Listing.txt

<210> 74

<211> 21

<Z212> DNA

<213> Homo sapiens

<400> 74
gatgeetoca gtttggaaag t

<210> 75

<21i> 21

<212> DNA

<213> Homo sapiens

<400> 73
gatgcatcca acagggecac t

<210> 76
<211> 21
<212> DNA
<213> Homo sapiens

<400> 76
gatgccteca atttggaaag a

<210> 77

<21l> 21

<212> DNA

<213> Homo sapiens

<400> 77
ggtgcatcca gtttgcaaag

rt

<210> 78

<211> 21

<212> DNA

<213> Homo sapiens

<400> 78
ggtgcatcca gcagggccac t

<210> 79

<211> 27

<Z12> DNA

«213> Homo sapiens

<400> 79
caacagttta atagttaccc tctcact

<210> 80

<211l> 27

<212> DNA

<213> Homo sapiens
<400> 80

cagcagcgta gcaactggec getcact

<210> B1
<211> 27
<Z12> DNA

<213> Homo sapiens
Page 23




<4G0> 81
caacagtita

<210>
<211>
<212>
<213>

<400> 82
caacagtata

82
27
DNA

«210>
<211>
<212>
<213>

<400> 83
cagcagtatg

83
27
DNA

<210>
<21l>
<212>
<213>

<400> 84
gtcatccagt

84
321
DNA

atcacttgece
gggaaaggtc
aggttcageg
gaagattttg
gggaccaagg
<210>
<Z21l>
<212>
<213>

<400> 8%
gaaattgtgt

85
321
DNA

ctctectgea
ggccaggete
aggttcagty
gaagattitg
gggaccaagg

<210>
<211>
<212>
<213>

400> 86
gcecatccagt

86
321
DNA

atagtttecc

Homo sapiens

atagttaccc

Homo sapiens

gtagcrcacc

Homo sapiens

tgacccagtc
gggcaagtca
ctaagetect
gcagtggatc
caacttatta

tggagatcaa

Homo sapiens

tgacacagtc
gggccagtca
ccaggetect
gcagtgggte
cagtttatta

tggagatcaa

Homo sapiens

tgacccagtc

2062101pC-Sequence Listing. txt

gctcact

teggacy

gctcact

tccatcotee
gggcattage
gatctatgat
tgggacagat
ctgtcaacég

a

tccagecacce
gagtgttage
catctatgat
tgggacagac
ctgtcagcag

a

tccatectec

ctytctgeat
agggctttag
gcotceagtt
ttcactctca

tTttaatagtlt

ctgtctttgt
agctacttag
gcatccaaca
ttcactcrca

cgtagcaact

ctgtctgeat
Page 24

ctgtaggaga
cctggtatca
tggaaagtyy
ccatcageag

accetctcac

ctccagggga
ccrggtacca
gggceactgy
ccatcageag

ggccgetcac

ctgtaggaga

cagagtcace
gcagaaacca
ggtcccatca
ccrgecagect

ttteggegga

aagagccace
acagaaacct
catcccagec
cctagagect

trtcggcgga

cagagtcacc

27

27

27

60
120
180
240
300
321

60
120
180
240
300
321

60




atcactrgec
gggaaagctc
aggttcageg
gaggattttg

gggaccaagg

<210>
<211>
212>
<213>

<400> &7
gacatccaga

87
321
DNA

atcacttgte
gagaaagcee
aggttcagey
gaagattttg
gggaccaagg
<210>
<21l>
<212>
<213>

<400> 88
gaaattgtgt

88
324

DNA .
Homo sapiens

gggcaagtca
ctaagotcct
gcagtggatc
caacttatta

tggagatcaa

Homo sapiens

tgacccagtc
ggycgagrca
ctaagtcect
gcagtggatc
caacttatta

tggaaatcaa

tgacgcagtc

ctctcctgea gggecagtaa

cctggecagg

creccagget

gacaggttca gtggcagtgg

cctgaagart

ttgcagtgta

ggagggacca aggtggagat

<210>
<211>
<212>
<213>

<400> 89
atggagttty

89

DNA

gtgcaactgg
tgtgcagegt
ggcaaggggc
gactccgtga

caaatgaaca

1392

Homo sapiens

ggctgaactg
tggagtctgy
ctggattcac
tggagrgggr
agggccgatt

cectgagage

2062101pPC-sequence

gggcattage
gatctatgat
tgggacagat
ctgtcaacag

a

teeatectea
gggrattage
gatctatggt
tgggacagat
ctgccaacag

a

teccaggeacce
gagtgtrtage
ccrcatctat
grctgggaca
ttactgtcag

Caaa

ggttttecte
gggaggcegty
cttetttage
ggcagttata
caccatctee

cgaggacacy

agagctttag
gcctccaatt
ttecactctca

tttaatagtt

ctgtctgeat
agctggttag
gcatccagtt
ttcactctea

tataatagtt

ctgtctttgt
agcagcttct
ggtgcatcca
gacttcactc

cagtatggta

gttgctctrt
gtccagectg
tatgceatge
tggrttgatg
agagacaatt

gctgtgtatt

page 25

Listing.txt

cctggtatca
tyggaaagagg
ccatcageag

toecgeteac

ctgtaggaga
cctggtatca
tgcaaagtgyg
ccatcageag

acccreggac

ctccagggga
tagcctggta
gcagggecac
tcaccatcag

gctecaccget

taagagatgr
ggaggtcect
actgggtccg
gaagtaatga
ccaagaacac

actgtgcgag

gcagaaacca
ggtcccatca
cctgeaacct

Trteggcgga

cagagtcacc
gcagaaacca
ggtceccatca
cetgeagect

grtcggecaa

tagagccace
ccagcagaaa
tggcarceca
cagactggag

cacttteggc

ccagrgtcag
gagactctece
ccagacteca
aaactatgta
gctgtatctg
agatgeetyg

120
180
240
300
321

60
120
180
240
300
321

60
120
180
240
300
324

60
120
180
240
300
360




agctactttg
ggceccatecg
ctgggctgee
gcoetgacca
ctcageageg
gtagatcaca
ccatgeccac
ccaaaaccca
gacgtgagec
cataatgcca
gtccteacey
aacaaagygcc
gagccacagg
ctogacctgcec
gggcageogy
ttcctctaca
tgetecgtga
ctgggtaaat
<210>
<211>
<212»
«213>

<400> 90
atggacatga

90
711
DNA

agatgtgtca
gtcaccatca
aaaccaggga
ccatcaaggr
cagcctgaag
ggcggaggga
ccgeccatety
ttetatccca
tcecaggaga
ctgacgctga

cagggectga

actactaggg
tecttococoect
tggtcaagga
gcggegrgea
tggtgaccgt
ageccageaa
catgcecage
aggacactct
aggaagacec
agacaaagce
tcctgeacca
tceegtecte
tgtacacccet
tggtcaaagg
agaacaacta
gcaggetaac
tgcatgagge
ga

Homo sapiens

gggtcceege
tccagttgac
cttgeecggge
aaggtcctaa
tcagcggeag
attttgcaac
ccaaggtgga
atgagcagtt
gagaggccaa
gtgtcacaga
gcaaagcaga

goregeecgt

2062101pPC-Saequence

ccagggaacc
ggcgeoetye
ctacttcece
cacctteecy
gcectecage
caccaaggty
acctgagttc
catgatctece
cgaggtccag
gcgggaggag
ggactggcty
catcgagaaa
gcceccateo
cttctaceece
caagaccacg
cgtggacaag

tetgracaac

tcagetecty
ccagrteteca
aagtcagggc
gctcotgatce
tggatcroag
ttattactgt
gatcaaacgt
gaaatctgga
agtacagrgg
gcaggacagc
ctacgagaaa

tacaaagagc

ctggteaccy
tccaggagea
gaaccggtga
getgtectac
agcttgggca
gacaagagag
gcggggggac
cggaccccty
ttcaactygt
cagttcaaca
aacggcaagg
accatcteea
caggaggaga
agcgacatcg
ccreeegtygc
agcaggtggc

cactacacac

gggcttcrge
tccteectgt
attagcaggg
tatgatgect
acagatrtca
caacagttta
acggtggety
actgccetety
aaggtggata
aaggacagca
cacaaagtct

Ttcaacaggg

Page 26

Listing.txt

tetectcage
cctecgagag
cggtgtcgty
agtccteagg
cgaagaccta
ttgagtccaa
catcagtctt
aggtcacgtg
acgtggatgg
gcacgtaccg
agtacaagtyg
aagccaaagg
tgaccaagaa
ccgtggagry
tggactccga
aggagygggaa

agaagagcct

tgctetgget
ctgcatctgt
ctttagectg
ccagtttgga
ctectcaccat
atagttaccc
caccatctgt
ttgtgtgect
acgeecteca
cctacagect
acgecctgega

gagagtgtta

tagcaccaag
cacagecgee
gaactcagge
actcractee
cacctgeaac
atatggtecc
cctgttecee
cgtggrggty
cgtggaggty
tgtggtcage
caaggtctec
gcageeccga
ccaggrcage
ggagagcaat
cggctecttc
tgtcttetea

ctecectgict

cccaggtgec
aggagacaga
gratcagcag
aagtggggte
cagcagcetg
tetcactttc
ctricatcrre
gctgaataac
atcgggtaac
cagcagcace

agtcacccat

g

420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1392

60
120
180
240
300
360
420
480
540
600
660
711




