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Figure 3
DNA sequence light chain variable part:

gaaattgtgttgacacagtctccagccaccecetgtctitgtciccaggggaaagagecaccctctcetgeagggece
agtcagagtgttagcagctacttagectggtaccaacagaaacctggecaggcetcccaggcetecteatetatgat
gcatccaacagggcecactggceatcccagecaggttcagtggeagtggaictgggacagacttcacictcaccat
cagcagcctagagcectgaagatttigecagtttattactgtcagcagegtagcaactggecgatcaccettcggeca
agggacaaagcttgaaatcaaa

DNA sequence heavy chain variable part:

gaggtgcagcetggtggagtetgggggaggcttagtccagectgggggatecctgagactetectgtgcagettct
ggattcacctitagtaactattggatgagcetgggtccgeccaggetececggggaaagggciggagtggatggecac
cataaagcaagatggaagtcagaaaaactatgtggactctgtgaagggecgattcaccatctccagagacaa
cgccaagaacicactgtatctgegatigaacagectgagagecgaggacacggetgtgtattactgtgegacty
aacfcttcgatctetggggecgtggetecetggtecacegictectca
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Figure 4

6A3 lgG4 light chain variable and constant part, including leader sequence:

LEADER CDRL-1
MSVLTQVILALLLI WL TGTRCENLTQSPATLSLSPGERATLSCRASQSVSSYLA
WY
CDRL-2
CDRL-3
QOKPGQAPRLLIYDASNRATGIPARFSGSGSGTDFTLTISSLEPEDFAVYYCQQ
RSN
Ck
WPITFGQGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCLLNNFYPREAKVYQ
WKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQ
GLSSPVTKSFNRGEC

6A3 IgG4 heavy chain complete aa-sequence including leader, CH1, hinge
region, CH2 and CH3:

LEADER

CDR-H1

MAWVWTLPF MAAAQSVQAEVQLVESGGGLVQPGGSLRLSCAASGFTFSNY
WM

CDR-H2
SWVRQAPGKGLEWVATIKQDGSQKNYVDSVKGRFTISRDNAKNSLYLRLNSLR
AE CDR-H3
DTAVYYCATELFDLWGRGSLVTVSS

CH1
ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTF
PAV HINGE

LQSSGLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRY
ESKYGPPCPSCP

CH2
APEFLGGPSVFLFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVE
VHNAKTKPREEQFNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSIEKTIS
KAK

CH3
GQPREPQVYTLPPSQEEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYK
TTPPVLDSDGSFFLYSRLTVDKSRWQEGNVYFSCSVMHEALHNHYTQKSLSLSL
GK
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Figure 5
6A3 IgG1 light chain with CDRs:

Leader
MEAPAQLLFLLLLWLPDTTG

EIVLTQSPFATLSLSPGERAT
CDR-L1
LSCRASQSVSESYLAWYQOQKTPF
CDR-LZ
GOQOAPRLLIYDASNRATGITPA

RFSGSGSGTDFTLTISSLETPF

EDFAVYYCQORSHNWPITFGROQ

SDEQLKSGTASVVCLLHNENRFY

PREAKVQWEKVDNALQSGHNSOQ

6A3 lgG1 heavy chain with CDRs:

Leader
MEFPGLSWVFLVAILEGVQCE

VOQOLVESGGGLVQPGGSLRLS
CDR-H1
CAASGFTFSNYWMSWVRQQAP
CDR-H2
GKGLEWVATIKQDGS QKN YV

DSVEKEGRFTISRDNAKNSLYL

RLNSLRAEDTAVYYCATELTF
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Figure 6
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Figure 7
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Figure 8

Figure 8a:

MO3.13 cells

SmM 6A3 Secondary
IgG4 Antibody only
Figure 8b:
HOG cells
SmM 6A3 Secondary
1gG4 Antibody only
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Figure 9

Cohort=3 (15 mg/day for 14 days)

20
18
16
p——
]
E14
B
a2 2~ 01
g == 02
=10
B &~ 03
t
5 8 e 04
] e 05
Q6 N
[ &) - 06
4
2
0 ‘ : : : S
20 40 60 a0 100 120 140
Time (day)
160.0
r——
.|
-g, 10.0
= - 0
S =g 02
T &~ 03
€ i
g 04
& 10 g~ 05
g ¥
Q -3~ 06
0.1 .

0 20 40 60 80 100 120 140
Time {day)



WO 2009/056509 PCT/ER2008/064301

10/11
Figure 10
(15 mg/day for 14 days)
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Figure 11
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