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101 150

151 200

201 250

251 300

301 350

351 400

401 450

451 500

501 550

551 600

601 650

651 700

701 735

MAA DGYLPDWLEDTLSEGIRQWWKLKPGPPPPKPA ERHKDDSRGLVLPGY

KYLGPFNGLDKGEPVNEA DAAA LEHDKA YDRQLDSGDNPYLKYNHA DA EF

QERLKEDTSFGGNLGRA VFQA KKRVLEPLGLVEEPVKTA PGKKRPVEHSP

VEPDSSSGTGKA GQQPA RKRLNFGQTGDA DSVPDPQPLGQPPAA PSGLGT

NTMA TGSGA PMA DNNEGA DGVGNSSGNWHCDSTWMGDRVITTSTRTWA LP

TYNNHLYKQISSQSGA SNDNHYFGYSTPWGYFDFNRFHCHFSPRDWQRLI

NNNWGFRPKRLNFKLFNIQVKEVTQNDGTTTIA NNLTSTVQVFTDSEYQL

PYVLGSA HQGCLPPFPA DVFMVPQYGYLTLNNGSQA VGRSSFYCLEYFPS

QMLRTGNNFTFSYTFEDVPFHSSYA HSQSLDRLMNPLIDQYLYYLSRTNT

PSGTTTQSRLQFSQA GA SDIRDQSRNWLPGPCYRQQRVSKTSA DNNNSEY

SWTGA TKYHLNGRDSLVNPGPA MA SHKDDEEKFFPQSGVLIFGKQGSEKT

NVDIEKVMITDEEEIRTTNPVA TEQYGSVSTNLQRGNRQAA TA DVNTQGV

LPGMVWQDRDVYLQGPIWA KIPHTDGHFHPSPLMGGFGLKHPPPQILIKN

TPVPA NPSTTFSAA KFA SFITQYSTGQVSVEIEWELQKENSKRWNPEIQY

TSNYNKSVNVDFTVDTNGVYSEPRPIGTRYLTRNL

FIG. 3
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