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12

PRT

HOMO SAPIENS

1

Glu Ser Lys Tyr Gly Pro Pro Cys Pro Ser Cys Pro

1

<210>

<211>

<212>

<213>

5 10

221

PRT

HOMO SAPIENS



<400> 2
Pro Ser Cys Pro Ala Pro Glu Phe Leu Gly Gly Pro Ser Val Phe Leu

1 5 10 15

Phe Pro Pro Lys Pro Lys Asp Thr Leu Met lle Ser Arg Thr Pro Glu

20 25 30

Val Thr Cys Val Val Val Asp Val Ser GIn Glu Asp Pro Glu Val Gin

35 40 45

Phe Asn Trp Tyr Val Asp Gly Val Glu Val His Asn Ala Lys Thr Lys

50 55 60

Pro Arg Glu Glu GIn Phe Asn Ser Thr Tyr Arg Val Val Ser Val Leu

65 70 75 80

Thr Val Leu His GIn Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys

85 90 95

Val Ser Asn Lys Gly Leu Pro Ser Ser lle Glu Lys Thr lle Ser Lys

100 105 110

Ala Lys Gly GIn Pro Arg Glu Pro Gin Val Tyr Thr Leu Pro Pro Ser

115 120 125

GIn Glu Glu Met Thr Lys Asn Gln Val Ser Leu Thr Cys Leu Val Lys



130 135 140

Gly Phe Tyr Pro Ser Asp lle Ala Val Glu Trp Glu Ser Asn Gly GIn

145 150 155 160

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly

165 170 175

Ser Phe Phe Leu Tyr Ser Arg Leu Thr Val Asp Lys Ser Arg Trp Gln

180 185 190

Glu Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn

195 200 205

His Tyr Thr GIn Lys Ser Leu Ser Leu Ser Leu Gly Lys

210 215 220

<210> 3
<211> 663
<212> DNA

<213> HOMO SAPIENS

<400> 3

ccatcatgec cagcacctga gttectgggg ggaccatcag tettectgtt ccccccaaaa

60



cccaaggaca cccteatgat cteceggace cctgaggtea catgegtggt ggtggacgtg

agccaggaag accctgaggt ccagttcaac tggtacgtgg acggegtgga ggtgeataat

gccaagacaa agccgeggga ggagceagtte aacageacgt acegtgtggt cagegtecte

accgteetge accaggactg getgaatgge aaggagtaca agtgcaaggt ctccaacaaa

ggecteecat cctecatcga gaaaaccatc tccaaageca aagggeagec ccgagaacca

caggtgtaca ccctgececc atceccaggag gagatgacca agaaccaggt cagectgacc

tgcetggtca aaggcettcta tcccagegac atcgecgtgg agtgggagag caatgggceag

ccggagaaca actacaagac cacgcctcce gtgetggact ccgacggcetce cttcttecte

tacagcaggc taaccgtgga caagagcagg tggcaggagg ggaacgtctt cteatgctee

gtgatgcatg aggctctgea caaccactac acacagaaga gectcetecect gtetetgggt

Jaa 663

<210> 4

<211> 11

<212> PRT

120

180

240

300

360

420

480

540

600

660



<213> Artificial Sequence

<220>

<223> Variant of hinge region

<400> 4
Glu Ser Lys Tyr Gly Pro Pro Pro Ser Cys Pro

1 5 _ 10

<210> 5
<211> 11
<212> PRT

<213> Artificial Sequence

<220>

<223> Variant of hinge region

<400> 5
Glu Ser Lys Tyr Gly Pro Pro Cys Pro Ser Pro

1 5 10

<210> 6

<211> 10



<212>

<213>

<220>

<223>

<400>

PRT

Artificial Sequence

Variant of hinge region

6

Glu Ser Lys Tyr Gly Pro Pro Cys Pro Ser

1

<210>

<211>

<212>

<213>

<220>

<223>

<400>

5 10

7
10
PRT

Artificial Sequence

Variant of hinge region

7

Glu Ser Lys Tyr Gly Pro Pro Cys Pro Pro

1

<210>

5 10

8



<211> 8
<212> PRT

<213> Artificial Sequence

<220>

<223> Variant of hinge region

<400> 8
Lys Tyr Gly Pro Pro Cys Pro Ser

1 5

<210> 9
<211> 8
<212> PRT

<213> Artificial Sequence

<220>

<223> Variant of hinge region

<400> 9
Glu Ser Lys Tyr Gly Pro Pro Cys

1 5



<210>

<211>

<212>

<213>

<220>

<223>

<400>

10
7
PRT

Artificial Sequence

Variant of hinge region

10

Glu Lys Tyr Gly Pro Pro Cys

1

<210>

<211>

<212>

<213>

<220>

<223>

<400>

5

11
6
PRT

Artificial Sequence

Variant of hinge region

11

Glu Ser Pro Ser Cys Pro

1

5



<210> 12
<211> 5
<212> PRT

<213> Artificial Sequence

<220>

<223> Variant of hinge region

<400> 12
Glu Pro Ser Cys Pro

1 5

<210> 13
<211> 4
<212> PRT

<213> Artificial Sequence

<220>

<223> Variant of hinge region

<400> 13
Pro Ser Cys Pro

1



<210>

<211>

<212>

<213>

<220>

<223>

<400>

14
10
PRT

Artificial Sequence

Variant of hinge region

14

Glu Ser Lys Tyr Gly Pro Pro Ser Cys Pro

1

<210>

<211>

<212>

<213>

<220>

<223>

<400>

5 10

15
9
PRT

Artificial Sequence

Variant of hinge region

15

Lys Tyr Gly Pro Pro Pro Ser Cys Pro

10



<210> 16
<211> 9
<212> PRT

<213> Artificial Sequence

<220>

<223> Variant of hinge region

<400> 16
Glu Ser Lys Tyr Gly Pro Ser Cys Pro

1 5

<210> 17
<211> 8
<212> PRT

<213> Artificial Sequence

<220>

<223> Variant of hinge region

<400> 17

11



Glu Ser Lys Tyr Gly Pro Pro Cys

1

<210>

<211>

<212>

<213>

<220>

<223>

<400>

5

18
7
PRT

Artificial Sequence

Variant of hinge region

18

Lys Tyr Gly Pro Pro Cys Pro

1

<210>

<211>

<212>

<213>

<220>

<223>

5

19
7
PRT

Artificial Sequence

Variant of hinge region

12



<400> 19
Glu Ser Lys Pro Ser Cys Pro

1 5

<210> 20
<211> 6
<212> PRT

<213> Artificial Sequence

<220>

<223> Variant of hinge region

<400> 20
Glu Ser Pro Ser Cys Pro

1 5

<210> 21
<211> 4
<212> PRT

<213> Artificial Sequence

<220>

<223> Variant of hinge region

13



<400> 21

Glu Pro Ser Cys

-+




