


























































Clone 12.0 - VH amino acid sequence  

- CDRs in bold and underlined 

 

1        10        20        30        40        50 

EVQLEESGGGLVQPKGSLKLSCAASGISFNDAAMNWIRQAPGEGLEWVAR 

 

         60        70        80        90        100 

IRSKINDYGTHYAASVKDRFTISRDDSQNILFLQMNNLKTEDTGMYYCVI 

 

         110 

DGYGSLAYWGQGTLVTVSA  (SEQ ID NO: 2) 

 

 

Clone 12.0 - VL amino acid sequence  

- CDRs in bold and underlined 

 

1        10        20        30        40        50 

DIVLTQSPAIMSSSPGEKVTMTCRASSSVISSYLHWYQQRSGASPKLWIY 

 

         60        70        80        90        100 

STSSLASGVPARFSGSGSGTSFSLTISSVEAEDAATYYCQQYSGYPLTFG 

 

 

AGTKLELK  (SEQ ID NO: 3) 

 

SEQ ID NO Region Sequence 

Heavy Chain 

115 FR1 EVQLEESGGGLVQPKGSLKLSCAAS 

116 CDR1 GISFNDAA 

117 FR2 MNWIRQAPGEGLEWVAR 

118 CDR2 IRSKINDYGT 

119 FR3 HYAASVKDRFTISRDDSQNILFLQMNNLKTEDTGMYYC 

120 CDR3 VIDGYGSLAY 

121 FR4 WGQGTLVTVSA 

Light Chain 

122 FR1 DIVLTQSPAIMSSSPGEKVTMTCRAS 

123 CDR1 SSVISSY 

124 FR2 LHWYQQRSGASPKLWIY 

125 CDR2 STS 

126 FR3 SLASGVPARFSGSGSGTSFSLTISSVEAEDAATYYC 

127 CDR3 QQYSGYPLT 

128 FR4 FGAGTKLELK 
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Clone 12.1 - VH amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50        

EVQLVESGGGLVQPGGSLKLSCAASGISFNDAAMHWVRQASGKGLEWVAR 

 

         60        70        80        90        100 

IRSKINDYGTAYAASVKGRFTISRDDSQNTLYLQMNSLKTEDTAVYYCVI 

 

         110 

DGYGSLAYWGQGTLVTVSS  (SEQ ID NO: 4) 

 

 

Clone 12.1 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

EIVLTQSPATLSLSPGERATLSCRASSSVISSYLAWYQQKPGQAPRLWIY 

 

 

         60        70        80        90        100 

STSNRATGIPARFSGSGSGTDFTLTISSLEPEDFATYYCQQYSGYPLTFG 

 

GGTKVEIK  (SEQ ID NO: 5) 

 

SEQ ID 

NO 

Region Sequence 

Heavy Chain 

129 FR1 EVQLVESGGGLVQPGGSLKLSCAAS 

130 CDR1 GISFNDAA 

131 FR2 MHWVRQASGKGLEWVAR 

132 CDR2 IRSKINDYGT 

133 FR3 AYAASVKGRFTISRDDSQNTLYLQMNSLKTEDTAVYYC 

134 CDR3 VIDGYGSLAY 

135 FR4 WGQGTLVTVSS 

Light Chain 

136 FR1 EIVLTQSPATLSLSPGERATLSCRAS 

137 CDR1 SSVISSY 

138 FR2 LAWYQQKPGQAPRLWIY 

139 CDR2 STS 

140 FR3 NRATGIPARFSGSGSGTDFTLTISSLEPEDFATYYC 

141 CDR3 QQYSGYPLT 

142 FR4 FGGGTKVEIK 
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Clone 12.2 - VH amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50  

EVQLVESGGGLVQPGGSLKLSCAASGISFNDAAMNWIRQASGKGLEWVAR 

 

         60        70        80        90        100 

IRSKINDYGTHYAASVKGRFTISRDDSQNTLYLQMNSLKTEDTAMYYCVI 

 

         110 

DGYGSLAYWGQGTLVTVSS  (SEQ ID NO: 6) 

 

 

Clone 12.2 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

EIVLTQSPATLSLSPGERATLSCRASSSVISSYLHWYQQKPGQAPRLWIY 

 

         60        70        80        90        100 

STSSLASGIPARFSGSGSGTDFTLTISSLEPEDFATYYCQQYSGYPLTFG 

 

 

AGTKVEIK  (SEQ ID NO: 7) 

 

SEQ ID 

NO 

Region Sequence 

Heavy Chain 

143 FR1 EVQLVESGGGLVQPGGSLKLSCAAS 

144 CDR1 GISFNDAA 

145 FR2 MNWIRQASGKGLEWVAR 

146 CDR2 IRSKINDYGT 

147 FR3 HYAASVKGRFTISRDDSQNTLYLQMNSLKTEDTAMYYC 

148 CDR3 VIDGYGSLAY 

149 FR4 WGQGTLVTVSS 

Light Chain 

150 FR1 EIVLTQSPATLSLSPGERATLSCRAS 

151 CDR1 SSVISSY 

152 FR2 LHWYQQKPGQAPRLWIY 

153 CDR2 STS 

154 FR3 SLASGIPARFSGSGSGTDFTLTISSLEPEDFATYYC 

155 CDR3 QQYSGYPLT 

156 FR4 FGAGTKVEIK 
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Clone 12.3 - VH amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

EVQLVESGGGLVQPKGSLKLSCAASGISFNDAAMNWIRQASGKGLEWVAR 

 

         60        70        80        90        100 

IRSKINDYGTHYAASVKDRFTISRDDSQNILYLQMNNLKTEDTAMYYCVI 

 

         110 

DGYGSLAYWGQGTLVTVSS  (SEQ ID NO: 8) 

 

 

Clone 12.3 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

EIVLTQSPAILSSSPGERATLSCRASSSVISSYLHWYQQKPGAAPRLWIY 

 

         60        70        80        90        100 

STSSLASGIPARFSGSGSGTSFTLTISSLEAEDFATYYCQQYSGYPLTFG 

 

 

AGTKVEIK  (SEQ ID NO: 9) 

 

SEQ ID 

NO 

Region Sequence 

Heavy Chain 

157 FR1 EVQLVESGGGLVQPKGSLKLSCAAS 

158 CDR1 GISFNDAA 

159 FR2 MNWIRQASGKGLEWVAR 

160 CDR2 IRSKINDYGT 

161 FR3 HYAASVKDRFTISRDDSQNILYLQMNNLKTEDTAMYYC 

162 CDR3 VIDGYGSLAY 

163 FR4 WGQGTLVTVSS 

Light Chain 

164 FR1 EIVLTQSPAILSSSPGERATLSCRAS 

165 CDR1 SSVISSY 

166 FR2 LHWYQQKPGAAPRLWIY 

167 CDR2 STS 

168 FR3 SLASGIPARFSGSGSGTSFTLTISSLEAEDFATYYC 

169 CDR3 QQYSGYPLT 

170 FR4 FGAGTKVEIK 
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Clone 135.0 - VH amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

EVKLEESGGGLVKPGGSLKLSCAASGFTFTSYALSWVRQTPEKRLEWVAT 

 

         60        70        80        90        100 

ISHGGSYTYYPDSVKGRFTISRDNAKNTLNLQMSSLRSEDTAMYYCARHP 

 

         110       120 

FYSGNYQGYFDYWGQGTLLTVSS   (SEQ ID NO: 10) 

 

 

Clone 135.0 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

DIVLTQSPAIMSASLGEKVTMNCRANSGVNYMYWYQQKSDASPKLWIYFT 

 

         60        70        80        90        100 

SNLAPGVPARFSGSGSGNSYSLTISSMEGEDAATYYCQQFTSSPYTFGGG 

 

 

TKLEIK   (SEQ ID NO: 11) 

 

SEQ ID 

NO 

Region Sequence 

Heavy Chain 

171 FR1 EVKLEESGGGLVKPGGSLKLSCAAS 

172 CDR1 GFTFTSYA 

173 FR2 LSWVRQTPEKRLEWVAT 

174 CDR2 ISHGGSYT 

175 FR3 YYPDSVKGRFTISRDNAKNTLNLQMSSLRSEDTAMYYC 

176 CDR3 ARHPFYSGNYQGYFDY 

177 FR4 WGQGTLLTVSS 

Light Chain 

178 FR1 DIVLTQSPAIMSASLGEKVTMNCRAN 

179 CDR1 SGVNY 

180 FR2 MYWYQQKSDASPKLWIY 

181 CDR2 FTS 

182 FR3 NLAPGVPARFSGSGSGNSYSLTISSMEGEDAATYYC 

183 CDR3 QQFTSSPYT 

184 FR4 FGGGTKLEIK 
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Clone 135.1 - VH amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

EVQLEESGGGLVQPGGSLRLSCAASGFTFTSYAMSWVRQAPGKGLEWVAV 

 

         60        70        80        90        100 

ISHGGSYTYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARHP 

 

         110       120 

FYSGNYQGYFDYWGQGTLVTVSS   (SEQ ID NO: 12) 

 

 

Clone 135.1 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

DIQLTQSPSFLSASVGDRVTITCRASSGVNYLAWYQQKPGKAPKLWIYFT 

 

         60        70        80        90        100 

STLQSGVPSRFSGSGSGNEYTLTISSLQFEDFATYYCQQFTSSPYTFGQG 

 

 

TKLEIK   (SEQ ID NO: 13) 

 

SEQ 

ID NO 

Region Sequence 

Heavy Chain 

185 FR1 EVQLEESGGGLVQPGGSLRLSCAAS 

186 CDR1 GFTFTSYA 

187 FR2 MSWVRQAPGKGLEWVAV 

188 CDR2 ISHGGSYT 

189 FR3 YYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYC 

190 CDR3 ARHPFYSGNYQGYFDY 

191 FR4 WGQGTLVTVSS 

Light Chain 

192 FR1 DIQLTQSPSFLSASVGDRVTITCRAS 

193 CDR1 SGVNY 

194 FR2 LAWYQQKPGKAPKLWIY 

195 CDR2 FTS 

196 FR3 TLQSGVPSRFSGSGSGNEYTLTISSLQFEDFATYYC 

197 CDR3 QQFTSSPYT 

198 FR4 FGQGTKLEIK 
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Clone 135.2 - VH amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

EVQLEESGGGLVQPGGSLRLSCAASGFTFTSYALSWVRQAPGKGLEWVAT 

 

         60        70        80        90        100 

ISHGGSYTYYPDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCARHP 

 

         110       120 

FYSGNYQGYFDYWGQGTLVTVSS   (SEQ ID NO: 14) 

 

 

Clone 135.2 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

DIQLTQSPSFLSASVGDRVTITCRANSGVNYMYWYQQKPGKAPKLWIYFT 

 

         60        70        80        90        100 

SNLAPGVPSRFSGSGSGNEYTLTISSLQFEDFATYYCQQFTSSPYTFGGG 

 

 

TKLEIK   (SEQ ID NO: 15) 

 

SEQ 

ID NO 

Region Sequence 

Heavy Chain 

199 FR1 EVQLEESGGGLVQPGGSLRLSCAAS 

200 CDR1 GFTFTSYA 

201 FR2 LSWVRQAPGKGLEWVAT 

202 CDR2 ISHGGSYT 

203 FR3 YYPDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYC 

204 CDR3 ARHPFYSGNYQGYFDY 

205 FR4 WGQGTLVTVSS 

Light Chain 

206 FR1 DIQLTQSPSFLSASVGDRVTITCRAN 

207 CDR1 SGVNY 

208 FR2 MYWYQQKPGKAPKLWIY 

209 CDR2 FTS 

210 FR3 NLAPGVPSRFSGSGSGNEYTLTISSLQFEDFATYYC 

211 CDR3 QQFTSSPYT 

212 FR4 FGGGTKLEIK 
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Clone 135.3 - VH amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

EVQLLESGGGLVQPGGSLRLSCAASGFTFTSYALSWVRQTPEKRLEWVAT 

 

         60        70        80        90        100 

ISHGGSYTYYPDSVKGRFTISRDNSKNTLNLQMSSLRAEDTAVYYCARHP 

 

         110       120 

FYSGNYQGYFDYWGQGTLVTVSS   (SEQ ID NO: 16) 

 

 

Clone 135.3 - VL amino acid sequence - CDRs in bold and 

underlined  

 

1        10        20        30        40        50 

DIQLTQSPSFLSASVGDRVTITCRANSGVNYMYWYQQKPDAAPKLWIYFT 

 

         60        70        80        90        100 

SNLAPGVPSRFSGSGSGNSYTLTISSLQFEDFATYYCQQFTSSPYTFGGG 

 

 

TKLEIK    (SEQ ID NO: 17) 

 

SEQ 

ID NO 

Region Sequence 

Heavy Chain 

213 FR1 EVQLLESGGGLVQPGGSLRLSCAAS 

214 CDR1 GFTFTSYA 

215 FR2 LSWVRQTPEKRLEWVAT 

216 CDR2 ISHGGSYT 

217 FR3 YYPDSVKGRFTISRDNSKNTLNLQMSSLRAEDTAVYYC 

218 CDR3 ARHPFYSGNYQGYFDY 

219 FR4 WGQGTLVTVSS 

Light Chain 

220 FR1 DIQLTQSPSFLSASVGDRVTITCRAN 

221 CDR1 SGVNY 

222 FR2 MYWYQQKPDAAPKLWIY 

223 CDR2 FTS 

224 FR3 NLAPGVPSRFSGSGSGNSYTLTISSLQFEDFATYYC 

225 CDR3 QQFTSSPYT 

226 FR4 FGGGTKLEIK 
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Clone 4.0 - VH amino acid sequence - CDRs in bold and 

underlined  

 

1        10        20        30        40        50 

EVQLEESGGGLVKPGGSLKLSCAASGFTFSNYAMSWVRQTPDKRLEWVAT 

 

         60        70        80        90        100 

ISNGGSYTYYPDTVKGRFTISRDNAKNTLSLQMSSLRSEDTAMYYCSRPS 

 

         110       120 

ERSHYYATSQFAYWGQGTLVTVSA   (SEQ ID NO: 18) 

 

 

Clone 4.0 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

DIVLTQSPGIMSASPGEKVTMTCSASSSVSYMHWYQQKSGTSPKRWIYDT 

 

         60        70        80        90        100 

SKLASGVPARFSGSGSGTSYSLTISSMEAEDAATYYCQQWSSSPLTFGAG 

 

 

TKVELK   (SEQ ID NO: 19) 

 

SEQ 

ID NO 

Region Sequence 

Heavy Chain 

227 FR1 EVQLEESGGGLVKPGGSLKLSCAAS 

228 CDR1 GFTFSNYA 

229 FR2 MSWVRQTPDKRLEWVAT 

230 CDR2 ISNGGSYT 

231 FR3 YYPDTVKGRFTISRDNAKNTLSLQMSSLRSEDTAMYYC 

232 CDR3 SRPSERSHYYATSQFAY 

233 FR4 WGQGTLVTVSA 

Light Chain 

234 FR1 DIVLTQSPGIMSASPGEKVTMTCSAS 

235 CDR1 SSVSY 

236 FR2 MHWYQQKSGTSPKRWIY 

237 CDR2 DTS 

238 FR3 KLASGVPARFSGSGSGTSYSLTISSMEAEDAATYYC 

239 CDR3 QQWSSSPLT 

240 FR4 FGAGTKVELK 
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Clone 4.1 - VH amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

EVQLLESGGGLVQPGGSLRLSCAASGFTFSNYAMSWVRQAPGKGLEWVAV 

 

         60        70        80        90        100 

ISNGGSYTYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCSRPS 

 

         110       120 

ERSHYYATSQFAYWGQGTLVTVSS   (SEQ ID NO: 20)  

 

 

Clone 4.1 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

EIVLTQSPATLSLSPGERATLSCRASSSVSYLAWYQQKPGQAPRRWIYDT 

 

         60        70        80        90        100 

SNRATGIPARFSGSGSGTDYTLTISSLEPEDFAVYYCQQWSSSPLTFGGG 

 

 

TKVEIK   (SEQ ID NO: 21) 

 

SEQ 

ID NO 

Region Sequence 

Heavy Chain 

241 FR1 EVQLLESGGGLVQPGGSLRLSCAAS 

242 CDR1 GFTFSNYA 

243 FR2 MSWVRQAPGKGLEWVAV 

244 CDR2 ISNGGSYT 

245 FR3 YYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYC 

246 CDR3 SRPSERSHYYATSQFAY 

247 FR4 WGQGTLVTVSS 

Light Chain 

248 FR1 EIVLTQSPATLSLSPGERATLSCRAS 

249 CDR1 SSVSY 

250 FR2 LAWYQQKPGQAPRRWIY 

251 CDR2 DTS 

252 FR3 NRATGIPARFSGSGSGTDYTLTISSLEPEDFAVYYC 

253 CDR3 QQWSSSPLT 

254 FR4 FGGGTKVEIK 
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Clone 4.2 - VH amino acid sequence - CDRs in bold and 

underlined  

 

1        10        20        30        40        50 

EVQLLESGGGLVQPGGSLRLSCAASGFTFSNYAMSWVRQAPGKGLEWVAT 

 

         60        70        80        90        100 

ISNGGSYTYYPDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCSRPS 

 

         110       120 

ERSHYYATSQFAYWGQGTLVTVSS  (SEQ ID NO: 22) 

 

 

Clone 4.2 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

EIVLTQSPATLSLSPGERATLSCSASSSVSYMHWYQQKPGTAPRRWIYDT 

 

         60        70        80        90        100 

SKLASGIPARFSGSGSGTDYTLTISSLEPEDFATYYCQQWSSSPLTFGAG 

 

 

TKVEIK   (SEQ ID NO: 23) 

 

SEQ 

ID NO 

Region Sequence 

Heavy Chain 

255 FR1 EVQLLESGGGLVQPGGSLRLSCAAS 

256 CDR1 GFTFSNYA 

257 FR2 MSWVRQAPGKGLEWVAT 

258 CDR2 ISNGGSYT 

259 FR3 YYPDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYC 

260 CDR3 SRPSERSHYYATSQFAY 

261 FR4 WGQGTLVTVSS 

Light Chain 

262 FR1 EIVLTQSPATLSLSPGERATLSCSAS 

263 CDR1 SSVSY 

264 FR2 MHWYQQKPGTAPRRWIY 

265 CDR2 DTS 

266 FR3 KLASGIPARFSGSGSGTDYTLTISSLEPEDFATYYC 

267 CDR3 QQWSSSPLT 

268 FR4 FGAGTKVEIK 
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Clone 4.3 - VH amino acid sequence - CDRs in bold and 

underlined  

 

1        10        20        30        40        50 

EVQLEESGGGLVQPGGSLRLSCAASGFTFSNYAMSWVRQTPDKRLEWVAT 

 

         60        70        80        90        100 

ISNGGSYTYYPDSVKGRFTISRDNSKNTLYLQMSSLRAEDTAVYYCSRPS 

 

         110       120 

ERSHYYATSQFAYWGQGTLVTVSS   (SEQ ID NO: 24) 

 

 

Clone 4.3 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

EIVLTQSPAILSLSPGERATLSCSASSSVSYMHWYQQKPGQAPRRWIYDT 

 

         60        70        80        90        100 

SKLASGIPARFSGSGSGTSYTLTISSLEAEDFATYYCQQWSSSPLTFGAG 

 

 

TKVEIK   (SEQ ID NO: 25) 

 

SEQ 

ID NO 

Region Sequence 

Heavy Chain 

269 FR1 EVQLEESGGGLVQPGGSLRLSCAAS 

270 CDR1 GFTFSNYA 

271 FR2 MSWVRQTPDKRLEWVAT 

272 CDR2 ISNGGSYT 

273 FR3 YYPDSVKGRFTISRDNSKNTLYLQMSSLRAEDTAVYYC 

274 CDR3 SRPSERSHYYATSQFAY 

275 FR4 WGQGTLVTVSS 

Light Chain 

276 FR1 EIVLTQSPAILSLSPGERATLSCSAS 

277 CDR1 SSVSY 

278 FR2 MHWYQQKPGQAPRRWIY 

279 CDR2 DTS 

280 FR3 KLASGIPARFSGSGSGTSYTLTISSLEAEDFATYYC 

281 CDR3 QQWSSSPLT 

282 FR4 FGAGTKVEIK 
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Clone 4.4 - VH amino acid sequence - CDRs in bold and 

underlined  

 

1        10        20        30        40        50 

EVQLVESGGGVKKPGGSLKLSCAASGFTFSNYAMSWVRQTPGKGLEWVAT 

 

         60        70        80        90        100 

ISNGGSYTYYPDSFQGRFTISRDNAKSTLSLQMSSLKSEDTAMYYCSRPS 

 

         110       120 

ERSHYYATSQFAYWGQGTLVTVSA   (SEQ ID NO: 26) 

 

SEQ 

ID NO 

Region Sequence 

Heavy Chain 

283 FR1 EVQLVESGGGVKKPGGSLKLSCAAS 

284 CDR1 GFTFSNYA 

285 FR2 MSWVRQTPGKGLEWVAT 

286 CDR2 ISNGGSYT 

287 FR3 YYPDSFQGRFTISRDNAKSTLSLQMSSLKSEDTAMYYC 

288 CDR3 SRPSERSHYYATSQFAY 

289 FR4 WGQGTLVTVSA 
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Clone 4.5 - VH amino acid sequence - CDRs in bold and 

underlined  

 

1        10        20        30        40        50 

EVQLVESGGGVKKPGGSLKLSCAASGFTFSNYAMSWVRQTPGKGLEWVAT 

 

         60        70        80        90        100 

ISNGGSYTYYPDSFQGRFTISRDNAKSTLSLQMSSLKAEDTAMYYCSRPS 

 

         110       120 

ERSHYYATSQFAYWGQGTLVTVSS   (SEQ ID NO: 27) 

 

SEQ 

ID NO 

Region Sequence 

Heavy Chain 

290 FR1 EVQLVESGGGVKKPGGSLKLSCAAS 

291 CDR1 GFTFSNYA 

292 FR2 MSWVRQTPGKGLEWVAT 

293 CDR2 ISNGGSYT 

294 FR3 YYPDSFQGRFTISRDNAKSTLSLQMSSLKAEDTAMYYC 

295 CDR3 SRPSERSHYYATSQFAY 

296 FR4 WGQGTLVTVSS 
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Clone 4.6 - VH amino acid sequence - CDRs in bold and 

underlined  

 

1        10        20        30        40        50 

EVQLVESGGGVKKPGGSLKLSCAASGFTFSNYAMSWVRQTPGKGLEWVAT 

 

         60        70        80        90        100 

ISQGGSYTYYPESFQGRFTISRDQAKSTLSLQMSSLKSEDTAMYYCSRPS 

 

         110       120 

ERSHYYATSQFAYWGQGTLVTVSA   (SEQ ID NO: 28) 

 

SEQ 

ID NO 

Region Sequence 

Heavy Chain 

297 FR1 EVQLVESGGGVKKPGGSLKLSCAAS 

298 CDR1 GFTFSNYA 

299 FR2 MSWVRQTPGKGLEWVAT 

300 CDR2 ISQGGSYT 

301 FR3 YYPESFQGRFTISRDQAKSTLSLQMSSLKSEDTAMYYC 

302 CDR3 SRPSERSHYYATSQFAY 

303 FR4 WGQGTLVTVSA 
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Clone 4.7 - VH amino acid sequence - CDRs in bold and 

underlined  

 

1        10        20        30        40        50 

EVQLLESGGGLVQPGGSLRLSCAASGFTFSNYAMSWVRQAPGKGLEWVAT 

 

         60        70        80        90        100 

ISQGGSYTYYPDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCSRPS 

 

         110       120 

ERSHYYATSQFAYWGQGTLVTVSS   (SEQ ID NO: 29) 

 

SEQ 

ID NO 

Region Sequence 

Heavy Chain 

304 FR1 EVQLLESGGGLVQPGGSLRLSCAAS 

305 CDR1 GFTFSNYA 

306 FR2 MSWVRQAPGKGLEWVAT 

307 CDR2 ISQGGSYT 

308 FR3 YYPDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYC 

309 CDR3 SRPSERSHYYATSQFAY 

310 FR4 WGQGTLVTVSS 
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Clone 4.8 - VH amino acid sequence - CDRs in bold and 

underlined  

 

1        10        20        30        40        50 

EVQLLESGGGLVQPGGSLRLSCAASGFTFSNYAMSWVRQAPGKGLEWVAT 

 

         60        70        80        90        100 

ISNLGSYTYYPDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCSRPS 

 

         110       120 

ERSHYYATSQFAYWGQGTLVTVSS   (SEQ ID NO: 30) 

 

SEQ 

ID NO 

Region Sequence 

Heavy Chain 

311 FR1 EVQLLESGGGLVQPGGSLRLSCAAS 

312 CDR1 GFTFSNYA 

313 FR2 MSWVRQAPGKGLEWVAT 

314 CDR2 ISNLGSYT 

315 FR3 YYPDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYC 

316 CDR3 SRPSERSHYYATSQFAY 

317 FR4 WGQGTLVTVSS 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Fig. 25I  

jehanna.huerto
Typewriter
46/94



Clone 4.9 - VH amino acid sequence - CDRs in bold and 

underlined  

 

1        10        20        30        40        50 

EVQLLESGGGLVQPGGSLRLSCAASGFTFSNYAMSWVRQAPGKGLEWVAT 

 

         60        70        80        90        100 

ISNSGSYTYYPDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCSRPS 

 

         110       120 

ERSHYYATSQFAYWGQGTLVTVSS   (SEQ ID NO: 31) 

 

SEQ 

ID NO 

Region Sequence 

Heavy Chain 

318 FR1 EVQLLESGGGLVQPGGSLRLSCAAS 

319 CDR1 GFTFSNYA 

320 FR2 MSWVRQAPGKGLEWVAT 

321 CDR2 ISNSGSYT 

322 FR3 YYPDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYC 

323 CDR3 SRPSERSHYYATSQFAY 

324 FR4 WGQGTLVTVSS 
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Clone 4.10 - VH amino acid sequence - CDRs in bold and 

underlined  

 

1        10        20        30        40        50 

EVQLLESGGGLVQPGGSLRLSCAASGFTFSNYAMSWVRQAPGKGLEWVAT 

 

         60        70        80        90        100 

ISDGGSYTYYPDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCSRPS 

 

         110       120 

ERSHYYATSQFAYWGQGTLVTVSS   (SEQ ID NO: 32) 

 

SEQ 

ID NO 

Region Sequence 

Heavy Chain 

325 FR1 EVQLLESGGGLVQPGGSLRLSCAAS 

326 CDR1 GFTFSNYA 

327 FR2 MSWVRQAPGKGLEWVAT 

328 CDR2 ISDGGSYT 

329 FR3 YYPDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYC 

330 CDR3 SRPSERSHYYATSQFAY 

331 FR4 WGQGTLVTVSS 
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Clone 4.11 - VH amino acid sequence - CDRs in bold and 

underlined  

 

1        10        20        30        40        50 

EVQLLESGGGLVQPGGSLRLSCAASGFTFSNYAMSWVRQAPGKGLEWVAT 

 

         60        70        80        90        100 

ISNVGSYTYYPDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCSRPS 

 

         110       120 

ERSHYYATSQFAYWGQGTLVTVSS   (SEQ ID NO: 33) 

 

SEQ 

ID NO 

Region Sequence 

Heavy Chain 

332 FR1 EVQLLESGGGLVQPGGSLRLSCAAS 

333 CDR1 GFTFSNYA 

334 FR2 MSWVRQAPGKGLEWVAT 

335 CDR2 ISNVGSYT 

336 FR3 YYPDSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYC 

337 CDR3 SRPSERSHYYATSQFAY 

338 FR4 WGQGTLVTVSS 
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Clone 4.4 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

DIVLTQSPGSLSASVGDRVTMTCSASSSVSYMHWYQQKPGTSPKRWIYDT 

 

         60        70        80        90        100 

SKLASGVPARFSGSGSGTSYSLTISSLQPEDAATYYCQQWSSSPLTFGAG 

 

 

TKVELK   (SEQ ID NO: 34) 

 

SEQ 

ID NO 

Region Sequence 

Light Chain 

339 FR1 DIVLTQSPGSLSASVGDRVTMTCSAS 

340 CDR1 SSVSY 

341 FR2 MHWYQQKPGTSPKRWIY 

342 CDR2 DTS 

343 FR3 KLASGVPARFSGSGSGTSYSLTISSLQPEDAATYYC 

344 CDR3 QQWSSSPLT 

345 FR4 FGAGTKVELK 
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Clone 4.5 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

DIVLTQSPSSLSASVGDRVTITCSASSSVSYMHWYQQKPGTSPKRWIYDT 

 

         60        70        80        90        100 

SKLASGVPARFSGSGSGTSYSLTISSLQPEDAATYYCQQWSSSPLTFGAG 

 

 

TKVEIK   (SEQ ID NO: 35) 

 

SEQ 

ID NO 

Region Sequence 

Light Chain 

346 FR1 DIVLTQSPSSLSASVGDRVTITCSAS 

347 CDR1 SSVSY 

348 FR2 MHWYQQKPGTSPKRWIY 

349 CDR2 DTS 

350 FR3 KLASGVPARFSGSGSGTSYSLTISSLQPEDAATYYC 

351 CDR3 QQWSSSPLT 

352 FR4 FGAGTKVEIK 
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Clone 4.6 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

DIVLTQSPSSLSASVGDRVTITCSASSSVSYMHWYQQKPGQSPKRWIYDT 

 

         60        70        80        90        100 

SKLASGVPARFSGSGSGTSYSLTISSLQPEDAATYYCQQWSSSPLTFGAG 

 

 

TKVEIK   (SEQ ID NO: 36) 

 

SEQ 

ID NO 

Region Sequence 

Light Chain 

353 FR1 DIVLTQSPSSLSASVGDRVTITCSAS 

354 CDR1 SSVSY 

355 FR2 MHWYQQKPGQSPKRWIY 

356 CDR2 DTS 

357 FR3 KLASGVPARFSGSGSGTSYSLTISSLQPEDAATYYC 

358 CDR3 QQWSSSPLT 

359 FR4 FGAGTKVEIK 
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Clone 4.7 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

DIQLTQSPGSLSASVGDRVTMTCSASSSVSYMHWYQQKPGTSPKRWIYDT 

 

         60        70        80        90        100 

SKLASGVPARFSGSGSGTSYSLTISSLQPEDAATYYCQQWSSSPLTFGAG 

 

 

TKVELK   (SEQ ID NO: 37) 

 

SEQ 

ID NO 

Region Sequence 

Light Chain 

360 FR1 DIQLTQSPGSLSASVGDRVTMTCSAS 

361 CDR1 SSVSY 

362 FR2 MHWYQQKPGTSPKRWIY 

363 CDR2 DTS 

364 FR3 KLASGVPARFSGSGSGTSYSLTISSLQPEDAATYYC 

365 CDR3 QQWSSSPLT 

366 FR4 FGAGTKVELK 
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Clone 53.0 - VH amino acid sequence - CDRs in bold and 

underlined  
 

1        10        20        30        40        50 

EVQLEESGGGLVKPGGSLKLSCAASGFTFTSYAMSWVRQTPEKRLEWVAT 

 

         60        70        80        90        100 

ISHGGTYTYYPDSVKGRFTISRDNAKNTLYLQMSSLRSEDTAMYYCARHP 

 

         110       120 

IYSGNYQGYFDYWGQGTTLTVSS  (SEQ ID NO: 38) 

 

 

Clone 53.0 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

DIVLTQSPAIMSASLGEKVTMSCRASSGVNYIYWYQQKSDASPKLWIYFT 

 

         60        70        80        90        100 

SNLAPGVPARFSGSGSGNSYSLTISSMEGEDAATYYCQQFTSSPYTFGGG 

 

 

TKLEIK   (SEQ ID NO: 39) 

 

 

SEQ 

ID NO 

Region Sequence 

Heavy Chain 

367 FR1 EVQLEESGGGLVKPGGSLKLSCAAS 

368 CDR1 GFTFTSYA 

369 FR2 MSWVRQTPEKRLEWVAT 

370 CDR2 ISHGGTYT 

371 FR3 YYPDSVKGRFTISRDNAKNTLYLQMSSLRSEDTAMYYC 

372 CDR3 ARHPIYSGNYQGYFDY 

373 FR4 WGQGTTLTVSS 

Light Chain 

374 FR1 DIVLTQSPAIMSASLGEKVTMSCRAS 

375 CDR1 SGVNY 

376 FR2 IYWYQQKSDASPKLWIY 

377 CDR2 FTS 

378 FR3 NLAPGVPARFSGSGSGNSYSLTISSMEGEDAATYYC 

379 CDR3 QQFTSSPYT 

380 FR4 FGGGTKLEIK 
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Clone 53.1 - VH amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

EVQLLESGGGLVQPGGSLRLSCAASGFTFTSYAMSWVRQAPGKGLEWVAV 

 

         60        70        80        90        100 

ISHGGTYTYYADSVKGRFTISRDNAKNTLYLQMNSLRAEDTAVYYCARHP 

 

         110       120 

IYSGNYQGYFDYWGQGTLVTVSS  (SEQ ID NO: 40) 

 

 

Clone 53.1 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

DIQLTQSPSFLSASVGDRVTITCRASSGVNYLAWYQQKPGKAPKLWIYFT 

 

         60        70        80        90        100 

STLQSGVPSRFSGSGSGNEYTLTISSLQPEDFATYYCQQFTSSPYTFGQG 

 

 

TKLEIK   (SEQ ID NO: 41) 

 

SEQ 

ID NO 

Region Sequence 

Heavy Chain 

381 FR1 EVQLLESGGGLVQPGGSLRLSCAAS 

382 CDR1 GFTFTSYA 

383 FR2 MSWVRQAPGKGLEWVAV 

384 CDR2 ISHGGTYT 

385 FR3 YYADSVKGRFTISRDNAKNTLYLQMNSLRAEDTAVYYC 

386 CDR3 ARHPIYSGNYQGYFDY 

387 FR4 WGQGTLVTVSS 

Light Chain 

388 FR1 DIQLTQSPSFLSASVGDRVTITCRAS 

389 CDR1 SGVNY 

390 FR2 LAWYQQKPGKAPKLWIY 

391 CDR2 FTS 

392 FR3 TLQSGVPSRFSGSGSGNEYTLTISSLQPEDFATYYC 

393 CDR3 QQFTSSPYT 

394 FR4 FGQGTKLEIK 
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Clone 53.2 - VH amino acid sequence - CDRs in bold and 

underlined  

 

1        10        20        30        40        50 

EVQLLESGGGLVQPGGSLRLSCAASGFTFTSYAMSWVRQAPGKGLEWVAT 

 

         60        70        80        90        100 

ISHGGTYTYYPDSVKGRFTISRDNAKNTLYLQMNSLRAEDTAMYYCARHP 

 

         110       120 

IYSGNYQGYFDYWGQGTLVTVSS   (SEQ ID NO: 42) 

 

 

Clone 53.2 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

DIQLTQSPSFLSASVGDRVTITCRASSGVNYIYWYQQKPGKAPKLWIYFT 

 

         60        70        80        90        100 

SNLAPGVPSRFSGSGSGNEYTLTISSLQPEDFATYYCQQFTSSPYTFGGG 

 

 

TKLEIK   (SEQ ID NO: 43) 

 

SEQ 

ID NO 

Region Sequence 

Heavy Chain 

395 FR1 EVQLLESGGGLVQPGGSLRLSCAAS 

396 CDR1 GFTFTSYA 

397 FR2 MSWVRQAPGKGLEWVAT 

398 CDR2 ISHGGTYT 

399 FR3 YYPDSVKGRFTISRDNAKNTLYLQMNSLRAEDTAMYYC 

400 CDR3 ARHPIYSGNYQGYFDY 

401 FR4 WGQGTLVTVSS 

Light Chain 

402 FR1 DIQLTQSPSFLSASVGDRVTITCRAS 

403 CDR1 SGVNY 

404 FR2 IYWYQQKPGKAPKLWIY 

405 CDR2 FTS 

406 FR3 NLAPGVPSRFSGSGSGNEYTLTISSLQPEDFATYYC 

407 CDR3 QQFTSSPYT 

408 FR4 FGGGTKLEIK 
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Clone 53.3 - VH amino acid sequence - CDRs in bold and 

underlined  

 

1        10        20        30        40        50 

EVQLEESGGGLVQPGGSLRLSCAASGFTFTSYAMSWVRQTPEKRLEWVAT 

 

         60        70        80        90        100 

ISHGGTYTYYPDSVKGRFTISRDNAKNTLYLQMNSLRAEDTAMYYCARHP 

 

         110       120 

IYSGNYQGYFDYWGQGTTVTVSS  (SEQ ID NO: 44) 

 

 

Clone 53.3 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

DIQLTQSPSFLSASVGDRVTITCRASSGVNYIYWYQQKPDAAPKLWIYFT 

 

         60        70        80        90        100 

SNLAPGVPSRFSGSGSGNSYTLTISSLQPEDFATYYCQQFTSSPYTFGGG 

 

 

TKLEIK   (SEQ ID NO: 45) 

 

SEQ 

ID NO 

Region Sequence 

Heavy Chain 

409 FR1 EVQLEESGGGLVQPGGSLRLSCAAS 

410 CDR1 GFTFTSYA 

411 FR2 MSWVRQTPEKRLEWVAT 

412 CDR2 ISHGGTYT 

413 FR3 YYPDSVKGRFTISRDNAKNTLYLQMNSLRAEDTAMYYC 

414 CDR3 ARHPIYSGNYQGYFDY 

415 FR4 WGQGTTVTVSS 

Light Chain 

416 FR1 DIQLTQSPSFLSASVGDRVTITCRAS 

417 CDR1 SGVNY 

418 FR2 IYWYQQKPDAAPKLWIY 

419 CDR2 FTS 

420 FR3 NLAPGVPSRFSGSGSGNSYTLTISSLQPEDFATYYC 

421 CDR3 QQFTSSPYT 

422 FR4 FGGGTKLEIK 
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Clone 53.4 - VH amino acid sequence - CDRs in bold and 

underlined  

 

1        10        20        30        40        50 

EVQLLESGGGLVQPGGSLRLSCAASGFTFTSYAMSWVRQAPGKGLEWVAV 

 

         60        70        80        90        100 

ISHGGTYTYYPDSVKGRFTISRDNAKNTLYLQMNSLRAEDTAMYYCARHP 

 

         110       120 

IYSGNYQGYFDYWGQGTLVTVSS   (SEQ ID NO: 46) 

 

SEQ 

ID NO 

Region Sequence 

Heavy Chain 

423 FR1 EVQLLESGGGLVQPGGSLRLSCAAS 

424 CDR1 GFTFTSYA 

425 FR2 MSWVRQAPGKGLEWVAV 

426 CDR2 ISHGGTYT 

427 FR3 YYPDSVKGRFTISRDNAKNTLYLQMNSLRAEDTAMYYC 

428 CDR3 ARHPIYSGNYQGYFDY 

429 FR4 WGQGTLVTVSS 
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Clone 53.5 - VH amino acid sequence - CDRs in bold and 

underlined  

 

1        10        20        30        40        50 

EVQLLESGGGLVQPGGSLRLSCAASGFTFTSYAMSWVRQAPGKGLEWVAT 

 

         60        70        80        90        100 

ISHGGTYTYYADSVKGRFTISRDNAKNTLYLQMNSLRAEDTAMYYCARHP 

 

         110       120 

IYSGNYQGYFDYWGQGTLVTVSS   (SEQ ID NO: 47) 

 

SEQ 

ID NO 

Region Sequence 

Heavy Chain 

430 FR1 EVQLLESGGGLVQPGGSLRLSCAAS 

431 CDR1 GFTFTSYA 

432 FR2 MSWVRQAPGKGLEWVAT 

433 CDR2 ISHGGTYT 

434 FR3 YYADSVKGRFTISRDNAKNTLYLQMNSLRAEDTAMYYC 

435 CDR3 ARHPIYSGNYQGYFDY 

436 FR4 WGQGTLVTVSS 
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Clone 53.6 - VH amino acid sequence - CDRs in bold and 

underlined  

 

1        10        20        30        40        50 

EVQLLESGGGLVQPGGSLRLSCAASGFTFTSYAMSWVRQAPGKGLEWVAT 

 

         60        70        80        90        100 

ISHGGTYTYYPDSVKGRFTISRDNAKNTLYLQMNSLRAEDTAVYYCARHP 

 

         110       120 

IYSGNYQGYFDYWGQGTLVTVSS   (SEQ ID NO: 48) 

 

SEQ 

ID NO 

Region Sequence 

Heavy Chain 

437 FR1 EVQLLESGGGLVQPGGSLRLSCAAS 

438 CDR1 GFTFTSYA 

439 FR2 MSWVRQAPGKGLEWVAT 

440 CDR2 ISHGGTYT 

441 FR3 YYPDSVKGRFTISRDNAKNTLYLQMNSLRAEDTAVYYC 

442 CDR3 ARHPIYSGNYQGYFDY 

443 FR4 WGQGTLVTVSS 
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Clone 53.4 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

DIQLTQSPSFLSASVGDRVTITCRASSGVNYLYWYQQKPGKAPKLWIYFT 

 

         60        70        80        90        100 

SNLAPGVPSRFSGSGSGNEYTLTISSLQPEDFATYYCQQFTSSPYTFGGG 

 

 

TKLEIK   (SEQ ID NO: 49) 

 

SEQ 

ID NO 

Region Sequence 

Light Chain 

444 FR1 DIQLTQSPSFLSASVGDRVTITCRAS 

445 CDR1 SGVNY 

446 FR2 LYWYQQKPGKAPKLWIY 

447 CDR2 FTS 

448 FR3 NLAPGVPSRFSGSGSGNEYTLTISSLQPEDFATYYC 

449 CDR3 QQFTSSPYT 

450 FR4 FGGGTKLEIK 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Fig. 26H   

jehanna.huerto
Typewriter
61/94



Clone 53.5 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

DIQLTQSPSFLSASVGDRVTITCRASSGVNYIAWYQQKPGKAPKLWIYFT 

 

         60        70        80        90        100 

SNLAPGVPSRFSGSGSGNEYTLTISSLQPEDFATYYCQQFTSSPYTFGGG 

 

 

TKLEIK   (SEQ ID NO: 50) 

 

SEQ 

ID NO 

Region Sequence 

Light Chain 

451 FR1 DIQLTQSPSFLSASVGDRVTITCRAS 

452 CDR1 SGVNY 

453 FR2 IAWYQQKPGKAPKLWIY 

454 CDR2 FTS 

455 FR3 NLAPGVPSRFSGSGSGNEYTLTISSLQPEDFATYYC 

456 CDR3 QQFTSSPYT 

457 FR4 FGGGTKLEIK 
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Clone 53.6 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

DIQLTQSPSFLSASVGDRVTITCRASSGVNYIYWYQQKPGKAPKLWIYFT 

 

         60        70        80        90        100 

STLAPGVPSRFSGSGSGNEYTLTISSLQPEDFATYYCQQFTSSPYTFGGG 

 

 

TKLEIK   (SEQ ID NO: 51) 

 

SEQ 

ID NO 

Region Sequence 

Light Chain 

458 FR1 DIQLTQSPSFLSASVGDRVTITCRAS 

459 CDR1 SGVNY 

460 FR2 IYWYQQKPGKAPKLWIY 

461 CDR2 FTS 

462 FR3 TLAPGVPSRFSGSGSGNEYTLTISSLQPEDFATYYC 

463 CDR3 QQFTSSPYT 

464 FR4 FGGGTKLEIK 
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Clone 53.7 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

DIQLTQSPSFLSASVGDRVTITCRASSGVNYIYWYQQKPGKAPKLWIYFT 

 

         60        70        80        90        100 

SNLQPGVPSRFSGSGSGNEYTLTISSLQPEDFATYYCQQFTSSPYTFGGG 

 

 

TKLEIK   (SEQ ID NO: 52) 

 

SEQ 

ID NO 

Region Sequence 

Light Chain 

465 FR1 DIQLTQSPSFLSASVGDRVTITCRAS 

466 CDR1 SGVNY 

467 FR2 IYWYQQKPGKAPKLWIY 

468 CDR2 FTS 

469 FR3 NLQPGVPSRFSGSGSGNEYTLTISSLQPEDFATYYC 

470 CDR3 QQFTSSPYT 

471 FR4 FGGGTKLEIK 
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Clone 53.8 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

DIQLTQSPSFLSASVGDRVTITCRASSGVNYIYWYQQKPGKAPKLWIYFT 

 

         60        70        80        90        100 

SNLASGVPSRFSGSGSGNEYTLTISSLQPEDFATYYCQQFTSSPYTFGGG 

 

 

TKLEIK   (SEQ ID NO: 53) 

 

SEQ 

ID NO 

Region Sequence 

Light Chain 

472 FR1 DIQLTQSPSFLSASVGDRVTITCRAS 

473 CDR1 SGVNY 

474 FR2 IYWYQQKPGKAPKLWIY 

475 CDR2 FTS 

476 FR3 NLASGVPSRFSGSGSGNEYTLTISSLQPEDFATYYC 

477 CDR3 QQFTSSPYT 

478 FR4 FGGGTKLEIK 
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Clone 53.9 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

DIQLTQSPSFLSASVGDRVTITCRASSGVNYIYWYQQKPGKAPKLWIYFT 

 

         60        70        80        90        100 

SNLAPGVPSRFSGSGSGNEYTLTISSLQPEDFATYYCQQFTSSPYTFGQG 

 

 

TKLEIK   (SEQ ID NO: 54) 

 

SEQ 

ID NO 

Region Sequence 

Light Chain 

479 FR1 DIQLTQSPSFLSASVGDRVTITCRAS 

480 CDR1 SGVNY 

481 FR2 IYWYQQKPGKAPKLWIY 

482 CDR2 FTS 

483 FR3 NLAPGVPSRFSGSGSGNEYTLTISSLQPEDFATYYC 

484 CDR3 QQFTSSPYT 

485 FR4 FGQGTKLEIK 
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Clone 53.7 - VH amino acid sequence - CDRs in bold and 

underlined  

 

1        10        20        30        40        50 

EVQLLESGGGLVQPGGSLKLSCAASGFTFTSYAMSWVRQTPGKRLEWVAT 

 

         60        70        80        90        100 

ISHGGTYTYYPDSVKGRFTISRDNSKNTLYLQMSSLRSEDTAMYYCARHP 

 

         110       120 

IYSGNYQGYFDYWGQGTTLTVSS   (SEQ ID NO: 63) 

 

SEQ 

ID NO 

Region Sequence 

Heavy Chain 

486 FR1 EVQLLESGGGLVQPGGSLKLSCAAS 

487 CDR1 GFTFTSYA 

488 FR2 MSWVRQTPGKRLEWVAT 

489 CDR2 ISHGGTYT 

490 FR3 YYPDSVKGRFTISRDNSKNTLYLQMSSLRSEDTAMYYC 

491 CDR3 ARHPIYSGNYQGYFDY 

492 FR4 WGQGTTLTVSS 
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Clone 53.8 - VH amino acid sequence - CDRs in bold and 

underlined  

 

1        10        20        30        40        50 

EVQLLESGGGLVQPGGSLKLSCAASGFTFTSYAMSWVRQAPGKGLEWVAT 

 

         60        70        80        90        100 

ISHGGTYTYYPDSVKGRFTISRDNSKNTLYLQMSSLRAEDTAVYYCARHP 

 

         110       120 

IYSGNYQGYFDYWGQGTLVTVSS   (SEQ ID NO: 64) 

 

SEQ 

ID NO 

Region Sequence 

Heavy Chain 

493 FR1 EVQLLESGGGLVQPGGSLKLSCAAS 

494 CDR1 GFTFTSYA 

495 FR2 MSWVRQAPGKGLEWVAT 

496 CDR2 ISHGGTYT 

497 FR3 YYPDSVKGRFTISRDNSKNTLYLQMSSLRAEDTAVYYC 

498 CDR3 ARHPIYSGNYQGYFDY 

499 FR4 WGQGTLVTVSS 
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Clone 53.9 - VH amino acid sequence - CDRs in bold and 

underlined  

 

1        10        20        30        40        50 

EVQLLESGGGLVQPGGSLKLSCAASGFTFTSYAMSWVRQTPGKRLEWVAT 

 

         60        70        80        90        100 

ISHGGTYTYYPESVKGRFTISRDQSKNTLYLQMSSLRSEDTAVYYCARHP 

 

         110       120 

IYSGNYQGYFDYWGQGTTLTVSS   (SEQ ID NO: 65) 

 

SEQ 

ID NO 

Region Sequence 

Heavy Chain 

500 FR1 EVQLLESGGGLVQPGGSLKLSCAAS 

501 CDR1 GFTFTSYA 

502 FR2 MSWVRQTPGKRLEWVAT 

503 CDR2 ISHGGTYT 

504 FR3 YYPESVKGRFTISRDQSKNTLYLQMSSLRSEDTAVYYC 

505 CDR3 ARHPIYSGNYQGYFDY 

506 FR4 WGQGTTLTVSS 
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Clone 53.10 - VH amino acid sequence - CDRs in bold and 

underlined  

 

1        10        20        30        40        50 

EVQLLESGGGLVQPGGSLKLSCAASGFTFTSYAMSWVRQAPGKGLEWVAT 

 

         60        70        80        90        100 

ISHGGTYTYYPESVKGRFTISRDQSKNTLYLQMSSLRAEDTAVYYCARHP 

 

         110       120 

IYSGNYQGYFDYWGQGTLVTVSS   (SEQ ID NO: 66) 

 

SEQ 

ID NO 

Region Sequence 

Heavy Chain 

507 FR1 EVQLLESGGGLVQPGGSLKLSCAAS 

508 CDR1 GFTFTSYA 

509 FR2 MSWVRQAPGKGLEWVAT 

510 CDR2 ISHGGTYT 

511 FR3 YYPESVKGRFTISRDQSKNTLYLQMSSLRAEDTAVYYC 

512 CDR3 ARHPIYSGNYQGYFDY 

513 FR4 WGQGTLVTVSS 
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Clone 53.10 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

DIQLTQSPAIMSASVGDRVTMSCRASSGVNYIYWYQQKPGASPKLWIYFT 

 

         60        70        80        90        100 

SNLAPGVPARFSGSGSGNSYSLTISSMQGEDAATYYCQQFTSSPYTFGGG 

 

 

TKLEIK   (SEQ ID NO: 67) 

 

SEQ 

ID NO 

Region Sequence 

Light Chain 

514 FR1 DIQLTQSPAIMSASVGDRVTMSCRAS 

515 CDR1 SGVNY 

516 FR2 IYWYQQKPGASPKLWIY 

517 CDR2 FTS 

518 FR3 NLAPGVPARFSGSGSGNSYSLTISSMQGEDAATYYC 

519 CDR3 QQFTSSPYT 

520 FR4 FGGGTKLEIK 
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Clone 53.11 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

DIQLTQSPAILSASVGDRVTISCRASSGVNYIYWYQQKPGQSPKLWIYFT 

 

         60        70        80        90        100 

SNLAPGVPARFSGSGSGNSYSLTISSMQGEDAATYYCQQFTSSPYTFGGG 

 

 

TKLEIK   (SEQ ID NO: 68) 

 

SEQ 

ID NO 

Region Sequence 

Light Chain 

521 FR1 DIQLTQSPAILSASVGDRVTISCRAS 

522 CDR1 SGVNY 

523 FR2 IYWYQQKPGQSPKLWIY 

524 CDR2 FTS 

525 FR3 NLAPGVPARFSGSGSGNSYSLTISSMQGEDAATYYC 

526 CDR3 QQFTSSPYT 

527 FR4 FGGGTKLEIK 
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Clone 53.12 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

DIQLTQSPAILSASVGDRVTMSCRASSGVNYIYWYQQKPGASPKLWIYFT 

 

         60        70        80        90        100 

SNLAPGVPARFSGSGSGNSYSLTISSMQGEDAATYYCQQFTSSPYTFGGG 

 

 

TKLEIK   (SEQ ID NO: 69) 

 

SEQ 

ID NO 

Region Sequence 

Light Chain 

528 FR1 DIQLTQSPAILSASVGDRVTMSCRAS 

529 CDR1 SGVNY 

530 FR2 IYWYQQKPGASPKLWIY 

531 CDR2 FTS 

532 FR3 NLAPGVPARFSGSGSGNSYSLTISSMQGEDAATYYC 

533 CDR3 QQFTSSPYT 

534 FR4 FGGGTKLEIK 
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Clone 53.13 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

DIQLTQSPAILSASVGDRVTISCRASSGVNYIYWYQQKPGQSPKLWIYFT 

 

         60        70        80        90        100 

SNLAPGVPARFSGSGSGNSYSLTISSMQGEDAATYYCQQFTSSPYTFGGG 

 

 

TKLEIK   (SEQ ID NO: 70) 

 

SEQ 

ID NO 

Region Sequence 

Light Chain 

535 FR1 DIQLTQSPAILSASVGDRVTISCRAS 

536 CDR1 SGVNY 

537 FR2 IYWYQQKPGQSPKLWIY 

538 CDR2 FTS 

539 FR3 NLAPGVPARFSGSGSGNSYSLTISSMQGEDAATYYC 

540 CDR3 QQFTSSPYT 

541 FR4 FGGGTKLEIK 
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Clone 82.0 - VH amino acid sequence - CDRs in bold and 

underlined  

 

1        10        20        30        40        50 

EVKLEESGPEVVRPGVSVKISCKGSGYTFTDYAMHWVKQSHAKSLEWIGV 

 

         60        70        80        90        100 

ISTYNGNTKYNQKFKGKATMTVDKSSSTAYMELARLTSEDSAIYYCARFL 

 

         110       

SLRYFDVWGAGTTVTVSS   (SEQ ID NO: 55) 

 

 

Clone 82.0 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

DIVLTQSPAILSAPPGEKVTMTCRASSSVIYMYWYQQKPGSSPKPWIYAT 

 

         60        70        80        90        100 

SKLASGVPVRFSGSGSGTSYSLTISRVEAEDVATYYCQQWSSEPLTFGAG 

 

 

TKLELK   (SEQ ID NO: 56) 

 

SEQ 

ID NO 

Region Sequence 

Heavy Chain 

542 FR1 EVKLEESGPEVVRPGVSVKISCKGS 

543 CDR1 GYTFTDYA 

544 FR2 MHWVKQSHAKSLEWIGV 

545 CDR2 ISTYNGNT 

546 FR3 KYNQKFKGKATMTVDKSSSTAYMELARLTSEDSAIYYC 

547 CDR3 ARFLSLRYFDV 

548 FR4 WGAGTTVTVSS 

Light Chain 

549 FR1 DIVLTQSPAILSAPPGEKVTMTCRAS 

550 CDR1 SSVIY 

551 FR2 MYWYQQKPGSSPKPWIY 

552 CDR2 ATS 

553 FR3 KLASGVPVRFSGSGSGTSYSLTISRVEAEDVATYYC 

554 CDR3 QQWSSEPLT 

555 FR4 FGAGTKLELK 
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Clone 82.1 - VH amino acid sequence - CDRs in bold and 

underlined  

 

1        10        20        30        40        50 

QVKLVQSGAEVKKPGASVKVSCKASGYTFTDYAMHWVRQAPGQRLEWIGW 

 

         60        70        80        90        100 

ISTYNGNTKYSQKFQGRATMTVDKSASTAYMELSSLRSEDTAVYYCARFL 

 

         110       

SLRYFDVWGKGTTVTVSS   (SEQ ID NO: 57) 

 

 

Clone 82.1 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

DIQLTQSPSFLSASVGDRVTITCRASSSVIYLAWYQQKPGKAPKPWIYAT 

 

         60        70        80        90        100 

STLQSGVPSRFSGSGSGTEYTLTISSLQPEDFATYYCQQWSSEPLTFGGG 

 

 

TKVEIK   (SEQ ID NO: 58) 

 

SEQ 

ID NO 

Region Sequence 

Heavy Chain 

556 FR1 QVKLVQSGAEVKKPGASVKVSCKAS 

557 CDR1 GYTFTDYA 

558 FR2 MHWVRQAPGQRLEWIGW 

559 CDR2 ISTYNGNT 

560 FR3 KYSQKFQGRATMTVDKSASTAYMELSSLRSEDTAVYYC 

561 CDR3 ARFLSLRYFDV 

562 FR4 WGKGTTVTVSS 

Light Chain 

563 FR1 DIQLTQSPSFLSASVGDRVTITCRAS 

564 CDR1 SSVIY 

565 FR2 LAWYQQKPGKAPKPWIY 

566 CDR2 ATS 

567 FR3 TLQSGVPSRFSGSGSGTEYTLTISSLQPEDFATYYC 

568 CDR3 QQWSSEPLT 

569 FR4 FGGGTKVEIK 
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Clone 82.2 - VH amino acid sequence - CDRs in bold and 

underlined  

1        10        20        30        40        50 

QVKLVQSGAEVKKPGASVKVSCKGSGYTFTDYAMHWVRQAPGQRLEWIGV 

 

         60        70        80        90        100 

ISTYNGNTKYNQKFQGRATMTVDKSASTAYMELSSLRSEDTAIYYCARFL 

 

         110   

SLRYFDVWGAGTTVTVSS   (SEQ ID NO: 59) 

 

 

Clone 82.2 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

DIQLTQSPSFLSASVGDRVTITCRASSSVIYMYWYQQKPGKAPKPWIYAT 

 

         60        70        80        90        100 

SKLASGVPSRFSGSGSGTEYTLTISSLQPEDFATYYCQQWSSEPLTFGAG 

 

 

TKVEIK   (SEQ ID NO: 60) 

 

SEQ 

ID NO 

Region Sequence 

Heavy Chain 

570 FR1 QVKLVQSGAEVKKPGASVKVSCKGS 

571 CDR1 GYTFTDYA 

572 FR2 MHWVRQAPGQRLEWIGV 

573 CDR2 ISTYNGNT 

574 FR3 KYNQKFQGRATMTVDKSASTAYMELSSLRSEDTAIYYC 

575 CDR3 ARFLSLRYFDV 

576 FR4 WGAGTTVTVSS 

Light Chain 

577 FR1 DIQLTQSPSFLSASVGDRVTITCRAS 

578 CDR1 SSVIY 

579 FR2 MYWYQQKPGKAPKPWIY 

580 CDR2 ATS 

581 FR3 KLASGVPSRFSGSGSGTEYTLTISSLQPEDFATYYC 

582 CDR3 QQWSSEPLT 

583 FR4 FGAGTKVEIK 
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Clone 82.3 - VH amino acid sequence - CDRs in bold and 

underlined  

 

1        10        20        30        40        50 

QVKLVQSGPEVKVPGASVKVSCKGSGYTFTDYAMHWVRQAPGQSLEWIGV 

 

         60        70        80        90        100 

ISTYNGNTKYNQKFQGRATMTVDKSASTAYMELSRLRSEDTAIYYCARFL 

 

         110   

SLRYFDVWGAGTTVTVSS   (SEQ ID NO: 61) 

 

 

Clone 82.3 - VL amino acid sequence - CDRs in bold and 

underlined 

 

1        10        20        30        40        50 

DIQLTQSPSFLSASPGDRVTITCRASSSVIYMYWYQQKPGSAPKPWIYAT 

 

         60        70        80        90        100 

SKLASGVPVRFSGSGSGTSYTLTISRLQAEDFATYYCQQWSSEPLTFGAG 

 

 

TKVEIK   (SEQ ID NO: 62) 

 

SEQ 

ID NO 

Region Sequence 

Heavy Chain 

584 FR1 QVKLVQSGPEVKVPGASVKVSCKGS 

585 CDR1 GYTFTDYA 

586 FR2 MHWVRQAPGQSLEWIGV 

587 CDR2 ISTYNGNT 

588 FR3 KYNQKFQGRATMTVDKSASTAYMELSRLRSEDTAIYYC 

589 CDR3 ARFLSLRYFDV 

590 FR4 WGAGTTVTVSS 

Light Chain 

591 FR1 DIQLTQSPSFLSASPGDRVTITCRAS 

592 CDR1 SSVIY 

593 FR2 MYWYQQKPGSAPKPWIY 

594 CDR2 ATS 

595 FR3 KLASGVPVRFSGSGSGTSYTLTISRLQAEDFATYYC 

596 CDR3 QQWSSEPLT 

597 FR4 FGAGTKVEIK 
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SEQ ID 

NO 

Antibody Sequence 

598 12.0 VH 5'GAGGTGCAGCTGGAAGAGTCCGGCGGAGGCCTGGTGCAGCCCAAG

GGCAGCCTGAAGCTGAGCTGTGCCGCCAGCGGCATCAGCTTCAACGA

CGCCGCCATGAACTGGATCCGGCAGGCCCCTGGCGAGGGCCTGGAAT

GGGTGGCCCGGATCAGAAGCAAGATCAACGACTACGGCACCCACTAC

GCCGCCAGCGTGAAGGACCGGTTCACCATCAGCCGGGACGACAGCCA

GAATATCCTGTTCCTGCAGATGAACAACCTGAAAACCGAGGACACCG

GCATGTACTACTGCGTGATCGACGGCTACGGCAGCCTGGCCTACTGG

GGCCAGGGAACCCTGGTGACAGTGTCCGCC3' 

599 12.0 VL 5'GACATCGTGCTGACCCAGAGCCCCGCCATCATGAGCAGCAGCCCT

GGCGAGAAAGTGACCATGACCTGCCGGGCCAGCAGCAGCGTGATCAG

CAGCTACCTGCACTGGTATCAGCAGCGGAGCGGCGCCAGCCCCAAGC

TGTGGATCTACAGCACCAGCAGCCTGGCCAGCGGCGTGCCAGCCAGA

TTTTCTGGCAGCGGCAGCGGCACCTCCTTCAGCCTGACCATCAGCAG

CGTGGAAGCCGAGGACGCCGCCACCTACTACTGCCAGCAGTACAGCG

GCTACCCCCTGACCTTCGGAGCCGGCACCAAGCTGGAACTGAAG3' 

600 12.1 VH 5'GAGGTGCAGCTGGTGGAAAGCGGCGGAGGACTGGTGCAGCCTGGC

GGCAGCCTGAAGCTGTCTTGTGCCGCCAGCGGCATCAGCTTCAACGA

CGCCGCCATGCACTGGGTGCGCCAGGCCTCTGGCAAGGGCCTGGAAT

GGGTGGCCCGGATCAGAAGCAAGATCAACGACTACGGCACCGCCTAC

GCCGCCAGCGTGAAGGGCAGATTCACCATCAGCCGGGACGACAGCCA

GAACACCCTGTACCTGCAGATGAACAGCCTGAAAACCGAGGACACCG

CCGTGTACTACTGCGTGATCGACGGCTACGGCAGCCTGGCCTACTGG

GGCCAGGGAACCCTGGTGACAGTGTCCAGC3' 

601 12.1 VL 5'GAGATCGTGCTGACCCAGAGCCCCGCCACCCTGTCTCTGAGCCCT

GGCGAGAGAGCCACCCTGAGCTGCAGAGCCAGCAGCAGCGTGATCAG

CAGCTACCTGGCCTGGTATCAGCAGAAGCCCGGCCAGGCCCCCAGAC

TGTGGATCTACAGCACCAGCAACCGGGCCACCGGCATCCCCGCCAGA

TTTTCTGGCAGCGGCAGCGGCACCGACTTCACCCTGACCATCAGCAG

CCTGGAACCCGAGGACTTCGCCACCTACTACTGCCAGCAGTACAGCG

GCTACCCCCTGACCTTCGGCGGAGGCACCAAGGTGGAAATCAAG3' 
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SEQ ID 

NO 

Antibody Sequence 

602 12.2 VH 5'GAGGTGCAGCTGGTGGAAAGCGGCGGAGGACTGGTGCAGCCTGGC

GGCAGCCTGAAGCTGTCTTGTGCCGCCAGCGGCATCAGCTTCAACGA

CGCCGCCATGAACTGGATCCGGCAGGCCAGCGGCAAGGGCCTGGAAT

GGGTGGCCCGGATCAGAAGCAAGATCAACGACTACGGCACCCACTAC

GCCGCCAGCGTGAAGGGCCGGTTCACCATCAGCCGGGACGACAGCCA

GAACACCCTGTACCTGCAGATGAACAGCCTGAAAACCGAGGACACCG

CCATGTACTACTGCGTGATCGACGGCTACGGCAGCCTGGCCTACTGG

GGCCAGGGAACCCTGGTGACAGTGTCCAGC3' 

603 12.2 VL 5'GAGATCGTGCTGACCCAGAGCCCCGCCACCCTGTCTCTGAGCCCT

GGCGAGAGAGCCACCCTGAGCTGCAGAGCCAGCAGCAGCGTGATCAG

CAGCTACCTGCACTGGTATCAGCAGAAGCCCGGCCAGGCCCCCAGAC

TGTGGATCTACAGCACCAGCAGCCTGGCCAGCGGCATCCCCGCCAGA

TTTTCTGGCAGCGGCAGCGGCACCGACTTCACCCTGACCATCAGCTC

CCTGGAACCCGAGGACTTCGCCACCTACTACTGCCAGCAGTACAGCG

GCTACCCCCTGACCTTCGGAGCCGGCACCAAGGTGGAAATCAAG3' 

604 12.3 VH 5'GAGGTGCAGCTGGTGGAAAGCGGCGGAGGCCTGGTGCAGCCCAAG

GGCAGCCTGAAGCTGAGCTGTGCCGCCAGCGGCATCAGCTTCAACGA

CGCCGCCATGAACTGGATCCGGCAGGCCAGCGGCAAGGGCCTGGAAT

GGGTGGCCCGGATCAGAAGCAAGATCAACGACTACGGCACCCACTAC

GCCGCCAGCGTGAAGGACCGGTTCACCATCAGCCGGGACGACAGCCA

GAACATCCTGTACCTGCAGATGAACAACCTGAAAACCGAGGACACCG

CCATGTACTACTGCGTGATCGACGGCTACGGCAGCCTGGCCTACTGG

GGCCAGGGAACCCTGGTGACAGTGTCCAGC3' 

605 12.3 VL 5'GAGATCGTGCTGACCCAGAGCCCCGCCATCCTGAGCAGCTCTCCA

GGCGAGAGAGCCACCCTGAGCTGCAGAGCCAGCAGCAGCGTGATCAG

CAGCTACCTGCACTGGTATCAGCAGAAGCCTGGCGCCGCTCCCCGGC

TGTGGATCTACAGCACAAGCAGCCTGGCCAGCGGCATCCCCGCCAGA

TTTTCTGGCAGCGGCAGCGGCACCAGCTTCACCCTGACCATCAGCAG

CCTGGAAGCCGAGGACTTCGCCACCTACTACTGCCAGCAGTACAGCG

GCTACCCCCTGACCTTCGGAGCCGGCACCAAGGTGGAAATCAAG3' 
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SEQ ID 

NO 

Antibody Sequence 

606 135.0 VH 5'GAAGTGAAGCTGGAAGAGTCCGGCGGAGGCCTGGTGAAACCTGGCGGCA

GCCTGAAGCTGAGCTGCGCCGCCAGCGGCTTCACCTTCACCAGCTACGCCC

TGAGCTGGGTGCGCCAGACCCCCGAGAAGAGACTGGAATGGGTGGCCACCA

TCAGCCACGGCGGCAGCTACACCTACTACCCCGACAGCGTGAAGGGCCGGT

TCACCATCAGCAGAGACAACGCCAAGAACACCCTGAACCTGCAGATGAGCA

GCCTGCGGAGCGAGGACACCGCCATGTACTACTGCGCCAGGCACCCCTTCT

ACAGCGGCAACTACCAGGGCTACTTCGACTACTGGGGCCAGGGCACCCTGC

TGACCGTGTCCTCT3' 

607 135.0 VL 5'GACATCGTGCTGACCCAGAGCCCCGCCATCATGAGCGCCAGCCTGGGCG

AGAAAGTGACCATGAACTGCCGGGCCAACAGCGGCGTGAACTACATGTACT

GGTATCAGCAGAAGTCCGACGCCAGCCCCAAGCTGTGGATCTACTTCACCA

GCAACCTGGCCCCTGGCGTGCCCGCCAGATTTTCTGGCAGCGGCAGCGGCA

ACAGCTACAGCCTGACCATCAGCAGCATGGAAGGCGAGGACGCCGCCACCT

ACTACTGCCAGCAGTTCACCAGCAGCCCCTACACCTTCGGCGGAGGCACCA

AGCTGGAAATCAAG3' 

608 135.1 VH 5'GAGGTGCAGCTGGAAGAGTCCGGCGGAGGACTGGTGCAGCCTGGCGGCA

GCCTGAGACTGTCTTGCGCCGCCAGCGGCTTCACCTTCACCAGCTACGCCA

TGAGCTGGGTGCGCCAGGCCCCTGGCAAGGGACTGGAATGGGTGGCCGTGA

TCAGCCACGGCGGCAGCTACACCTACTACGCCGACAGCGTGAAGGGCCGGT

TCACCATCAGCCGGGACAACAGCAAGAACACCCTGTACCTGCAGATGAACA

GCCTGCGGGCCGAGGACACCGCCGTGTACTACTGCGCCAGACACCCCTTCT

ACAGCGGCAACTACCAGGGCTACTTCGACTACTGGGGCCAGGGCACCCTGG

TGACAGTGTCCAGC3' 

609 135.1 VL 5'GACATCCAGCTGACCCAGAGCCCCAGCTTCCTGAGCGCCAGCGTGGGCG

ACAGAGTGACCATCACCTGTCGGGCCAGCAGCGGCGTGAACTACCTGGCCT

GGTATCAGCAGAAGCCCGGCAAGGCCCCCAAGCTGTGGATCTACTTCACCA

GCACCCTGCAGAGCGGCGTGCCCAGCAGATTTTCTGGCAGCGGCAGCGGCA

ACGAGTACACCCTGACCATCAGCAGCCTGCAGTTCGAGGACTTCGCCACCT

ACTACTGCCAGCAGTTCACCAGCAGCCCCTACACCTTCGGCCAGGGCACCA

AGCTGGAAATCAAG3' 
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SEQ ID 

NO 

Antibody Sequence 

610 135.2 VH 5'GAGGTGCAGCTGGAAGAGTCCGGCGGAGGACTGGTGCAGCCTGGCGGCA

GCCTGAGACTGTCTTGCGCCGCCAGCGGCTTCACCTTCACCAGCTACGCCC

TGAGCTGGGTGCGCCAGGCCCCTGGCAAAGGACTGGAATGGGTGGCCACCA

TCAGCCACGGCGGCAGCTACACCTACTACCCCGACAGCGTGAAGGGCCGGT

TCACCATCAGCAGAGACAACAGCAAGAACACCCTGTACCTGCAGATGAACA

GCCTGCGGGCCGAGGACACCGCCGTGTACTACTGCGCCAGACACCCCTTCT

ACAGCGGCAACTACCAGGGCTACTTCGACTACTGGGGCCAGGGCACCCTGG

TGACAGTGTCCAGC3' 

611 135.2 VL 5'GACATCCAGCTGACCCAGAGCCCCAGCTTCCTGAGCGCCAGCGTGGGCG

ACAGAGTGACCATCACCTGTCGGGCCAACAGCGGCGTGAACTACATGTACT

GGTATCAGCAGAAGCCCGGCAAGGCCCCCAAGCTGTGGATCTACTTCACCA

GCAACCTGGCCCCTGGCGTGCCCAGCAGATTTTCTGGCAGCGGCAGCGGCA

ACGAGTACACCCTGACCATCAGCAGCCTGCAGTTCGAGGACTTCGCCACCT

ACTACTGCCAGCAGTTCACCAGCAGCCCCTACACCTTCGGCGGAGGCACCA

AGCTGGAAATCAAG3' 

612 135.3 VH 5'GAGGTGCAGCTGCTGGAAAGCGGCGGAGGACTGGTGCAGCCTGGCGGCA

GCCTGAGACTGTCTTGCGCCGCCAGCGGCTTCACCTTCACCAGCTACGCCC

TGAGCTGGGTGCGCCAGACCCCCGAGAAGAGACTGGAATGGGTGGCCACCA

TCAGCCACGGCGGCAGCTACACCTACTACCCCGACAGCGTGAAGGGCCGGT

TCACCATCAGCAGAGACAACAGCAAGAACACCCTGAACCTGCAGATGAGCA

GCCTGCGGGCCGAGGACACCGCCGTGTACTACTGCGCCAGGCACCCCTTCT

ACAGCGGCAACTACCAGGGCTACTTCGACTACTGGGGCCAGGGCACCCTGG

TGACAGTGTCCAGC3' 

613 135.3 VL 5'GACATCCAGCTGACCCAGAGCCCCAGCTTCCTGAGCGCCAGCGTGGGCG

ACAGAGTGACCATCACCTGTCGGGCCAACAGCGGCGTGAACTACATGTACT

GGTATCAGCAGAAGCCCGACGCCGCTCCCAAGCTGTGGATCTACTTCACCA

GCAACCTGGCCCCTGGCGTGCCCAGCAGATTTTCTGGCAGCGGCAGCGGCA

ACAGCTACACCCTGACCATCAGCAGCCTGCAGTTCGAGGACTTCGCCACCT

ACTACTGCCAGCAGTTCACCAGCAGCCCCTACACCTTCGGCGGAGGCACCA

AGCTGGAAATCAAG3' 
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SEQ ID 

NO 

Antibody Sequence 

614 4.0 VH 5'GAAGTGCAGCTGGAGGAGTCAGGGGGAGGCTTAGTGAAGCCTGGAGGGT

CCCTAAAACTCTCCTGTGCAGCCTCTGGATTCACTTTCAGTAATTATGCCA

TGTCTTGGGTTCGCCAGACTCCGGATAAGCGGCTGGAGTGGGTCGCAACCA

TTAGTAATGGTGGTAGTTACACCTACTATCCAGACACTGTGAAGGGTCGCT

TCACCATCTCCAGAGACAATGCCAAGAACACCCTGTCTCTGCAAATGAGCA

GTCTGAGGTCTGAGGACACGGCCATGTATTACTGTTCAAGACCCTCTGAGA

GATCCCATTACTACGCTACTAGCCAGTTTGCTTACTG 

GGGCCAAGGGACTCTGGTCACTGTCTCTGCA3' 

615 4.0 VL 5'GACATTGTGCTGACCCAGTCTCCAGGAATCATGTCTGCATCTCCAGGGG

AGAAAGTCACCATGACCTGCAGTGCCAGCTCAAGTGTAAGTTACATGCATT

GGTACCAGCAGAAGTCAGGCACCTCCCCCAAAAGATGGATTTATGACACAT

CCAAACTGGCTTCTGGAGTCCCTGCTCGCTTCAGTGGCAGTGGGTCTGGGA

CCTCTTACTCTCTCACAATCAGCAGCATGGAGGCTGAAGATGCTGCCACTT

ATTACTGCCAGCAGTGGAGTAGTAGCCCGCTCACGTTCGGTGCTGGGACCA

AGGTGGAGCTGAAA3' 

616 4.1 VH 5'GAGGTGCAGCTGCTGGAAAGCGGCGGAGGACTGGTGCAGCCTGGCGGCA

GCCTGAGACTGTCTTGCGCCGCCAGCGGCTTCACCTTCAGCAACTACGCCA

TGAGCTGGGTGCGCCAGGCCCCTGGCAAGGGACTGGAATGGGTGGCCGTGA

TCAGCAACGGCGGCAGCTACACCTACTACGCCGACAGCGTGAAGGGCCGGT

TCACCATCAGCCGGGACAACAGCAAGAACACCCTGTACCTGCAGATGAACA

GCCTGCGGGCCGAGGACACCGCCGTGTACTACTGCAGCCGGCCCAGCGAGC

GGAGCCACTACTACGCCACCAGCCAGTTCGCCTACTGGGGCCAGGGCACCC

TGGTGACAGTGTCCAGC3' 

617 4.1 VL 5'GAGATCGTGCTGACCCAGAGCCCCGCCACCCTGTCTCTGAGCCCTGGCG

AGAGAGCCACCCTGAGCTGCAGAGCCAGCAGCAGCGTGTCCTACCTGGCCT

GGTATCAGCAGAAGCCCGGCCAGGCCCCCAGACGGTGGATCTACGACACCA

GCAACCGGGCCACCGGCATCCCCGCCAGATTTTCTGGCAGCGGCAGCGGCA

CCGACTACACCCTGACCATCAGCAGCCTGGAACCCGAGGACTTCGCCGTGT

ACTACTGCCAGCAGTGGTCCAGCAGCCCCCTGACCTTCGGCGGAGGCACCA

AGGTGGAAATCAAG3' 
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SEQ ID 

NO 

Antibody Sequence 

618 4.2 VH 5'GAGGTGCAGCTGCTGGAAAGCGGCGGAGGACTGGTGCAGCCTGGCGGCA

GCCTGAGACTGTCTTGCGCCGCCAGCGGCTTCACCTTCAGCAACTACGCCA

TGAGCTGGGTGCGCCAGGCCCCTGGCAAGGGACTGGAATGGGTGGCCACCA

TCAGCAACGGCGGCAGCTACACCTACTACCCCGACAGCGTGAAGGGCCGGT

TCACCATCAGCCGGGACAACAGCAAGAACACCCTGTACCTGCAGATGAACA

GCCTGCGGGCCGAGGACACCGCCGTGTACTACTGCAGCCGGCCCAGCGAGC

GGAGCCACTACTACGCCACCAGCCAGTTCGCCTACTGGGGCCAGGGCACCC

TGGTGACAGTGTCCAGC3' 

619 4.2 VL 5'GAGATCGTGCTGACCCAGAGCCCCGCCACCCTGTCTCTGAGCCCTGGCG

AGAGAGCCACCCTGAGCTGTAGCGCCAGCAGCAGCGTGTCCTACATGCACT

GGTATCAGCAGAAGCCCGGCACCGCCCCCAGACGGTGGATCTACGATACCA

GCAAGCTGGCCAGCGGCATCCCCGCCAGATTTTCTGGCAGCGGCAGCGGCA

CCGACTACACCCTGACCATCAGCAGCCTGGAACCCGAGGACTTCGCCACCT

ACTACTGCCAGCAGTGGTCCAGCAGCCCCCTGACCTTCGGAGCCGGCACCA

AGGTGGAAATCAAG3' 

620 4.3 VH 5'GAGGTGCAGCTGGAAGAGTCCGGCGGAGGACTGGTGCAGCCTGGCGGCA

GCCTGAGACTGTCTTGCGCCGCCAGCGGCTTCACCTTCAGCAACTACGCCA

TGAGCTGGGTGCGCCAGACCCCCGACAAGCGGCTGGAATGGGTGGCCACCA

TCAGCAACGGCGGCAGCTACACCTACTACCCCGACAGCGTGAAGGGCCGGT

TCACCATCAGCCGGGACAACAGCAAGAACACCCTGTACCTGCAGATGAGCA

GCCTGCGGGCCGAGGACACCGCCGTGTACTACTGCAGCCGGCCCAGCGAGC

GGAGCCACTACTACGCCACCAGCCAGTTCGCCTACTGGGGCCAGGGCACCC

TGGTGACAGTGTCCAGC3' 

621 4.3 VL 5'GAGATCGTGCTGACCCAGAGCCCCGCCATCCTGAGCCTGTCTCCAGGCG

AGAGAGCCACCCTGAGCTGCAGCGCCAGCAGCAGCGTGTCCTACATGCACT

GGTATCAGCAGAAGCCCGGCCAGGCCCCCAGACGGTGGATCTACGATACCA

GCAAGCTGGCCAGCGGCATCCCCGCCAGATTTTCTGGCAGCGGCAGCGGCA

CCAGCTACACCCTGACCATCAGCAGCCTGGAAGCCGAGGACTTCGCCACCT

ACTACTGCCAGCAGTGGTCCAGCAGCCCCCTGACCTTCGGAGCCGGCACCA

AGGTGGAAATCAAG3' 
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SEQ ID 

NO 

Antibody Sequence 

622 4.4 VH 5'GAGGTGCAGCTGGTGGAAAGCGGCGGAGGCGTGAAGAAGCCTGGCGGCA

GCCTGAAGCTGAGCTGTGCCGCCAGCGGCTTCACCTTCAGCAACTACGCCA

TGAGCTGGGTCCGACAGACCCCCGGCAAGGGCCTGGAATGGGTGGCCACCA

TCAGCAACGGCGGCAGCTACACCTACTACCCCGACAGCTTCCAGGGCCGGT

TCACCATCAGCCGGGACAACGCCAAGAGCACCCTGAGCCTGCAGATGTCCA

GCCTGAAGTCCGAGGACACCGCCATGTACTACTGCAGCCGGCCCAGCGAGC

GGAGCCACTACTACGCCACCAGCCAGTTCGCCTACTGGGGCCAGGGCACCC

TGGTCACCGTGTCTGCT3' 

623 4.5 VH 5'GAGGTGCAGCTGGTGGAAAGCGGCGGAGGCGTGAAGAAGCCTGGCGGCA

GCCTGAAGCTGAGCTGTGCCGCCAGCGGCTTCACCTTCAGCAACTACGCCA

TGAGCTGGGTCCGACAGACCCCCGGCAAGGGCCTGGAATGGGTGGCCACCA

TCAGCAACGGCGGCAGCTACACCTACTACCCCGACAGCTTCCAGGGCCGGT

TCACCATCAGCCGGGACAACGCCAAGAGCACCCTGAGCCTGCAGATGTCCA

GCCTGAAGGCCGAGGACACCGCCATGTACTACTGCAGCCGGCCCAGCGAGC

GGAGCCACTACTACGCCACCAGCCAGTTCGCCTACTGGGGCCAGGGCACCC

TGGTCACCGTGTCCTCT3' 

624 4.6 VH 5'GAGGTGCAGCTGGTGGAAAGCGGCGGAGGCGTGAAGAAGCCTGGCGGCA

GCCTGAAGCTGAGCTGTGCCGCCAGCGGCTTCACCTTCAGCAACTACGCCA

TGAGCTGGGTCCGACAGACCCCCGGCAAGGGCCTGGAATGGGTGGCCACAA

TCAGCCAGGGCGGCAGCTACACCTACTACCCCGAGAGCTTCCAGGGCCGGT

TCACCATCAGCCGGGACCAGGCCAAGAGCACCCTGAGCCTGCAGATGTCCA

GCCTGAAGTCCGAGGACACCGCCATGTACTACTGCAGCCGGCCCAGCGAGC

GGAGCCACTACTACGCCACCAGCCAGTTCGCCTACTGGGGCCAGGGCACCC

TGGTCACCGTGTCTGCT3' 

625 4.7 VH 5'GAGGTGCAGCTGCTGGAAAGCGGCGGAGGACTGGTGCAGCCTGGCGGCA

GCCTGAGACTGTCTTGCGCCGCCAGCGGCTTCACCTTCAGCAACTACGCCA

TGAGCTGGGTGCGCCAGGCCCCTGGCAAGGGACTGGAATGGGTGGCCACCA

TCAGCCAGGGTGGCAGCTACACCTACTACCCCGACAGCGTGAAGGGCCGGT

TCACCATCAGCCGGGACAACAGCAAGAACACCCTGTACCTGCAGATGAACA

GCCTGCGGGCCGAGGACACCGCCGTGTACTACTGCAGCCGGCCCAGCGAGC

GGAGCCACTACTACGCCACCAGCCAGTTCGCCTACTGGGGCCAGGGCACCC

TGGTGACAGTGTCCAGC3' 
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626 4.8 VH 5'GAGGTGCAGCTGCTGGAAAGCGGCGGAGGACTGGTGCAGCCTGGCGGCA

GCCTGAGACTGTCTTGCGCCGCCAGCGGCTTCACCTTCAGCAACTACGCCA

TGAGCTGGGTGCGCCAGGCCCCTGGCAAGGGACTGGAATGGGTGGCCACCA

TCAGCAATCTGGGCAGCTACACCTACTACCCCGACAGCGTGAAGGGCCGGT

TCACCATCAGCCGGGACAACAGCAAGAACACCCTGTACCTGCAGATGAACA

GCCTGCGGGCCGAGGACACCGCCGTGTACTACTGCAGCCGGCCCAGCGAGC

GGAGCCACTACTACGCCACCAGCCAGTTCGCCTACTGGGGCCAGGGCACCC

TGGTGACAGTGTCCAGC3' 

627 4.9 VH 5'GAGGTGCAGCTGCTGGAAAGCGGCGGAGGACTGGTGCAGCCTGGCGGCA

GCCTGAGACTGTCTTGCGCCGCCAGCGGCTTCACCTTCAGCAACTACGCCA

TGAGCTGGGTGCGCCAGGCCCCTGGCAAGGGACTGGAATGGGTGGCCACCA

TCAGCAATTCAGGCAGCTACACCTACTACCCCGACAGCGTGAAGGGCCGGT

TCACCATCAGCCGGGACAACAGCAAGAACACCCTGTACCTGCAGATGAACA

GCCTGCGGGCCGAGGACACCGCCGTGTACTACTGCAGCCGGCCCAGCGAGC

GGAGCCACTACTACGCCACCAGCCAGTTCGCCTACTGGGGCCAGGGCACCC

TGGTGACAGTGTCCAGC3' 

628 4.10 VH 5'GAGGTGCAGCTGCTGGAAAGCGGCGGAGGACTGGTGCAGCCTGGCGGCA

GCCTGAGACTGTCTTGCGCCGCCAGCGGCTTCACCTTCAGCAACTACGCCA

TGAGCTGGGTGCGCCAGGCCCCTGGCAAGGGACTGGAATGGGTGGCCACCA

TCAGCGACGGTGGCAGCTACACCTACTACCCCGACAGCGTGAAGGGCCGGT

TCACCATCAGCCGGGACAACAGCAAGAACACCCTGTACCTGCAGATGAACA

GCCTGCGGGCCGAGGACACCGCCGTGTACTACTGCAGCCGGCCCAGCGAGC

GGAGCCACTACTACGCCACCAGCCAGTTCGCCTACTGGGGCCAGGGCACCC

TGGTGACAGTGTCCAGC3' 

629 4.11 VH 5'GAGGTGCAGCTGCTGGAAAGCGGCGGAGGACTGGTGCAGCCTGGCGGCA

GCCTGAGACTGTCTTGCGCCGCCAGCGGCTTCACCTTCAGCAACTACGCCA

TGAGCTGGGTGCGCCAGGCCCCTGGCAAGGGACTGGAATGGGTGGCCACCA

TCAGCAATGTCGGCAGCTACACCTACTACCCCGACAGCGTGAAGGGCCGGT

TCACCATCAGCCGGGACAACAGCAAGAACACCCTGTACCTGCAGATGAACA

GCCTGCGGGCCGAGGACACCGCCGTGTACTACTGCAGCCGGCCCAGCGAGC

GGAGCCACTACTACGCCACCAGCCAGTTCGCCTACTGGGGCCAGGGCACCC

TGGTGACAGTGTCCAGC3' 
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630 4.4 VL 5'GACATCGTGCTGACCCAGAGCCCCGGCAGCCTGTCTGCCAGCGTGGGCG

ACAGAGTGACCATGACCTGCAGCGCCAGCAGCAGCGTGTCCTACATGCACT

GGTATCAGCAGAAGCCCGGCACCAGCCCCAAGCGGTGGATCTACGACACCA

GCAAGCTGGCCAGCGGCGTGCCCGCCAGATTTTCTGGCAGCGGCAGCGGCA

CCAGCTACAGCCTGACCATCAGCAGCCTGCAGCCCGAGGACGCCGCCACCT

ACTACTGCCAGCAGTGGTCCAGCAGCCCCCTGACCTTTGGAGCCGGCACCA

AGGTGGAACTGAAG3' 

631 4.5 VL 5'GACATCGTGCTGACCCAGAGCCCCAGCAGCCTGAGCGCCAGCGTGGGCG

ACAGAGTGACCATCACCTGTAGCGCCAGCAGCAGCGTGTCCTACATGCACT

GGTATCAGCAGAAGCCCGGCACCAGCCCCAAGCGGTGGATCTACGACACCA

GCAAGCTGGCCAGCGGCGTGCCCGCCAGATTTTCTGGCAGCGGCAGCGGCA

CCAGCTACAGCCTGACCATCAGCAGCCTGCAGCCCGAGGACGCCGCCACCT

ACTACTGCCAGCAGTGGTCCAGCAGCCCCCTGACCTTTGGAGCCGGCACCA

AGGTGGAAATCAAG3' 

632 4.6 VL 5'GACATCGTGCTGACCCAGAGCCCCAGCAGCCTGAGCGCCAGCGTGGGCG

ACAGAGTGACCATCACCTGTAGCGCCAGCAGCAGCGTGTCCTACATGCACT

GGTATCAGCAGAAGCCCGGCCAGTCCCCCAAGCGGTGGATCTACGACACCA

GCAAGCTGGCCAGCGGCGTGCCCGCCAGATTTTCTGGCAGCGGCAGCGGCA

CCAGCTACAGCCTGACCATCAGCAGCCTGCAGCCCGAGGACGCCGCCACCT

ACTACTGCCAGCAGTGGTCCAGCAGCCCCCTGACCTTTGGAGCCGGCACCA

AGGTGGAAATCAAG3' 

633 4.7 VL 5'GACATCCAGCTGACCCAGAGCCCCGGCAGCCTGTCTGCCAGCGTGGGCG

ACAGAGTGACCATGACCTGCAGCGCCAGCAGCAGCGTGTCCTACATGCACT

GGTATCAGCAGAAGCCCGGCACCAGCCCCAAGCGGTGGATCTACGACACCA

GCAAGCTGGCCAGCGGCGTGCCCGCCAGATTTTCTGGCAGCGGCAGCGGCA

CCAGCTACAGCCTGACCATCAGCAGCCTGCAGCCCGAGGACGCCGCCACCT

ACTACTGCCAGCAGTGGTCCAGCAGCCCCCTGACCTTTGGAGCCGGCACCA

AGGTGGAACTGAAG3' 
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634 53.0 VH 5'GAGGTTCAGCTGGAGGAGTCAGGGGGAGGCTTAGTGAAGCCTGGAGGGT

CCCTGAAACTCTCCTGTGCAGCCTCTGGATTCACTTTCACTAGCTATGCCA

TGTCTTGGGTTCGCCAGACTCCGGAGAAGAGGCTGGAGTGGGTCGCAACCA

TTAGTCATGGTGGTACTTACACCTACTATCCAGACAGTGTGAAGGGACGAT

TCACCATCTCCAGAGACAATGCCAAGAACACCCTGTACCTGCAAATGAGCA

GTCTGAGGTCTGAGGACACGGCCATGTATTACTGTGCAAGACATCCTATCT

ACTCTGGTAACTACCAGGGATACTTTGACTACTGG 

GGCCAAGGCACCACTCTCACAGTCTCCTCA3' 

635 53.0 VL 5'GACATTGTGCTCACCCAGTCTCCAGCAATCATGTCTGCATCTCTAGGGG

AGAAGGTCACCATGAGCTGCAGGGCCAGCTCAGGTGTAAATTACATATACT

GGTACCAGCAGAAGTCAGATGCCTCCCCCAAACTATGGATTTATTTCACAT

CCAACCTGGCTCCTGGAGTCCCAGCTCGCTTCAGTGGCAGTGGGTCTGGGA

ACTCTTATTCTCTCACAATCAGCAGCATGGAGGGTGAAGATGCTGCCACTT

ATTACTGCCAGCAGTTTACTAGTTCCCCGTACACGTTCGGAGGGGGGACCA

AGCTGGAAATAAAA3' 

636 53.1 VH 5'GAGGTGCAGCTGCTGGAAAGCGGCGGAGGACTGGTGCAGCCTGGCGGCA

GCCTGAGACTGTCTTGCGCCGCCAGCGGCTTCACCTTCACCAGCTACGCCA

TGAGCTGGGTGCGCCAGGCCCCTGGCAAGGGACTGGAATGGGTGGCCGTGA

TCAGCCACGGCGGCACCTACACCTACTACGCCGACAGCGTGAAGGGCCGGT

TCACCATCAGCCGGGACAACGCCAAGAACACCCTGTACCTGCAGATGAACA

GCCTGCGGGCCGAGGACACCGCCGTGTACTACTGCGCCAGACACCCCATCT

ACAGCGGCAACTACCAGGGCTACTTCGACTACTGGGGCCAGGGCACCCTGG

TGACAGTGTCCAGC3' 

637 53.1 VL 5'GACATCCAGCTGACCCAGAGCCCCAGCTTCCTGAGCGCCAGCGTGGGCG

ACAGAGTGACCATCACCTGTCGGGCCAGCAGCGGCGTGAACTACCTGGCCT

GGTATCAGCAGAAGCCCGGCAAGGCCCCCAAGCTGTGGATCTACTTCACCA

GCACCCTGCAGAGCGGCGTGCCCAGCAGATTTTCTGGCAGCGGCAGCGGCA

ACGAGTACACCCTGACCATCAGCAGCCTGCAGCCCGAGGACTTCGCCACCT

ACTACTGCCAGCAGTTCACCAGCAGCCCCTACACCTTCGGCCAGGGCACCA

AGCTGGAAATCAAG3' 
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638 53.2 VH 5'GAGGTGCAGCTGCTGGAAAGCGGCGGAGGACTGGTGCAGCCTGGCGGCA

GCCTGAGACTGTCTTGCGCCGCCAGCGGCTTCACCTTCACCAGCTACGCCA

TGAGCTGGGTGCGCCAGGCCCCTGGCAAGGGACTGGAATGGGTGGCCACAA

TCAGCCACGGCGGCACCTACACCTACTACCCCGACAGCGTGAAGGGCCGGT

TCACCATCAGCCGGGACAACGCCAAGAACACCCTGTACCTGCAGATGAACA

GCCTGCGGGCCGAGGACACCGCCATGTACTACTGCGCCAGACACCCCATCT

ACAGCGGCAACTACCAGGGCTACTTCGACTACTGGGGCCAGGGCACCCTGG

TGACAGTGTCCAGC3' 

639 53.2 VL 5'GACATCCAGCTGACCCAGAGCCCCAGCTTCCTGAGCGCCAGCGTGGGCG

ACAGAGTGACCATCACCTGTCGGGCCAGCAGCGGCGTGAACTACATCTACT

GGTATCAGCAGAAGCCCGGCAAGGCCCCCAAGCTGTGGATCTACTTCACCA

GCAACCTGGCCCCTGGCGTGCCCAGCAGATTTTCTGGCAGCGGCAGCGGCA

ACGAGTACACCCTGACCATCAGCAGCCTGCAGCCCGAGGACTTCGCCACCT

ACTACTGCCAGCAGTTCACCAGCAGCCCCTACACCTTCGGCGGAGGCACCA

AGCTGGAAATCAAG3' 

640 53.3 VH 5'GAGGTGCAGCTGGAAGAGTCCGGCGGAGGACTGGTGCAGCCTGGCGGCA

GCCTGAGACTGTCTTGCGCCGCCAGCGGCTTCACCTTCACCAGCTACGCCA

TGAGCTGGGTGCGCCAGACCCCCGAGAAGCGGCTGGAATGGGTGGCCACAA

TCAGCCACGGCGGCACCTACACCTACTACCCCGACAGCGTGAAGGGCCGGT

TCACCATCAGCCGGGACAACGCCAAGAACACCCTGTACCTGCAGATGAACA

GCCTGCGGGCCGAGGACACCGCCATGTACTACTGCGCCAGGCACCCCATCT

ACAGCGGCAACTACCAGGGCTACTTCGACTACTGGGGCCAGGGCACCACCG

TGACCGTGTCCTCT3' 

641 53.3 VL 5'GACATCCAGCTGACCCAGAGCCCCAGCTTCCTGAGCGCCAGCGTGGGCG

ACAGAGTGACCATCACCTGTCGGGCCAGCAGCGGCGTGAACTACATCTACT

GGTATCAGCAGAAGCCCGACGCCGCTCCCAAGCTGTGGATCTACTTCACCA

GCAACCTGGCCCCTGGCGTGCCCAGCAGATTTTCTGGCAGCGGCAGCGGCA

ACAGCTACACCCTGACCATCAGCAGCCTGCAGCCCGAGGACTTCGCCACCT

ACTACTGCCAGCAGTTCACCAGCAGCCCCTACACCTTCGGCGGAGGCACCA

AGCTGGAAATCAAG3' 

 

 

 

 

 

 

 

 

 

Fig. 28K  

jehanna.huerto
Typewriter
89/94



SEQ ID 

NO 

Antibody Sequence 

642 53.4 VH 5'GAGGTGCAGCTGCTGGAAAGCGGCGGAGGACTGGTGCAGCCTGGCGGCA

GCCTGAGACTGTCTTGCGCCGCCAGCGGCTTCACCTTCACCAGCTACGCCA

TGAGCTGGGTGCGCCAGGCCCCTGGCAAGGGACTGGAATGGGTGGCCGTAA

TCAGCCACGGCGGCACCTACACCTACTACCCCGACAGCGTGAAGGGCCGGT

TCACCATCAGCCGGGACAACGCCAAGAACACCCTGTACCTGCAGATGAACA

GCCTGCGGGCCGAGGACACCGCCATGTACTACTGCGCCAGACACCCCATCT

ACAGCGGCAACTACCAGGGCTACTTCGACTACTGGGGCCAGGGCACCCTGG

TGACAGTGTCCAGC3' 

643 53.5 VH 5'GAGGTGCAGCTGCTGGAAAGCGGCGGAGGACTGGTGCAGCCTGGCGGCA

GCCTGAGACTGTCTTGCGCCGCCAGCGGCTTCACCTTCACCAGCTACGCCA

TGAGCTGGGTGCGCCAGGCCCCTGGCAAGGGACTGGAATGGGTGGCCACAA

TCAGCCACGGCGGCACCTACACCTACTACGCCGACAGCGTGAAGGGCCGGT

TCACCATCAGCCGGGACAACGCCAAGAACACCCTGTACCTGCAGATGAACA

GCCTGCGGGCCGAGGACACCGCCATGTACTACTGCGCCAGACACCCCATCT

ACAGCGGCAACTACCAGGGCTACTTCGACTACTGGGGCCAGGGCACCCTGG

TGACAGTGTCCAGC3' 

644 53.6 VH 5'GAGGTGCAGCTGCTGGAAAGCGGCGGAGGACTGGTGCAGCCTGGCGGCA

GCCTGAGACTGTCTTGCGCCGCCAGCGGCTTCACCTTCACCAGCTACGCCA

TGAGCTGGGTGCGCCAGGCCCCTGGCAAGGGACTGGAATGGGTGGCCACAA

TCAGCCACGGCGGCACCTACACCTACTACCCCGACAGCGTGAAGGGCCGGT

TCACCATCAGCCGGGACAACGCCAAGAACACCCTGTACCTGCAGGTGAACA

GCCTGCGGGCCGAGGACACCGCCATGTACTACTGCGCCAGACACCCCATCT

ACAGCGGCAACTACCAGGGCTACTTCGACTACTGGGGCCAGGGCACCCTGG

TGACAGTGTCCAGC3' 
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645 53.4 VL 5'GACATCCAGCTGACCCAGAGCCCCAGCTTCCTGAGCGCCAGCGTGGGCG

ACAGAGTGACCATCACCTGTCGGGCCAGCAGCGGCGTGAACTACCTCTACT

GGTATCAGCAGAAGCCCGGCAAGGCCCCCAAGCTGTGGATCTACTTCACCA

GCAACCTGGCCCCTGGCGTGCCCAGCAGATTTTCTGGCAGCGGCAGCGGCA

ACGAGTACACCCTGACCATCAGCAGCCTGCAGCCCGAGGACTTCGCCACCT

ACTACTGCCAGCAGTTCACCAGCAGCCCCTACACCTTCGGCGGAGGCACCA

AGCTGGAAATCAAG3' 

646 53.5 VL 5'GACATCCAGCTGACCCAGAGCCCCAGCTTCCTGAGCGCCAGCGTGGGCG

ACAGAGTGACCATCACCTGTCGGGCCAGCAGCGGCGTGAACTACATCGCCT

GGTATCAGCAGAAGCCCGGCAAGGCCCCCAAGCTGTGGATCTACTTCACCA

GCAACCTGGCCCCTGGCGTGCCCAGCAGATTTTCTGGCAGCGGCAGCGGCA

ACGAGTACACCCTGACCATCAGCAGCCTGCAGCCCGAGGACTTCGCCACCT

ACTACTGCCAGCAGTTCACCAGCAGCCCCTACACCTTCGGCGGAGGCACCA

AGCTGGAAATCAAG3' 

647 53.6 VL 5'GACATCCAGCTGACCCAGAGCCCCAGCTTCCTGAGCGCCAGCGTGGGCG

ACAGAGTGACCATCACCTGTCGGGCCAGCAGCGGCGTGAACTACATCTACT

GGTATCAGCAGAAGCCCGGCAAGGCCCCCAAGCTGTGGATCTACTTCACCA

GCACCCTGGCCCCTGGCGTGCCCAGCAGATTTTCTGGCAGCGGCAGCGGCA

ACGAGTACACCCTGACCATCAGCAGCCTGCAGCCCGAGGACTTCGCCACCT

ACTACTGCCAGCAGTTCACCAGCAGCCCCTACACCTTCGGCGGAGGCACCA

AGCTGGAAATCAAG3' 

648 53.7 VL 5'GACATCCAGCTGACCCAGAGCCCCAGCTTCCTGAGCGCCAGCGTGGGCG

ACAGAGTGACCATCACCTGTCGGGCCAGCAGCGGCGTGAACTACATCTACT

GGTATCAGCAGAAGCCCGGCAAGGCCCCCAAGCTGTGGATCTACTTCACCA

GCAACCTGCAACCTGGCGTGCCCAGCAGATTTTCTGGCAGCGGCAGCGGCA

ACGAGTACACCCTGACCATCAGCAGCCTGCAGCCCGAGGACTTCGCCACCT

ACTACTGCCAGCAGTTCACCAGCAGCCCCTACACCTTCGGCGGAGGCACCA

AGCTGGAAATCAAG3' 
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649 53.8 VL 5'GACATCCAGCTGACCCAGAGCCCCAGCTTCCTGAGCGCCAGCGTGGGCG

ACAGAGTGACCATCACCTGTCGGGCCAGCAGCGGCGTGAACTACATCTACT

GGTATCAGCAGAAGCCCGGCAAGGCCCCCAAGCTGTGGATCTACTTCACCA

GCAACCTGGCCTCTGGCGTGCCCAGCAGATTTTCTGGCAGCGGCAGCGGCA

ACGAGTACACCCTGACCATCAGCAGCCTGCAGCCCGAGGACTTCGCCACCT

ACTACTGCCAGCAGTTCACCAGCAGCCCCTACACCTTCGGCGGAGGCACCA

AGCTGGAAATCAAG3' 

650 53.9 VL 5'GACATCCAGCTGACCCAGAGCCCCAGCTTCCTGAGCGCCAGCGTGGGCG

ACAGAGTGACCATCACCTGTCGGGCCAGCAGCGGCGTGAACTACATCTACT

GGTATCAGCAGAAGCCCGGCAAGGCCCCCAAGCTGTGGATCTACTTCACCA

GCAACCTGGCCCCTGGCGTGCCCAGCAGATTTTCTGGCAGCGGCAGCGGCA

ACGAGTACACCCTGACCATCAGCAGCCTGCAGCCCGAGGACTTCGCCACCT

ACTACTGCCAGCAGTTCACCAGCAGCCCCTACACCTTCGGCCAAGGCACCA

AGCTGGAAATCAAG3' 
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651 82.0 VH 5'GAAGTGAAGCTGGAAGAGTCCGGCCCTGAGGTGGTGCGCCCTGGCGTGT

CCGTGAAGATCAGCTGCAAGGGCAGCGGCTACACCTTCACCGACTACGCCA

TGCACTGGGTGAAACAGAGCCACGCCAAGAGCCTGGAATGGATCGGCGTGA

TCAGCACCTACAACGGCAACACCAAGTACAACCAGAAGTTCAAGGGCAAGG

CCACCATGACCGTGGACAAGAGCAGCAGCACCGCCTACATGGAACTGGCCC

GGCTGACCAGCGAGGACAGCGCCATCTACTACTGCGCCCGGTTCCTGAGCC

TGCGGTACTTCGATGTGTGGGGAGCCGGCACCACCGTGACCGTGTCTAGC3

' 

652 82.0 VL 5'GACATCGTGCTGACCCAGAGCCCCGCCATCCTGTCTGCCCCCCCTGGCG

AGAAAGTGACCATGACCTGCCGGGCCAGCAGCAGCGTGATCTACATGTACT

GGTATCAGCAGAAGCCCGGCAGCAGCCCCAAGCCCTGGATCTACGCCACCA

GCAAGCTGGCCAGCGGCGTGCCAGTGCGGTTTAGCGGCAGCGGCTCTGGCA

CCAGCTACAGCCTGACCATCAGCCGGGTGGAAGCCGAGGACGTGGCCACCT

ACTACTGCCAGCAGTGGTCCAGCGAGCCCCTGACCTTCGGAGCCGGCACCA

AGCTGGAACTGAAG3' 

653 82.1 VH 5'CAGGTGAAACTGGTGCAGTCTGGCGCCGAAGTGAAGAAACCTGGCGCCA

GCGTGAAGGTGTCCTGCAAGGCCAGCGGCTACACCTTCACCGACTACGCCA

TGCACTGGGTGCGCCAGGCCCCTGGCCAGAGACTGGAATGGATCGGCTGGA

TCAGCACCTACAACGGCAACACCAAGTACAGCCAGAAGTTCCAGGGCAGAG

CCACCATGACCGTGGACAAGAGCGCCAGCACCGCCTACATGGAACTGAGCA

GCCTGCGGAGCGAGGACACCGCCGTGTACTACTGCGCCCGGTTCCTGAGCC

TGCGGTACTTCGACGTGTGGGGCAAGGGCACCACCGTGACCGTGTCCAGC3

' 

654 82.1 VL 5'GACATCCAGCTGACCCAGAGCCCCAGCTTCCTGAGCGCCAGCGTGGGCG

ACAGAGTGACCATCACCTGTCGGGCCAGCAGCAGCGTGATCTACCTGGCCT

GGTATCAGCAGAAGCCCGGCAAGGCCCCCAAGCCCTGGATCTACGCCACCA

GCACACTGCAGAGCGGCGTGCCCAGCAGATTCAGCGGCAGCGGCTCTGGCA

CCGAGTACACCCTGACCATCAGCAGCCTGCAGCCCGAGGACTTCGCCACCT

ACTACTGCCAGCAGTGGTCCAGCGAGCCCCTGACCTTCGGCGGAGGCACCA

AGGTGGAAATCAAG3' 

 

 

 

 

 

 

 

 

 

Fig. 28O  

jehanna.huerto
Typewriter
93/94



SEQ ID 

NO 

Antibody Sequence 

655 82.2 VH 5'CAGGTGAAACTGGTGCAGTCTGGCGCCGAAGTGAAGAAACCTGGCGCCA

GCGTGAAGGTGTCCTGCAAGGGCAGCGGCTACACCTTCACCGACTACGCCA

TGCACTGGGTGCGCCAGGCCCCTGGCCAGAGACTGGAATGGATCGGCGTGA

TCAGCACCTACAACGGCAACACCAAGTACAACCAGAAGTTCCAGGGCAGAG

CCACCATGACCGTGGACAAGAGCGCCAGCACCGCCTACATGGAACTGAGCA

GCCTGCGGAGCGAGGACACCGCCATCTACTACTGCGCCCGGTTCCTGAGCC

TGCGGTACTTCGATGTGTGGGGAGCCGGCACCACCGTGACCGTGTCTAGC3

' 

656 82.2 VL 5'GACATCCAGCTGACCCAGAGCCCCAGCTTCCTGAGCGCCAGCGTGGGCG

ACAGAGTGACCATCACCTGTCGGGCCAGCAGCAGCGTGATCTACATGTACT

GGTATCAGCAGAAGCCCGGCAAGGCCCCCAAGCCCTGGATCTACGCCACCA

GCAAGCTGGCCAGCGGCGTGCCCAGCAGATTTTCTGGCAGCGGCAGCGGCA

CCGAGTACACCCTGACCATCAGCAGCCTGCAGCCCGAGGACTTCGCCACCT

ACTACTGCCAGCAGTGGTCCAGCGAGCCCCTGACCTTCGGAGCCGGCACCA

AGGTGGAAATCAAG3' 

657 82.3 VH 5'CAGGTGAAACTGGTGCAGAGCGGCCCTGAAGTGAAGGTGCCAGGCGCCA

GCGTGAAGGTGTCCTGCAAGGGCAGCGGCTACACCTTCACCGACTACGCCA

TGCACTGGGTGCGCCAGGCCCCTGGCCAGAGCCTGGAATGGATCGGCGTGA

TCAGCACCTACAACGGCAACACCAAGTACAACCAGAAGTTCCAGGGCAGAG

CCACCATGACCGTGGACAAGAGCGCCAGCACCGCCTACATGGAACTGAGCC

GGCTGCGGAGCGAGGACACCGCCATCTACTACTGCGCCCGGTTCCTGAGCC

TGCGGTACTTCGATGTGTGGGGAGCCGGCACCACCGTGACCGTGTCTAGC3

' 

658 82.3 VL 5'GACATCCAGCTGACCCAGAGCCCCAGCTTCCTGAGCGCCAGCCCTGGCG

ACAGAGTGACCATCACCTGTCGGGCCAGCAGCAGCGTGATCTACATGTACT

GGTATCAGCAGAAGCCCGGCAGCGCCCCCAAGCCCTGGATCTACGCCACAA

GCAAGCTGGCCAGCGGCGTGCCCGTGCGGTTTAGCGGCTCTGGCAGCGGCA

CCAGCTACACCCTGACCATCAGCCGGCTGCAGGCCGAGGACTTCGCCACCT

ACTACTGCCAGCAGTGGTCCAGCGAGCCCCTGACCTTCGGAGCCGGCACCA

AGGTGGAAATCAAG3' 
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