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Sequence Listing

110> Tatsuji, Seki and Kazuhito, Fujiyama

{120> Methods for production of glycoproteins
. having buman-type sugar chains

<130> 1198080401

150> JP P1598-350584

151> 1998-12-09

160> 6
<170> PatentIn Ver. 2.0

(@31

al 131

<212> BNA

213> Arlificial Sequence

220

223> Description of Artificial Sequemce: primer h6T-5Eco

<4003 | ' |

aaagaatlcg cgatgecagg cgegegleee t . . 31

<200 2

211> 28

<212> DNA

<213> Artificial Sequence

<2200

<223> Description of Artificial Sequence: primer hGT-25al

400> 2

tcgategeaa aaccalglge ageigatg 28

<210> 3

{211> 29

<212> DNA

<213> Artificial Sequence
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220>

<223> Description of Artificial Sequence: primer hGT-7Spe

<400> 3

acgggacice tcagggpega tgaicataa 20

<2105 4

211> 27

<212> DNA

<213 Artificial Sequence

<2200

<223 Description of Artificial Sequence: primer hGT-6Spe

<400) 4 '

aagactagtg ggeeccatge fgaitga 27

Qi 5

<211> 1158

<212> DNA

<213> Homo sapiens

<2200

<221> CDS

<222> (.. (1155)

<400> 5

atg cca ggc geg lot cla cag cgg gcc ige cec cig cic gig gee gle 4§

Met Pro Gly Ala Ser Len Gin Arg Ala Cys Arg Leu Leu Val Ala Val
1 5 10 15

tgc get ctg cac cii ggc gie ace cic glt<tac tac cig get gge cge 96
Cys Ala leu His Lew Gly Yal Thr Leu Val Tyr Tyr Len Ala Gly Arg
20 25 30

gac ctg age cgc cig cce caa clg gte gga gte tec aca ccg ctg cag 144
Asp Leu Ser Arg Lew Pro Gln Leu Val Gly Val Ser Thr Pro Lew Gln
35 40 15 '
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ggc gge icg aac agt géc gee gee alc ggg cag tec tce gge gag cle
Gly Gly Ser Asn Ser Alaz Ala Alz 1le Gly Gin Ser Ser Gly Glu Leu
50 T 'Bh §0

cge acc gga ggg gee cge ccg ccg ool cct cta gee gec tfcee tcc cag
Arg Thr Gly Gly Ala Arg Pro Pro Pro Pro Leu Gly Ala Ser Ser Gln
65 70 _ 79 80

ccg cge cog ggt gge gac tee agc'cca gic pig gal ict gge cet goe
Pro Arg Pro Gly Gly Asp Ser Ser Pro Val Val Asp Ser Gly Pro Gly
85 90 g5

cee get age aac ttg ace teg ghle cca gig coc cac a2ce aec gea ctg
Pro Ala Ser Asn Leu Thr Ser Yal Pro Val Pro His Thr Thr Ala Leu
100 105 110

teg ctg ccc gee tge cet gag gag fcc ccg cta_cta gig gac cce atg
Ser Leu Pro Ala Cys Pro Glu Glu Ser Pro Leu Leu Val Gly Pro Met
115 120 125

cig alt gag lit aac atg cct gitg gac cig gag cic gig peca aag cag
Leu Ile Glu Phe Asn Met Pro Val Asp Leu Glu Lem Yzl Ala Lys Gin
130 135 140

aac cca aal gig aag alg gegc gge cge tal gee cec agg gac ige gic
Asn Pro Asn Val Lys Mel Gly Gly Arg Tyr Ala Pro Arg Asp Cys Val
145 150 155 160

tet eci cac aag gtg gee ate ate att cca tic cegc aac cgg cag gag
Ser Pro His Lys Val Ala Ile Tle Ile Pro Phe Arg Asn Arg GIn Glu
165 ' 170 175
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cac c¢ic aag tac

" His Len Lys Tyr

180

cag cig gac lat
Gin Len Asp Tyr
195

tic aat cgt gei
Phe Asn Arg Ala
210

gac fat gac lac
Asp Tyr Asp Tvr
225

atg aat pac cat
Met Asn Asp His

tcc gtt gea atg
Ser Val Ala Met
260

il gea ggt glc
Phe Gly Gly Val
275

gea tti cﬁl aat
Gly Phe Fro Asn

290

tt! aac aga tla

4/8
ige éta tat {at tig cac cca glc cig cdg

Trp Leu Tyr Tyr Leu His Pro Val Leu Gln
185 190

aac cag gog gga gac
Asm Gln Ala Gly Asp
206

egge-ate tal gtt ate
Gly ITe Tyr Val Ile
200

gee tit
Gly Phe

cdd gad gcc
GIln Glu Ala
220

aag cic clc aat git
Lys Leu Leu Asn Val
215
ace ige tit gig tit agt gac
Thr Cys Phe Val Phe
230

gtg gac cie
Ser Asp Val Asp Len

230

aat geg tac agg igt
Asn Ala Tyr Arg Cys
245

ttt tea cag cca ceg
Phe Serlen Pro Arg
280

gat aag itt gga tic agc cfa cot tat gtt
Asp Lys Phe Gly Phe

265

Ser Let Pro Tyr Val

270

fet gel cta agt aaa caa cag tit cia acc

Ser Ala Len Ser Lys Gln Gln Phe Lea Thr
280 285

aal tal tgg ggc tg2 gga gga gaa gai gat
Asn Tyr Trp Gly Trp Glv Gly Gla Asp Asp

295 300

gt 11l aga gge atg tct ata tet cge ceca

cge

Arg

acl
Thr

ttg
Leu

atl
Ile

cac
His
255

cag
Gin

ate
Ile

gac
Asp

aat

cag
Gln

ata
Ile

aag
Lys

cca
Pro
240

att
Ile

tat
Tyr

aat

Asn

att
ile

get
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Phe Asn Arg Len Val Phe Arg Gly Met Ser Ile Ser Arg Pro Asnm Ala
305 310 315 320

gtg eglc ggg ageg igt cegc dig ale cge cac lca aga gac aag aaa aat

Yal Val Gly Arg Cys Arg Met Ile Arg His Ser Arg Asp Lys Lys Asn
3% 330 336

paa ccg aat cct cag age til gac cga att gea cﬁc aca aag gag aca
Glu Pro Asn Pro GIn Arg Phe Asp Arg 1le Ala His Thr Lys Gln Thr
340 346 350

atg cic fet gal get ttg aac tca clc acc fac cag gig cig gat gia
Met Leu Ser Asp Gly Len Asn Ser Leit Thr Tyr Gin Val Leu Asp Yal
355 360 365

cag aga tac cca {ig tat acc caa alc aca gig gac atc geg 2ca ceg
Gln Arg Tyr Pro Len Tyr Thr Gln Ile Thr Val Asp Ile G]y Thr Pro
370 375 _380

age tag

Ser
38

<2107 6

{211> 385

<212) PRT

<213> Nomo sapieus

<400> 8

Met Pro Gly Ala Ser Leu Gln Arg Ala Cys Arg Lew Len Val Ala Val
1 ] 10 15

Cys Ala Lew His Leu Gly Val Thr Leu Val Tyr Tyr Leu Ala Gly Arg
20 25 30
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Asp Leu Ser Arg Leu Pro Gin Leu Val Gly Val Ser Thr Fro Leu Gln
35 40 45

Gly Gly Ser Asn Ser-Ala Ala Ala Ile Gly Gln Ser Ser Gly Glu Leu
50 55 60

Arg Thr Gly Gly Ala Arg Pro Pro Pro Pro Leu d]y Ala Ser Ser GIn
65 70 75 ~ 80

Pro Arg Pro Gly Gly Asp Ser Ser Pro Val Yal Asp Ser Gly Pro Gly
85 a0 95

Pro Ala Ser Asn Leu Thr Ser.Val Pro Val Pro His Thr Thr Ala Leu
100 105 110

Ser Leu Pro Ala Cys Pro Glu Glu Ser Pro Ler Leu Val Gly Pro Met
115 120 S 125

Leu e Glu Phe Asn Met Pro Val Asp Len Giu Len Val Ala Lys Gla
130 135 140

Asn Pro Asn Val Lys Met Gly Gly Arg Tyr Ala Pro Arg Asp Cys Val
145 150 - 155 160

Ser Pro His Lys Val Alz Ile 1le Ile Pro Phe Arg Asn Arg Gln Clu
165 170 175

His Leu Lys Tyr Trp Leuvlyr Tyr Leu His Pro Val Leuw Gin Arg Gln
180 185 180

Gln Leu Asp Tyr Gly Ile Tyr Val Tle Asm Gl Ala Gly Asp Thr Ile
185 200 205
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Phe Asn Arg Ala Lys Lex Leu Asn Val Gly Phe Gln Giu Ala Lem Lys
210 215 7 220

Asp Tyr Asp Tyr Thr.Cys Phe Val Phe Ser Asp Val Asp Leu Ile Pro

225 230 236 240

Met Asn Asp His Asn Ala Tyr Arg CY$ Phe Ser Gln Pro Arg His Ile
245 250 255

Ser Yal Ala Met Asp Lys Phe Gly Phe Ser Leu Pro Tyr Yal Gin Tyr
260 265 270

Phe Gly Gly Val Ser Ala Leu Ser Lys Gln Gln Phe Leu Thr Ile Asn
275 280 28b

Gly Phe Pro Asn Asn Tyr Trp Gly Trp Gly Gly Glu Asp Asp Asp-lle
290 295 300

Phe Asn Arg Leu Val Phe Arg Giy Met Ser Ile Ser Arg Pro Asn Ala
305 310 315 320

¥Yal Val Gly Arg-Cys Arg Met Ile Arg His Ser Arg Asp Lys Lys Asn
325 330 335

Glu Pro Asn Pro Gin Arg Phe Asp Arg Ile Ala His Thr Lys Glu Thr
340 | 345 350

Met Leu Ser A;p Gly Leu Asn Ser Lea Thr Tyr Gin Val Leu Asp Val
355 360 365

Gln Arg Tyr Pro Leu Tyr Thr Gln Ile Thr Val Asp Ile Gly Thr Pro
370 375 380

PCT/IP99/06881
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