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Fig. 7
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Fig. 8
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Fig. 11
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Fig. 12
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Fig. 13A
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Fig. 13C

Spike gMFI

o CLA-04
T 7, = E4re#13
Edre#29

500 1000 2000
VP/cell



12/15

Fig. 14A
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Fig. 14B
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Fig. 14C
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Fig. 14D
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