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Collagen Synthesizing Genes
Gene Gene Name Gene Gene Name
Symbol Symbol
COL1Al collagen tvpe | alpha 1 chain LUM lamican
COL1A2 collagen tvpe 1 alpha 2 chain THBS1 thrombospondin 1
COL3AlL collagen tvpe {H alpha 1 chan THBES2 thrombospondin 2
COL4AL collagen type 1V alpha 1 chain POSTN periostin
COLSAL collagen tvpe V alpha 1 chain CRISPLD2 | cvsteine rich secretory protein LCCL domain
COL3AZ cellagen tvpe V alpha 2 chain FBNI fibrillin 1
COL6AL collagen type V1 alpha 1 chain SFRP2 secreted frizzled related protein 2
COL6A2 collagen tvpe VI alpha 2 chain SPARC secreted protein acidic and cysteine rich
COL6A3 collagen tvpe VI alpha 3 cham GREMI gremlin 1, DAN family BMP antagonist
COL6AG collagen tvpe VI alpha 6 chain CTHRC1 collagen triple helix repeat comtaining i
COL7AL collagen tvpe VIl alpha 1 chain CTSK cathepsin K
COLI12A1 collagen type X1I alpha 1 chain SERPINHI | scrpin family H member 1
COL13A1 collagen tvpe XIH alpha 1 cham PXDN peroxidasin
COL14A1 collagen type X1V alpha 1 chain VCAN yersican
HAS] hyaluronan synthase 1 NID1 nidogen 1
HAS2 hyaharonan synthasc 2 CUN4 cellular communication network factor 4
HAS3 hyaluronan svathase 3 FN1 fibronectin 1
ELN clastin MFAP2 microfibril associated protein 2
MMP1 matrix metallopeptidase 1 ZEB1 zing finger E-box binding homeobox 1
MMP2 mairiy metallopeptidase 2 HTRAL HirA serine peptidase 1
MMP3 matrix metallopeptidase 3 HMCNI hemicentin 1
MMPE1 mairix metallopeptidase 11 ASPN asporin
MMP13 matrix metallopeptidase 13 DPP4 dipeptidyl pepudase 4
MMP14 matrix metallopeptidase 14 FOXEF2 forkhead box F2
MMP13 matrix metallopeptidase 15 TNC tenascin C
MMP19 matrix metallopeptidase 19 CCN2 cellular communication network factor 2
MMP27 matrix metallopeptidase 27 FBLNI fibubin 1
TIMP1 TIMP metallopeptidase inhibitor 1 VIM vimentin
TIMP2 TIMP metaliopeptidase inlubitor 2 | LAMBI laminin subunit beta 1
LAMAL laminin, alpha 1 BGN biglvcan
LAMA2 {aminin, alpha 2 ITGBI integrin subunit beta 1
LAMASZ laminin subunit alpha 3 DCN decorin
LAMCI {aminin, gamma 1 NID1 nidogen 1
LAMC? laminin, gamma 2 ITGAL integrin subunit alpha 1
Fig 5
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Collagen Inhibiting Genes
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Gene Gene Name Gene Gene Name
Svmbol Symbol
BZW1 basic leucine zipper and W2 domaius 1 U2AF2 U2 small nuclear RNA auxiliawy factor 2
STKLDI serine/threoning Kinase like domain containing 1 | UMODL Uromodulin like 1
RAB2ZA RAB2A member RAS oncogene family USHIG USH]I protein network component sans
ZNF567 zine finger protein 567 WDR34 WD repeat domain 34
ACBD6 acyl-CoA binding domain containing 6 ZFP91 zinc finger protein 91
ATMIN ATM interactor ZNF384 zinc finger protein 584
FNDC11 fibronectin type I dowain containing 11 AICE APOBEC] complementation factor
CCDC57 coiled-coil domain containing 57 AAMP Angio associated migratory cell protein
CCL27 C-C motif chemoking ligand 27 ADRAIB adrenoceptor alpha 1B
DNAJC1 Dinal beat shock protein family (Hsp40) member | ANKLE] ankyrin repeat and LEM domain containing 1
EEFID cukaryotic translation elongaton factor 1 delta AQPIZA aguaporin 124
FAIM Fas apoptotic inhibitory molecule ASCCE activating signal cointegrator 1 complex
subunit |
FAMIOTA family with sequence shmilarity 107, member A ATOHT atonal bHLH transcription facter 7
FAM171A2 | family with sequence similarity 171, member A2 | ATOX1 antioxidant 1 copper chaperone
NXPE2 tearexophilin and PC-esterase domain family ATP2C2 ATPase secretory pathway Ca2+ transporting
member 2 2
FPR2 formy | peptide receptor 2 BCLTR BAF chromatin remodeling complex subuanit
BCL7B
GPN3 GPN-logp GTPase 3 BMPSB bone morphozenetic protein 8b
HDACS histone deacetylase 3 TSPQ2 translocator protein 2
HIVEP2 human irapwunedeficiency virus type I enhancer BBOF1 basal body onentation factor 1
INTSI integrator compiex subunit 1 CBARP CACN subunit beta associated regulatory
protein
ITGRIBP2 integrin subnnit beta 1 binding protein 2 TANGO2 transport and golgi organization 2 homolog
L3IMBTL2 L3MBTL histone methyl-lysine binding protein CADPS calcinm dependent secietion activator
LILRB3 leukoeyte immmunoglobulin like woeptor B3 CBR4 carbonyl reductase 4
LRRIQ4 Jeucine-rich repeats and O motlf containiug 4 CCDCI30 colled-coll domain containing 130
OSCAR ostesclast associated Ig-like receptor CENFK centromere protein K
PFKL phosphofructokinase, liver type CETNI1 centrin 1
P3SMB4 profeasome subunit beta 4 CHID2 chrormodomain helicase DNA binding
PTAFR Platelet activating factor receptox CHIFI8 chiromogome ransmission fidehty factor 18
RIPK3 receptor interacting serine/threonice kinase 3 COLECIO collectin subfamily member 10
SNTN seutan, cilia apical structure protein CYP4F22 cytochrome P450 family 4 subfamily ¥
SGK3 senum/ghicocorticoid regulated kinase family ECHDC2 enoyi-CoA hydratase domain containing 2
SLCOAZ0 solute carrier family 6 member 20 EMPIE epithelial membrane protein 1
SMAD4 SMAD family member 4 UBALDI UBA like dowmain comtaining {
SNAP47 synaptosome associated protein 47 KDMSD Iysine demethylase SD
FGEi8 fibroblast growth factor 18 KCNE potassivm voltage-gated channel subfamily B
FGLE Fibrinogen like 1 KLHE33 kelch like family member 33
FIIL2 four and a half LIM domains 2 LILRAS leukocyie immmmogiobulin like receptor AS
FOXN4 forkhead box N4 IGSE23 immunoglobulin superfamily member 23
FOXP2 forkhead box P2 LRRCEE leucine rich repeat containing 8 VRAC
FOXRED?2 FAD dependent oxidoreductase domain LRRN4ACL LERN4 C-terminal like
comtaining 2
FSD2 fibronectin type HI and SPRY domain coxntaining | MYCBPAP | MYUBP associated profein
2
GAS2L2 growth arrest specific 2 like 2 MYLK4 myosin light chain kinase family member 4
GDPD4 glycerophosphodiester phosphodiesterase NDUFAI MNADH ubiquinone oxidoreductase subunit
GFE growth factor independent | transcriptional NEURL2 neuratized E3 ubiquitin protein ligase 2
1EPIessor
GFRAI GDNF family receptor alpha 1 NFIFA] nuclear pore complex intexacting protein

Fig. 6




WO 2021/042119 PCT/US2020/070440
GNEHR gonadotropin releasing hiormone recepior NSMCE4A | NSE4 homolog A, SMCS-SMC6 complex
component
GPIBB glycoprotein To platelet subunit beta OVOLE ovo like transcriptional repressor 1
ADGRF3 adhesion G protein-coupled receptor F3 PDEIC phosphodissterase 1C
GTPBEPS GTP binding protein 6 (putative) PNLIP pancreatic lipase
LAMTORS | late endosomal/lysosomal adaptor, MAPK and RCBTHY RCC1 and BTHE domain contaimng protein |
HIPK2 hormeodomain inferacting protein kinase 2 SCARFL scavenger teceptor class F member 1
INGS inhibitor of growth fannly mwember 3 SDBP2 svidecan binding protein 2
INHBC inhibin subunit beta C SERPINB7 serpin family B member 7
INSLS insulin like 3 ARHGEF26 | Rho guanine nucleotide exchange factor 26
irp intracisiernal A paiticle-promoted polypeptide SLIT3 siit puidance ligand 3
DVL1 dishevelled segment polarity protein | SMURFEL SMAD specific B3 ubiquitin protein higase |
SGCG sarcoglycan garama SPACA3 SPEXTN 4CToseme associated 3
ZNF16 zing finger protein 16 SPATALY spermatogenesis associated 17
ZNF17 zinc finger protein 17 SSX2IP SSX family member 2 interacting protein
CYP39AL cytochrome P450 family 39 subfamuly A STX10 svataxin {0
ERCCS ERCC excision repair 5, endonnclease TASZRI taste 2 receptor member 1
INHBA inhibin subuuit beta A THOP1 thimet oligopeptidase 1
NCAMI neural cell adhesion molecule | TMEM102 transmembrane protein 102
PCCA propionyl-CoA carboxylase subunit alpha TMEMI4A | transmembrane protein (4A
OPCT zlutaminy l-peptide cyclotransferase TMEM?26 fransmembrane potein 26
TGFBI trausforniing growth factor beta induced TNFRSF9 TNF receptor superfamily member 9
RBSN rabenosyn, RAB effector TPRKE TP33RK binding protein
ZNF583 zinc fluger protein 583 TPST2 tvrosviproein sukfotransferase 2
ZINF655 ziuc finger protein 655 TRAPPC6B | twafficking protein particle complex 6B
GPR18 G potein-coupled receptor 18 TRIM29 tripartite motif containing 29
ZNF764 zinc finger protein 764 TRIMGS tripartite motif containing 65
ADAMTSS | ADAM metailopeptidase with thrombospondin RNF103 ring finger protein 103
type 1
TNFRSFL7 TNF receptor superfamily member 17 TTC23L tetmatricopeptide repeat domain 23 like

Fig. 6
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