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CLAIMS 

1. An immunogenic composition comprising at least two of: 

a) a first polypeptide comprising a first amino acid sequence, wherein 	e first 

amino acid sequence comprises an amino acid sequence (i) having at least 90° l sequence 

identity to SEQ ID NO:1 and/or (ii) consisting of a fragment of at least 	contiguous 

amino acids from SEQ ID NO: I or from a sequence having at lea 	90% sequence 

identity to SEQ ID NO:I; 

b) a second polypeptide comprising a second amino aci 	equence, wherein the 

second amino acid sequence comprises an amino acid same 	e (i) having at least 90% 

sequence identity to SEQ ID NO:2 and/or (ii) consist' 	of a fragment of at least 7 

contiguous amino acids from SEQ ID NO:2 or from 	sequence having at least 90% 

sequence identity to SEQ ID NO:2; 

c) a third polypeptide comprising a third 	wino acid sequence, wherein the third 

amino acid sequence comprises an amino ac 	sequence (i) having at least 90% sequence 

identity to SEQ ID NO:3 and/or (ii) con 	ting of a fragment of at least 7 contiguous 

amino acids from SEQ ID NO:3 or 	om a sequence having at least 90% sequence 

identity to SEQ ID NO:3; 

d) a fourth polypeptide . emprising a fourth amino acid sequence, wherein the 

fourth amino acid sequence iimprises an amino acid sequence (i) having at least 90% 

sequence identity to SE 	D NO:4 and/or (ii) consisting of a fragment of at least 7 

contiguous amino am.. from SEQ ID NO:4 or from a sequence having at least 90% 

sequence identity to 	Q ID NO:4; 

e) a fifth 	olypeptide comprising a fifth amino acid sequence, wherein the fifth 

amino acid s a uence comprises an amino acid sequence (i) having at least 90% sequence 

identity t. 	EQ ID NO:5 and/or (ii) consisting of a fragment of at least 7 contiguous 

amino acids from SEQ ID NO:5 or from a sequence having at least 90% sequence 

ide 	ty to SEQ ID NO:5; and/or 

f) a sixth polypeptide comprising a sixth amino acid sequence, wherein the sixth 

amino acid sequence comprises an amino acid sequence (i) having at least 90% sequence 

identity to SEQ ID NO:6 and/or (ii) consisting of a fragment of at least 7 contiguous 
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amino acids from SEQ ID NO:6 or from a sequence having at least 90% sequence 

identity to SEQ ID NO:6; and/or 

g) a seventh polypeptide comprising a seventh amino acid sequence, whe 	in the 

seventh amino acid sequence comprises an amino acid sequence (i) having at east 90% 

sequence identity to SEQ ID NO:7 and/or (ii) consisting of a fragment 	f at least 7 

contiguous amino acids from SEQ ID NO:7 or from a sequence hay' g at least 90% 

sequence identity to SEQ ID NO:7. 

2. A polypeptide comprising at least two of 

a) a first polypeptide comprising a first amino 	id sequence, wherein the first 

amino acid sequence comprises an amino acid sequen 	(i) having at least 90% sequence 

identity to SEQ ID NO:1 and/or (ii) consisting o a fragment of at least 7 contiguous 

amino acids from SEQ ID NO:1 or from a 	quence having at least 90% sequence 

identity to SEQ ID NO:1; 

b) a second polypeptide compris '.`g a second amino acid sequence, wherein the 

second amino acid sequence compris 	an amino acid sequence (i) having at least 90% 

sequence identity to SEQ ID NO 	and/or (ii) consisting of a fragment of at least 7 

contiguous amino acids from 	Q ID NO:2 or from a sequence having at least 90% 

sequence identity to SEQ ID 	0:2; 

c) a third polype, de comprising a third amino acid sequence, wherein the third 

amino acid sequence 	a mprises an amino acid sequence (i) having at least 90% sequence 

identity to SEQ I • NO:3 and/or (ii) consisting of a fragment of at least 7 contiguous 

amino acids fr. 	SEQ ID NO:3 or from a sequence having at least 90% sequence 

identity to S . • ID NO:3; 

d 	a fourth polypeptide comprising a fourth amino acid sequence, wherein the 

fourt is mino acid sequence comprises an amino acid sequence (i) having at least 90% 

se. ience identity to SEQ ID NO:4 and/or (ii) consisting of a fragment of at least 7 

untiguous amino acids from SEQ ID NO:4 or from a sequence having at least 90% 

sequence identity to SEQ ID NO:4; 

e) a fifth polypeptide comprising a fifth amino acid sequence, wherein the fifth 

amino acid sequence comprises an amino acid sequence (i) having at least 90% sequence 
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identity to SEQ ID NO:5 and/or (ii) consisting of a fragment of at least 7 contiguous 

amino acids from SEQ ID NO:5 or from a sequence having at least 90% sequence 

identity to SEQ ID NO:5; and/or 

0 a sixth polypeptide comprising a sixth amino acid sequence, wherein 	le sixth 

amino acid sequence comprises an amino acid sequence (i) having at least 90 0 sequence 

identity to SEQ ID NO:6 and/or (ii) consisting of a fragment of at lea 	7 contiguous 

amino acids from SEQ ID NO:6 or from a sequence having at le 	90% sequence 

identity to SEQ ID NO:6; and/or 

g) a seventh polypeptide comprising a seventh amino ac 	sequence, wherein the 

seventh amino acid sequence comprises an amino acid sequ 	e (i) having at least 90% 

sequence identity to SEQ ID NO:7 and/or (ii) consist 	of a fragment of at least 7 

contiguous amino acids from SEQ ID NO:7 or from 	sequence having at least 90% 

sequence identity to SEQ ID NO:7. 

3. A polypeptide comprising amino acid sequer e: 

A- 	-L }„-B 

wherein: each X is an amino acid sequ' nce of first polypeptide, second polypeptide, third 

polypeptide, fourth polypeptide, fill 	.olypeptide, sixth polypeptide, or seventh polypeptide 

as defined in claim 1 and wherei r each X is a different polypeptide; L is an optional linker 

amino acid sequence; A is an • 'norm' N terminal amino acid sequence; B is an optional C 

terminal amino acid sequen 	n is an integer of 2 or more. 

4. An immunogenic composition or a polypeptide according to any one of claims 1 to 3 

wherein the fir 	polypeptide comprises a first amino acid sequence consisting of a 

fragment of 	Q ID NO:1 comprising the amino acid sequence of SEQ ID NO:10 (D3), 

SEQ ID .• 0:36 (D3 sub-fragment), SEQ ID NO: 51 (D3+D4H) or SEQ ID NO:53 

(D2+ 	+D4H). 

5. An immunogenic composition or a polypeptide according to any one of claims Ito 4, 

wherein the second polypeptide comprises a second amino acid sequence consisting of a 

fragment of SEQ ID NO:2 comprising the amino acid sequence of SEQ ID NO:14 (D3), 
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SEQ ID NO:38 (D3 sub-fragment), SEQ ID NO:55 (D3+D4H) or SEQ ID NO:57 

(D2+D3+D4H). 

6. An immunogenic composition or a polypeptide according to any one of cl.'•' s I to 5, 

wherein the third polypeptide comprises a third amino acid sequence et sisting of a 

fragment of SEQ ID NO:3 comprising the amino acid sequence of SE• 	• NO:18 (D3), 

SEQ ID NO:40 (D3 sub-fragment), SEQ ID NO:59 (D3+D4H) cr SEQ ID NO:61 

(D2+D3+D4H). 

7. An immunogenic composition or a polypeptide accord';to any one of claims 1 to 6, 

wherein the fourth polypeptide comprises a fourth an 	o acid sequence consisting of a 

fragment of SEQ ID NO:4 comprising the amino a 	sequence of SEQ ID NO:22 (D3), 

SEQ ID NO:42 (D3 sub-fragment), SEQ ID 	0:63 (D3+D4H) or SEQ ID NO:65 

(D2+D3+D4H). 

8. An immunogenic composition or a 	olypeptide according to any one of claims 1 to 7, 

wherein the fifth polypeptide co crises a fifth amino acid sequence consisting of a 

fragment of SEQ ID NO:5 corn • ising the amino acid sequence of SEQ ID NO:26 (D3), 

SEQ ID N0:44 (D3 sub-fr. ment), SEQ ID N0:67 (D3+D4H) or SEQ ID N0:69 

(D2+D3+D4H). 

9. An immunogen 	composition or a polypeptide according to any one of claims 1 to 8, 

wherein the s 	polypeptide comprises a sixth amino acid sequence consisting of a 

fragment of 	Q ID NO:6 comprising the amino acid sequence of SEQ ID NO:30 (D3), 

SEQ ID 	0:46 (D3 sub-fragment), SEQ ID NO:7I (D3+D4H) or SEQ ID N0:73 

(D2+ 	D4H). 

10. An immunogenic composition or a polypeptide according to any one of claims 1 to 

9, wherein the seventh polypeptide comprises a seventh amino acid sequence consisting 

of a fragment of SEQ ID NO:7 comprising the amino acid sequence of SEQ ID NO:34 
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(D3), SEQ ID NO:48 (D3 sub-fragment), SEQ ID NO:75 (D3+D4H) or SEQ ID NO:77 

(D2+D3+D4H). 

11. The polypeptide of claim 2 or claim 3, comprising an amino acid sequence 	ected 

from the group consisting of: SEQ 1D NOs: 83, 84, 85, 86 and 87. 

12. An immunogenic composition or a polypeptide according to any o 	of claims 1 to 

11 for use in therapy. 

13. An immunogenic composition or a polypeptide according o any one of claims 1 to 

11 for use in treating or preventing disease and/or infect' 	caused by GBS, including 

treating or preventing meningitis. 

14. A method or treating or prevent disease and 	infection caused by GBS, preferably 

meningitis, 	in a mammal 	comprising ad r inistering an effective amount of an 

immunogenic composition or polypeptide a 	ording to any one of claims 1 to 11. 

15. A bacterium which expresses at 	st two of: 

a) a first polypeptide comprising_ a first amino acid sequence, wherein the first amino 

acid sequence comprises an'.wino acid sequence (i) having at least 90% sequence 

identity to SEQ ID NO:1 	nd/or (ii) consisting of a fragment of at least 7 contiguous 

amino acids from SE• ID NO:1 or from a sequence having at least 90% sequence 

identity to SEQ ID 	1:1; 

b) a sec 	d polypeptide comprising a second amino acid sequence, wherein the 

second amm 	acid sequence comprises an amino acid sequence (i) having at least 90% 

sequence 	entity to SEQ ID NO:2 and/or (ii) consisting of a fragment of at least 7 

contig 	us amino acids from SEQ ID NO:2 or from a sequence having at least 90% 

se' 	nce identity to SEQ ID NO:2; 

c) a third polypeptide comprising a third amino acid sequence, wherein the third 

amino acid sequence comprises an amino acid sequence (i) having at least 90% sequence 

identity to SEQ ID NO:3 and/or (ii) consisting of a fragment of at least 7 contiguous 
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amino acids from SEQ ID NO:3 or from a sequence having at least 90% sequence 

identity to SEQ ID NO:3; 

d) a fourth polypeptide comprising a fourth amino acid sequence, wher m the 

fourth amino acid sequence comprises an amino acid sequence (i) having at 	ast 90% 

sequence identity to SEQ ID NO:4 and/or (ii) consisting of a fragment 	f at least 7 

contiguous amino acids from SEQ ID NO:4 or from a sequence havie at least 90% 

sequence identity to SEQ ID NO:4; 

e) a fifth polypeptide comprising a fifth amino acid seq snce, wherein the fifth 

amino acid sequence comprises an amino acid sequence (i) ha 	g at least 90% sequence 

identity to SEQ ID NO:5 and/or (ii) consisting of a frag 	nt of at least 7 contiguous 

amino acids from SEQ ID NO:5 or from a sequence 	aving at least 90% sequence 

identity to SEQ ID NO:5; and/or 

0 a sixth polypeptide comprising a sixth 	ino acid sequence, wherein the sixth 

amino acid sequence comprises an amino acid 	quence (i) having at least 90% sequence 

identity to SEQ ID NO:6 and/or (ii) cons 	ing of a fragment of at least 7 contiguous 

amino acids from SEQ ID NO:6 or fr m a sequence having at least 90% sequence 

identity to SEQ ID NO:6; and/or 

g) a seventh polypeptide 	mprising a seventh amino acid sequence, wherein the 

seventh amino acid sequence 	.mprises an amino acid sequence (i) having at least 90% 

sequence identity to SEQ 	i NO:7 and/or (ii) consisting of a fragment of at least 7 

contiguous amino acid 	i om SEQ ID NO:7 or from a sequence having at least 90% 

sequence identity to 	Q ID NO:7. 
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Claims 

1. An invention not claimed in any divisional application. 


