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[Figure 4]
Amino acid sequence of CDRHL1 of heavy chain of Trastuzumab Al, A2, and
HwtL 05 antibody (SEQ ID NO: 1)

GFNIKDTY

Amino acid sequence of CDRH2 of heavy chain of Trastuzumab Al, A2, and
HwtL 05 antibody (SEQ ID NO: 2)

IYPTNGYT

Amino acid sequence of CDRH3 of heavy chain of Trastuzumab Al, A2, and
HwtL 05 antibody (SEQ ID NO: 3)

SRWGGDGFYAMDY
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Figure 5

,[Arr?ino a]cid sequence of CDRH1 of HO1L02 antibody heavy chain (SEQ ID NO: 1)
GFNIKDTY

Amino acid sequence of CDRH2 of HO1L02 antibody heavy chain (SEQ ID NO: 2)
IYPTNGYT

Amino acid sequence of CDRH3 of HO1L02 antibody heavy chain (SEQ ID NO: 4)
SRWGGDGFFAMDY

[Figure 6]
Amino acid sequence of CDRL.1 of light chain of Trastuzumab Al and A2 (SEQ ID
NO: 5)

QDVNTA
Amino acid sequence of CDRL2 of light chain of Trastuzumab Al and A2 (amino
acid sequence consisting of amino acid residues 1 to 3 of SEQ ID NO: 6)

SASFLYS
Amino acid sequence of CDRL3 of light chain of Trastuzumab Al and A2 (SEQ ID
NO: 7)

QQHYTTPPT

[Figure 7]
Amino acid sequence of CDRL1 of HO1L02 antibody light chain and HwtL05
antibody light chain (SEQ ID NO: 5)

QDVNTA

Amino acid sequence of CDRL2 of HO1L02 antibody light chain and HwtL05
antibody light chain (amino acid sequence consisting of amino acid residues 1 to 3
of SEQ ID NO: 6)

SASFLYS

Amino acid sequence of CDRL3 of H01L02 antibody light chain and HwtL05
antibody light chain (SEQ ID NO: 8)

QQHATTPPT
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[Figure 8]
Amino acid sequence of heavy chain of Trastuzumab Al (SEQ ID NO: 11)
MKHLWFFLLLVAAPRWVLSEVQLVESGGGLVQPGGSLRLSCAASGFNIKDTYTHWVRQAPGKGLEWVARTYP

TNGYTRYADSVKGRFTISADTSKNTAYLQMNSLRAEDTAVY YCSRWGGDGFYAMDYWGQGTLVTVSSASTKG
PSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLG
TQTY ICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
SHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKL
TVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

[Figure 9]

Amino acid sequence of heavy chain variable region of Trastuzumab Al, A2, and
HwtL 05 antibody(SEQ ID NO: 13)

EVQLVESGGGLVQPGGSLRLSCAASGENIKDTY ITHWVRQAPGKGLEWVARIYPTNGYTRYADSVKGRET ISA
DTSKENTAYLQMNSLRAEDTAVYYCSRWGGDGFYAMDYWGQGTLVTVSS

[Figure 10]
Amino acid sequence of heavy chain of H01L02 antibody (SEQ ID NO: 15)

MKHLWFFLLLVAAPRWVLSEVQLVESGGGLVQPGGSLRLSCAASGFNIKDTY IHWVRQAPGKGLEWVARIYP
TNGYTRYADSVKGRFTISADTSKNTAYLQMNSLRAEDTAVYYCSRWGGDGFFAMDYWGQGTLVTVSSASTKG
PSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLG
TQTYTCNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVDV
SHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISK
AKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDITAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKL
TVDKSRWQQGNVFSCSYMHEALHNHY TQKSLSLSPGK

[Figure 11]
Amino acid sequence of heavy chain variable region of HO1L02 antibody (SEQ ID
NO: 17)

EVQLVESGGGLVQPGGSLRLSCAASGENIKDTY ITHWVRQAPGKGLEWVARLYPTNGYTRYADSVKGRFTISA

DTSKNTAYLQMNSLRAEDTAVYYCSRWGGDGFFAMDYWGQGTLVTVSS
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,[Alxzrlr?iunrg ggi]d sequence of light chain of Trastuzumab Al (SEQ ID NO: 19)
MVLQTQVFISLLLWISGAYGDIQMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQKPGKAPKLLITYSAS
FLYSGVPSRFSGSRSGTDFTLTISSLQPEDFATYYCQQHYTTPPTFGQGTKVEIKRTVAAPSVFIFPPSDEQ
LKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEV
THQGLSSPVTKSFNRGEC

[Figure 13]

Amino acid sequence of light chain variable region of Trastuzumab Al and A2

(SEQ ID NO: 21)
DIQMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQKPGKAPKLLIYSASFLYSGVPSRFSGSRSGTDFT

LTISSLQPEDFATYYCQQHYTTPPTFGQGTKVEIK

,[Alxzrlr?%rg ;gi]d sequence of light chain of HO1L02 antibody (SEQ ID NO: 23)
MVLQTQVFTSLLLWISGAYGDIQMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQKPGKAPKLLIYSAS
FLYSGVPSRFSGSRSGTDFTLTISSLQPEDFATYYCQQHATTPPTFGQGTKVEIKRTVAAPSVEIFPPSDEQ
LKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEV
THQGLSSPVTKSFNRGEC

[Figure 15]

Amino acid sequence of light chain variable region of HO1L02 antibody (SEQ ID

NO: 25)
DIQMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQKPGKAPKLLTYSASFLYSGVPSRFSGSRSGTDFT

LTISSLQPEDFATYYCQQHATTPPTFGQGTKVEIK

,[Al\:rlr?ili]rg ;Si]d sequence of light chain of HwtL.05 antibody (SEQ ID NO: 27)
MVLQTQVFTSLLLWISGAYGDIQMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQKPGKAPKALTYSAS
FLYSGVPSRFSGSRSGTDFTLT ISSLQPEDFATYYCQQHATTPPTFGQGTKVE IKRTVAAPSVEIFPPSDEQ
LKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEV
THQGLSSPVTKSFNRGEC

[Figure 17]

Amino acid sequence of light chain variable region of HwtL 05 antibody (SEQ ID

NO: 29)
DIQMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQKPGKAPKALTYSASFLYSGVPSRFSGSRSGTDFT

LTISSLQPEDFATYYCQQHATTPPTFGQGTKVEIK
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[Figure 18]
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[Figure 19]
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[Figure 20]
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[Figure 21]
Amino acid sequence of heavy chain of Trastuzumab A2 (SEQ ID NO: 31)
MEHLWFFLLLVAAPRWVLSEVQLVESGGGLVQPGGSLRLSCAASGENTKDTYTHWVRQAPGKGLEWVARTYP

TNGYTRYADSVKGRFT I SADTSKNTAYLQMNSLRAEDTAVYYCSRWGGDGEYAMDYWGQGTLVTVSSASTKG
PSVFPLAPSSKSTSGGTAALGCLVKDYFPEPYVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLG
TQTY ICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPEAAGGPSVFLFPPKPKDTLMISRTPEVTCVVVD
VSHEDPEVEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTIS
KAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGEYPSDIAVEWESNGQPENNYKTTPPYLDSDGSFFLYSK
LTVDKSRWQQGNVFSCSYMHEALHNHYTQKSLSLSPGK
(SligTaI 4sfcsegt)q)uence (1 - 19), Heavy chain variable region (20 - 120), Constant region

,[BI\:rlr?ilﬁ ggi]d sequence of light chain of Trastuzumab A2 (SEQ ID NO: 32)
MVLATQVEISLLLWISGAYGDIQMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQKPGKAPKLLIYSAS
FLYSGVPSRFSGSRSGTDFTLTISSLQPEDFATYYCQQHYTTPPTFGQGTKVE IKRTVAAPSVETFPPSDEQ
LKSGTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEV
THRGLSSPVTKSFNRGEC

Signal sequence (1 - 20), Heavy chain variable region (21 - 127), Constant region
(128 - 234)

[Figure 23]
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