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Number of cells: 5.00E7
Length | Count
1 189
) 1125
9 5180
10 1689
1 948
12 287
13 151
14 54
Total 9876
Number of cells: 5.00E7
Length | Count
1 89
8 992
9 4441
10 804
1 37
12 76
13 52
14 2
Total 6849
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Binding predictions by NetMHCpand.1
Allele | Total Binders | Strong Binders | Weak Binders | 9mers | Percent Binders
HLA-A03:01 1843 1251 592 5180 3
HLA-AG8:01 2059 1671 568 5180 44
HLA-B18:01 1050 862 168 5180 )]
HLA-B57.03 1142 21 25 5180 2
HLA-C04:01 894 37 537 5180 17
HLA-C18:01 949 450 499 5180 18
Binding predictions by NetMHCpand.1
Allele | Total Binders | Strong Binders | Weak Binders | 9mers | Percent Binders
HLA-A03.01 1359 952 407 4441 3
HLA-A24.02 1508 1018 490 4441 U
HLA-B14:02 1817 1156 IrA 4441 42
HLA-B15:01 1867 1481 386 4441 42
HAC202| 2003 1260 833 4441 4
HLA-CO3.03 | 1288 572 16 4441 i

FIG. 6B
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FOXP3 - HLA-A03:01 KVFEEPEDFLK
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FOXP3 - HLA-A03:01 ATWKNAIRH
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230329 treg!_ce0006756_1_d1_01#8006-8136 RT:
T FTMS +pNSI cv=-70.00 Full ms[325.0000-..
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KVFEEPEDFLK (SEQ IDNO:2) | ATWKNARH (SEQIDNO: 1)
LabiD | #ofcells Estimated Copies Estimated Copies
TREGT | 5.00E+07 >1000 >1000
TREG2 | 6.00E+07 >1000 >1000
TREG3 | 6.00E+07 >1000 >1000
TREG4 | 200E+07 >1000 >1000
TREGS | 5.00E+07 >1000 >1000

FOXP3 - HLA-AG3:01 pepfides of interest (KVFEEPEDFLK (SEQIDNO: 2) &
ATWKNAIRH (SEQ ID NO: 1)) were sequenced by MS2 on PEAKSonline

o The peptides of interest were validated and quantified
by synthetic heavy spike in

FIG. 7C



