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StandardlL—SMN:

5 —TCAGATAACATCAAGCCCAAATCTGCTCCATGGAACTCTTTTCTCC
CTCCACCACCCCCCATGCCAGGGCCAAGACTGGGACCAGGAAAGATAAT
TCCCCCACCACCTCCCATATGTCCAGATTCTCTTGATGATGCTGATGCT
TTGGGAAGTATGTTAATTTCATGGTACATGAGTGGCTATCATACTGGCT
ATTATATGGGTTTCAGACAAAATCAAAAACAAGGCAAGGTGCTCACATTC
CTTAAATTAAGGCAGAAATGCTGGCATAGAGCAGCACTAAATGACACCAC
TAAAGAAACGATCAGACAGATCTGGAATGTGAAGCGTTATAGAAGATAA
CTGGCCTCATTTCTTCAAAATATCAAGTGTTGGGAAAGAAAAAAGGAAG
TGGAATGGGTAACTCTTCTTGATTAAAAGT TATGTAATAACCAAATGCA
ATGCTGAAATATTTTACTGGACTCTATTTTGCAAAAACCATCTGTAAAAGA
CTGGGGTGGGGGT— 3" HYIES1)

Standard del taT7:

57 —“ACCACCCCCCATGCCAGGGCCAAGACTGGGACCAGGAAAGCCAGGT
CTAAAATTCAATGGCCCACCACCGCCACCGCCACCACCACCACCCCACT
TACTATCATGCTGGCTGCCTCCATTTCCTTCTGGACCACCAATAATTCC
CCCACCACCTCCCATATGTCCAGATTCTCTTGATGATGCTGATGCTTTG
GGAAGTATGTTAATTTCATGGTACATGAGTGGCTATCATACTGGCTATT
ATATGCAAATGCTGGCATAGAGCAGCACTAAATCACACCACTAAAGAAA
CGATCAGACAGATCTGGAATGTGAAGCGTTATAGAAGATAACTGGCCTC
ATTTCTTCAAAATATCAAGTGTTGGGAAAGAAAAAAGGAAGTGGAATGG
GTAACTCTTCTTGATTAAAAGTTATGTAATAACCAAATGCAATGTGAAA
TATTTTACTGGACTCTATTTTGAAAAACCATCTGTAAAAGACTGCGGGTG
GGGGTGGGAGGCC—3"  (ReAEse2)

Standard GAPDH:

5 —AAATTGAGCCCGCAGCCTCCCGCTTCGCTCTCTGCTCCTCCTGTTC
GACAGTCAGCCGCATCTTCTTTTGCGCTCGCCAGCCGAGCCACATCGCTC
AGACACCATGGGGAAGGTGAAGGTCGGAGTCAACGGATTTGGTCGTATT
GGGCGCCTGGTCACCAGGGCTGCTTTTAACTCTGGTAAAGTGGATATTG
TTGCCATCAATGACCCCTTCATTGACCTCAACTACATGGTTTACATGTT
CCAATATGATTCCACCCATGCGGCGCAAATTCCATGGCACCGTCAAGGCTGAG
AACGGGAAGCTTGTCATCAATGGAAATCCCATCACCATCTTCCAGGAGC
GAGATCCCTCCAAAATCAAGTGGGGCGATGCTGGCGCTGAGTACGTCGT
GGAGTCCACTGGCGTCTTCACCACCATGGAGAAGGCTGGGGCTCATTTG
CAGGGGGGAGCCAAAAGGGTCATCATCTCTGCCCCCTCTGCTGATGCCC
CCATGTTCGTCAT—3" GHINEST)



2/6

WO 2020/004594 PCT/JP2019/025732

[&2]
(A) FL—SMNHHA
003—Fw—FIL—SMN:
5" —GCTCACATTCCTTAAATTAAGGAGAAA—3 (FES3)
005—Rv—SMN:
5 —TCCAGATCTGTCTGATCGTTTCTT—3") (W4FKS5)
004—Probc—SMN:
5" —/56—FAM/CTGGCATAG/ZEN/AGCAGCACTAAATGACACCAC/31
ABKFQ/—3’ (Rl 4)

(B) De 1 ta 7tHH

00B6—Fw—del ta?7:

5 —TGGCTATCATACTGGCTATTATATGGAA—3"  (FHIED6)
005—Rv—SMN:

5 —TCCAGATCTGTCTGATCGTTTCTT—3" ) (EFFS5)
004—Probe—SMN:

5 —/56—FAM/CTGGCATAG/ZEN/AGCAGCACTAAATGACACCAC,/31
ABKFQ/—3’ (FLAE 1 4)
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