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<210> 1 
<211> 17 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 1 

Asp Leu Leu Val Ala His Asn Thr Trp Asn Ser Tyr Gln Asn Met Leu 
1 	 5 	 10 	 15 

Arg 

<210> 2 
<211> 22 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 2 

Leu Ile Arg Tyr Asn Asn Phe Leu His Asp Pro Leu Ser Leu Cys Glu 
1 	 5 	 10 	 15 

Ala Cys Ile Pro Lys Pro 
20 

<210> 



<211> 12 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 3 

Ser Val Leu Leu Asp Ala Ala Ser Gly Gln Leu Arg 
1 	 5 	 10 

<210> 4 
<211> 13 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 4 

Asp Gln Ser Leu Val Glu Asp Met Asn Ser Met Val Arg 
1 	 5 	 10 

<210> 5 
<211> 17 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 5 

Gln Phe Asn Ser Gly Thr Tyr Asn Asn Gln Trp Met Ile Val Asp Tyr 
1 	 5 	 10 	 15 

Lys 

<210> 6 
<211> 20 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 6 

Gln Gly Pro Gln Glu Ala Tyr Pro Leu Ile Ala Gly Asn Asn Leu Val 
1 	 5 	 10 	 15 



Phe Ser Ser Tyr 
20 

<210> 7 
<211> 19 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 7 

Ser Met Leu His Met Gly Gln Pro Asp Leu Trp Thr Phe Ser Pro Ile 
1 5 10 15 

Ser Val Pro 

<210> 8 
<211> 21 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 8 

Tyr Asn Asn Phe Leu His Asp Pro Leu Ser Leu Cys Glu Ala Cys Ile 
1 	 5 	 10 	 15 

Pro Lys Pro Asn Ala 
20 

<210> 9 
<211> 13 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 9 

Leu Ala Leu Asp Gly Ala Thr Trp Ala Asp Ile Phe Lys 
1 5 	 10 

<210> 10 
<211> 13 
<212> PRT 



<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 10 

Leu Ser Leu Gly Ser Gly Ser Cys Ser Ala Ile Ile Lys 
1 	 5 	 10 

<210> 11 
<211> 13 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 11 

Tyr Val Gln Pro Gln Gly Cys Val Leu Glu Trp Ile Arg 
1 5 10 

<210> 12 
<211> 19 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 12 

Arg Met Ser Met Leu Ala Ala Ser Gly Pro Thr Trp Asp Gln Leu 
1 5 10 15 

Pro Phe Gln 

<210> 13 
<211> 12 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 13 

Ser Phe Leu Glu Ile Asn Leu Glu Trp Met Gln Arg 
1 	 5 	 10 

<210> 14 

Pro 



<211> 22 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 14 

Val Leu Thr Ile Leu Glu Gln Ile Pro Gly Met Val Val Val Ala Asp 
1 	 5 	 10 	 15 

Ala Asp Lys Thr Glu Asp 
20 

<210> 15 
<211> 14 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 15 

Val Arg Ser Val Leu Leu Asp Ala Ala Ser Gly Gln Leu Arg 
1 	 5 	 10 

<210> 16 
<211> 16 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 16 

Leu Thr Leu Leu Gln Leu Lys Gly Leu Glu Asp Ser Tyr Glu Gly Arg 
1 	 5 	 10 	 15 

<210> 17 
<211> 18 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 17 

Met Ser Met Leu Ala Ala Ser Gly Pro Thr Trp Asp Gln Leu Pro Pro 
1 	 5 	 10 	 15 



Phe Gln 

<210> 18 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 18 

Val Thr Ser Phe Ser Leu Ala Lys Arg 
1 	 5 

<210> 19 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 19 

Gln Asn Leu Asp Pro Pro Val Ser Arg 
1 	 5 

<210> 20 
<211> 10 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 20 

Ile Ile 
1 

Lys Lys Tyr Gln Leu Gln 
5 

Phe Arg 
10 

<210> 21 
<211> 19 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 21 

Ala Gln Ile Phe Gln Arg Asp Gln Ser Leu Val Glu Asp Met Asn Ser 



1 	 5 	 10 	 15 

Met Val Arg 

<210> 22 
<211> 22 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 22 

Leu Ile Arg Tyr Asn Asn Phe Leu His Asp Pro Leu Ser Leu Cys Glu 
1 	 5 	 10 	 15 

Ala Cys Ile Pro Lys Pro 
20 

<210> 23 
<211> 12 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 23 

Ser Val Leu Leu Asp Ala Ala Ser Gly Gln Leu Arg 
1 	 5 	 10 

<210> 24 
<211> 13 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 24 

Asp Gln Ser Leu Val Glu Asp Met Asn Ser Met Val Arg 
1 	 5 	 10 

<210> 25 
<211> 17 
<212> PRT 
<213> Artificial Sequence 



<220> 
<223> Synthetic 

<400> 25 

Asp Leu Leu Val Ala His Asn Thr Trp Asn Ser Tyr Gln Asn Met Leu 
1 	 5 	 10 	 15 

Arg 

<210> 26 
<211> 21 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 26 

Tyr Asn Asn Phe Leu His Asp Pro Leu Ser Leu Cys Glu Ala Cys Ile 
1 	 5 	 10 	 15 

Pro Lys Pro Asn Ala 
20 

<210> 27 
<211> 19 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 27 

Arg Met Ser Met Leu Ala Ala Ser Gly Pro Thr Trp Asp Gln Leu Pro 
1 5 10 15 

Pro Phe Gln 

<210> 28 
<211> 19 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 28 



Ser Met Leu His Met Gly Gln Pro Asp Leu Trp Thr Phe Ser Pro Ile 
1 	 5 	 10 	 15 

Ser Val Pro 

<210> 29 
<211> 18 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 29 

Met Ser Met Leu Ala Ala Ser Gly Pro Thr Trp Asp Gln Leu Pro Pro 
1 	 5 	 10 	 15 

Phe Gln 

<210> 30 
<211> 14 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 30 

Val Arg Ser Val Leu Leu Asp Ala Ala Ser Gly Gln Leu Arg 
1 	 5 	 10 

<210> 31 
<211> 9 
<212> PRT 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 31 

Gln Asn Leu Asp Pro Pro Val Ser Arg 
1 	 5 

<210> 32 
<211> 585 
<212> PRT 



<213> Cricetulus griseus 

<400> 32 

Met Ala Ala Pro Met Asp Arg Ser Pro Gly Gly Arg Ala Val Arg Ala 
1 	 5 	 10 	 15 

Leu Arg Leu Ala Leu Ala Leu Ala Ser Leu Thr Glu Val Leu Leu Asn 
20 	 25 	 30 

Cys Pro Ala Gly Ala Leu Pro Thr Gln Gly Pro Gly Arg Arg Arg Gln 
35 	 40 	 45 

Asn Leu Asp Pro Pro Val Ser Arg Val Arg Ser Val Leu Leu Asp Ala 
50 	 55 	 60 

Ala Ser Gly Gln Leu Arg Leu Val Asp Gly Ile His Pro Tyr Ala Val 
65 	 70 	 75 	 80 

Ala Trp Ala Asn Leu Thr Asn Ala Ile Arg Glu Thr Gly Trp Ala Tyr 
85 	 90 	 95 

Leu Asp Leu Gly Thr Asn Gly Ser Tyr Asn Asp Ser Leu Gln Ala Tyr 
100 	 105 	 110 

Ala Ala Gly Val Val Glu Ala Ser Val Ser Glu Glu Leu Ile Tyr Met 
115 	 120 	 125 

His Trp Met Asn Thr Met Val Asn Tyr Cys Gly Pro Phe Glu Tyr Glu 
130 	 135 	 140 

Val Gly Tyr Cys Glu Lys Leu Lys Ser Phe Leu Glu Ile Asn Leu Glu 
145 	 150 	 155 	 160 

Trp Met Gln Arg Glu Met Glu Leu Ser Gln Asp Ser Pro Tyr Trp His 
165 	 170 	 175 

Gln Val Arg Leu Thr Leu Leu Gln Leu Lys Gly Leu Glu Asp Ser Tyr 
180 	 185 	 190 

Glu Gly Arg Leu Thr Phe Pro Thr Gly Arg Phe Thr Ile Lys Pro Leu 
195 	 200 	 205 

Gly Phe Leu Leu Leu Gln Ile Ala Gly Asp Leu Glu Asp Leu Glu Gln 
210 	 215 	 220 

10 



Ala Leu Asn Lys Thr Ser Thr Lys Leu Ser Leu Gly Ser Gly Ser Cys 
225 	 230 	 235 	 240 

Ser Ala Ile Ile Lys Leu Leu Pro Gly Ala Arg Asp Leu Leu Val Ala 
245 	 250 	 255 

His Asn Thr Trp Asn Ser Tyr Gln Asn Met Leu Arg Ile Ile Lys Lys 
260 	 265 	 270 

Tyr Gln Leu Gln Phe Arg Gln Gly Pro Gln Glu Ala Tyr Pro Leu Ile 
275 	 280 	 285 

Ala Gly Asn Asn Leu Val Phe Ser Ser Tyr Pro Gly Thr Ile Phe Ser 
290 	 295 	 300 

Gly Asp Asp Phe Tyr Ile Leu Gly Ser Gly Leu Val Thr Leu Glu Thr 
305 	 310 	 315 	 320 

Thr Ile Gly Asn Lys Asn Pro Ala Leu Trp Lys Tyr Val Gln Pro Gln 
325 	 330 	 335 

Gly Cys Val Leu Glu Trp Ile Arg Asn Ile Val Ala Asn Arg Leu Ala 
340 	 345 	 350 

Leu Asp Gly Ala Thr Trp Ala Asp Ile Phe Lys Gln Phe Asn Ser Gly 
355 	 360 	 365 

Thr Tyr Asn Asn Gln Trp Met Ile Val Asp Tyr Lys Ala Phe Ile Pro 
370 	 375 	 380 

Asn Gly Pro Ser Pro Gly Ser Arg Val Leu Thr Ile Leu Glu Gln Ile 
385 	 390 	 395 	 400 

Pro Gly Met Val Val Val Ala Asp Lys Thr Glu Asp Leu Tyr Lys Thr 
405 	 410 	 415 

Thr Tyr Trp Ala Ser Tyr Asn Ile Pro Phe Phe Glu Ile Val Phe Asn 
420 	 425 	 430 

Ala Ser Gly Leu Gln Asp Leu Val Ala Gln Tyr Gly Asp Trp Phe Ser 
435 	 440 	 445 

11 



Tyr Thr Lys Asn Pro Arg Ala Gln Ile Phe Gln Arg Asp Gln Ser Leu 
450 	 455 	 460 

Val Glu Asp Met Asn Ser Met Val Arg Leu Ile Arg Tyr Asn Asn Phe 
465 	 470 	 475 	 480 

Leu His Asp Pro Leu Ser Leu Cys Glu Ala Cys Ile Pro Lys Pro Asn 
485 	 490 	 495 

Ala Glu Asn Ala Ile Ser Ala Arg Ser Asp Leu Asn Pro Ala Asn Gly 
500 	 505 	 510 

Ser Tyr Pro Phe Gln Ala Leu Tyr Gln Arg Pro His Gly Gly Ile Asp 
515 	 520 	 525 

Val Lys Val Thr Ser Phe Ser Leu Ala Lys Arg Met Ser Met Leu Ala 
530 	 535 	 540 

Ala Ser Gly Pro Thr Trp Asp Gln Leu Pro Pro Phe Gln Trp Ser Leu 
545 	 550 	 555 	 560 

Ser Pro Phe Arg Ser Met Leu His Met Gly Gln Pro Asp Leu Trp Thr 
565 	 570 	 575 

Phe Ser Pro Ile Ser Val Pro Trp Asp 
580 	 585 

<210> 33 
<211> 2218 
<212> DNA 
<213> Cricetulus griseus 

<400> 33 
gacagtcacg tggcccgact gaggcacgcg atggcggccc ccatggaccg gagccccggc 60 

ggccgggcgg tccgggcgct gaggctagcg ctggcgctgg cctcgctgac tgaggtgttg 120 

ctgaattgcc cggcgggcgc cctccccacg caggggcccg gcaggcggcg ccaaaacctc 180 

gacccgccgg tctcccgcgt ccgctcggtg ctgctggacg ccgcgtcggg tcagctgcgc 240 

ctggtggacg gcatccatcc ctacgcggtg gcctgggcca acctcaccaa cgccattcgc 300 

gagaccgggt gggcctatct ggacttgggt acaaatggaa gctacaatga cagcctgcag 360 

gcctatgcag ctggtgtggt ggaggcttct gtgtctgagg agctcatcta catgcactgg 420 

atgaacacaa tggtcaacta ctgtggcccc ttcgagtatg aagttggcta ctgtgagaag 480 

12 



ctcaagagct tcctggagat caacctggag tggatgcaga gggagatgga actcagccag 	540 

gactctccat attggcacca ggtgcggctg accctcctgc agctgaaagg cctagaggac 	600 

agctacgaag gccgtttgac cttcccaact gggaggttca ccattaaacc cttggggttc 	660 

ctcctgctgc agattgccgg agacctggaa gacctagagc aagccctgaa taagaccagc 	720 

accaagcttt ccctgggctc cggttcctgc tccgctatca tcaagttgct gccaggcgca 	780 

cgtgacctcc tggtggcaca caacacatgg aactcctacc agaacatgct acgcatcatc 	840 

aagaagtacc agctgcagtt ccggcagggg cctcaagagg cgtaccccct gattgctggc 	900 

aacaatttgg tcttttcgtc ttacccgggc accatcttct ctggcgatga cttctacatc 	960 

ctgggcagtg ggctggtcac cctggagacc accattggca acaagaatcc agccctgtgg 	1020 

aagtacgtgc agccccaggg ctgtgtgctg gagtggattc gaaacatcgt ggccaaccgc 	1080 

ctggccttgg acggggccac ctgggcagac atcttcaagc agttcaatag tggcacgtat 	1140 

aataaccaat ggatgattgt ggactacaag gcattcatcc ccaacgggcc cagccctgga 	1200 

agccgagtgc ttaccatcct agaacagatc ccgggcatgg tggtggtggc cgacaagact 	1260 

gaagatctct acaagacaac ctactgggct agctacaaca tcccgttctt tgagattgtg 	1320 

ttcaacgcca gtgggctgca ggacttggtg gcccaatatg gagattggtt ttcctacact 	1380 

aagaaccctc gagctcagat cttccagagg gaccagtcgc tggtggagga catgaattcc 	1440 

atggtccggc tcataaggta caacaacttc cttcacgacc ctctgtcact gtgtgaagcc 	1500 

tgtatcccga agcccaatgc agagaatgcc atctctgccc gctctgacct caatcctgcc 	1560 

aatggctcct acccatttca agccctgtac cagcgtcccc acggtggcat cgatgtgaag 	1620 

gtgaccagct tttcactggc caagcgcatg agcatgctgg cagccagtgg cccaacgtgg 	1680 

gatcagttgc ccccattcca gtggagttta tcgccgttcc gcagcatgct tcacatgggc 	1740 

cagcctgatc tctggacatt ctcacccatc agtgtcccat gggactgaga ctttgcctcc 	1800 

acccagttgc cttcattctg tgtggccagt agggtcacac acctgctacc caccctttgg 	1860 

ggctctgtcc tcactggact ctggtctgtg tggtctcctc tgcagggaca caaacccagt 	1920 

aggctcagag ctgactccat ccccaagtct tctgccctcc atcactcctt ctctctgccc 	1980 

ctgtcaccag tgggctgggg cttgtgcttg gctgtgggcc tggtgggatt ctgggcgcca 	2040 

ttttcctagt gctggtccct cagtgtgtgt gtgggggaca ttgatagggc ttatcattgc 	2100 

tgtcactact agcctgcggg cccatctcct cagggagcag tccatgtccc cttctctggg 	2160 

cagctttcct gaggatagaa gcttgaaaac aaaaaaccaa agtttctggc tgctttta 	2218 

13 



<210> 34 
<211> 594 
<212> PRT 
<213> Mus musculus 

<400> 34 

Met Ala Ala Pro Val Asp Gly Ser Ser Gly Gly Trp Ala Ala Arg Ala 
1 	 5 	 10 	 15 

Leu Arg Arg Ala Leu Ala Leu Thr Ser Leu Thr Thr Leu Ala Leu Leu 
20 	 25 	 30 

Ala Ser Leu Thr Gly Leu Leu Leu Ser Gly Pro Ala Gly Ala Leu Pro 
35 	 40 	 45 

Thr Leu Gly Pro Gly Trp Gln Arg Gln Asn Pro Asp Pro Pro Val Ser 
50 	 55 	 60 

Arg Thr Arg Ser Leu Leu Leu Asp Ala Ala Ser Gly Gln Leu Arg Leu 
65 	 70 	 75 	 80 

Glu Asp Gly Phe His Pro Asp Ala Val Ala Trp Ala Asn Leu Thr Asn 
85 	 90 	 95 

Ala Ile Arg Glu Thr Gly Trp Ala Tyr Leu Asp Leu Ser Thr Asn Gly 
100 	 105 	 110 

Arg Tyr Asn Asp Ser Leu Gln Ala Tyr Ala Ala Gly Val Val Glu Ala 
115 	 120 	 125 

Ser Val Ser Glu Glu Leu Ile Tyr Met His Trp Met Asn Thr Val Val 
130 	 135 	 140 

Asn Tyr Cys Gly Pro Phe Glu Tyr Glu Val Gly Tyr Cys Glu Lys Leu 
145 	 150 	 155 	 160 

Lys Asn Phe Leu Glu Ala Asn Leu Glu Trp Met Gln Arg Glu Met Glu 
165 	 170 	 175 

Leu Asn Pro Asp Ser Pro Tyr Trp His Gln Val Arg Leu Thr Leu Leu 
180 	 185 	 190 

Gln Leu Lys Gly Leu Glu Asp Ser Tyr Glu Gly Arg Leu Thr Phe Pro 
195 	 200 	 205 

14 



Thr Gly Arg Phe Thr Ile Lys Pro Leu Gly Phe Leu Leu Leu Gln Ile 
210 	 215 	 220 

Ser Gly Asp Leu Glu Asp Leu Glu Pro Ala Leu Asn Lys Thr Asn Thr 
225 	 230 	 235 	 240 

Lys Pro Ser Leu Gly Ser Gly Ser Cys Ser Ala Leu Ile Lys Leu Leu 
245 	 250 	 255 

Pro Gly Gly His Asp Leu Leu Val Ala His Asn Thr Trp Asn Ser Tyr 
260 	 265 	 270 

Gln Asn Met Leu Arg Ile Ile Lys Lys Tyr Arg Leu Gln Phe Arg Glu 
275 	 280 	 285 

Gly Pro Gln Glu Glu Tyr Pro Leu Val Ala Gly Asn Asn Leu Val Phe 
290 	 295 	 300 

Ser Ser Tyr Pro Gly Thr Ile Phe Ser Gly Asp Asp Phe Tyr Ile Leu 
305 	 310 	 315 	 320 

Gly Ser Gly Leu Val Thr Leu Glu Thr Thr Ile Gly Asn Lys Asn Pro 
325 	 330 	 335 

Ala Leu Trp Lys Tyr Val Gln Pro Gln Gly Cys Val Leu Glu Trp Ile 
340 	 345 	 350 

Arg Asn Val Val Ala Asn Arg Leu Ala Leu Asp Gly Ala Thr Trp Ala 
355 	 360 	 365 

Asp Val Phe Lys Arg Phe Asn Ser Gly Thr Tyr Asn Asn Gln Trp Met 
370 	 375 	 380 

Ile Val Asp Tyr Lys Ala Phe Leu Pro Asn Gly Pro Ser Pro Gly Ser 
385 	 390 	 395 	 400 

Arg Val Leu Thr Ile Leu Glu Gln Ile Pro Gly Met Val Val Val Ala 
405 	 410 	 415 

Asp Lys Thr Ala Glu Leu Tyr Lys Thr Thr Tyr Trp Ala Ser Tyr Asn 
420 	 425 	 430 

15 



Ile Pro Tyr Phe Glu Thr Val Phe Asn Ala Ser Gly Leu Gln Ala Leu 
435 	 440 	 445 

Val Ala Gln Tyr Gly Asp Trp Phe Ser Tyr Thr Lys Asn Pro Arg Ala 
450 	 455 	 460 

Lys Ile Phe Gln Arg Asp Gln Ser Leu Val Glu Asp Met Asp Ala Met 
465 	 470 	 475 	 480 

Val Arg Leu Met Arg Tyr Asn Asp Phe Leu His Asp Pro Leu Ser Leu 
485 	 490 	 495 

Cys Glu Ala Cys Asn Pro Lys Pro Asn Ala Glu Asn Ala Ile Ser Ala 
500 	 505 	 510 

Arg Ser Asp Leu Asn Pro Ala Asn Gly Ser Tyr Pro Phe Gln Ala Leu 
515 	 520 	 525 

His Gln Arg Ala His Gly Gly Ile Asp Val Lys Val Thr Ser Phe Thr 
530 	 535 	 540 

Leu Ala Lys Tyr Met Ser Met Leu Ala Ala Ser Gly Pro Thr Trp Asp 
545 	 550 	 555 	 560 

Gln Cys Pro Pro Phe Gln Trp Ser Lys Ser Pro Phe His Ser Met Leu 
565 	 570 	 575 

His Met Gly Gln Pro Asp Leu Trp Met Phe Ser Pro Ile Arg Val Pro 
580 	 585 	 590 

Trp Asp 

<210> 35 
<211> 585 
<212> PRT 
<213> Rattus norvegicus 

<400> 35 

Met Ala Ala Pro Met Asp Arg Thr His Gly Gly Arg Ala Ala Arg Ala 
1 	 5 	 10 	 15 

Leu Arg Arg Ala Leu Ala Leu Ala Ser Leu Ala Gly Leu Leu Leu Ser 
20 	 25 	 30 

16 



Gly Leu Ala Gly Ala Leu Pro Thr Leu Gly Pro Gly Trp Arg Arg Gln 
35 	 40 	 45 

Asn Pro Glu Pro Pro Ala Ser Arg Thr Arg Ser Leu Leu Leu Asp Ala 
50 	 55 	 60 

Ala Ser Gly Gln Leu Arg Leu Glu Tyr Gly Phe His Pro Asp Ala Val 
65 	 70 	 75 	 80 

Ala Trp Ala Asn Leu Thr Asn Ala Ile Arg Glu Thr Gly Trp Ala Tyr 
85 	 90 	 95 

Leu Asp Leu Gly Thr Asn Gly Ser Tyr Asn Asp Ser Leu Gln Ala Tyr 
100 	 105 	 110 

Ala Ala Gly Val Val Glu Ala Ser Val Ser Glu Glu Leu Ile Tyr Met 
115 	 120 	 125 

His Trp Met Asn Thr Val Val Asn Tyr Cys Gly Pro Phe Glu Tyr Glu 
130 	 135 	 140 

Val Gly Tyr Cys Glu Lys Leu Lys Ser Phe Leu Glu Ala Asn Leu Glu 
145 	 150 	 155 	 160 

Trp Met Gln Arg Glu Met Glu Leu Ser Pro Asp Ser Pro Tyr Trp His 
165 	 170 	 175 

Gln Val Arg Leu Thr Leu Leu Gln Leu Lys Gly Leu Glu Asp Ser Tyr 
180 	 185 	 190 

Glu Gly Arg Leu Thr Phe Pro Thr Gly Arg Phe Asn Ile Lys Pro Leu 
195 	 200 	 205 

Gly Phe Leu Leu Leu Gln Ile Ser Gly Asp Leu Glu Asp Leu Glu Pro 
210 	 215 	 220 

Ala Leu Asn Lys Thr Asn Thr Lys Pro Ser Val Gly Ser Gly Ser Cys 
225 	 230 	 235 	 240 

Ser Ala Leu Ile Lys Leu Leu Pro Gly Ser His Asp Leu Leu Val Ala 
245 	 250 	 255 

His Asn Thr Trp Asn Ser Tyr Gln Asn Met Leu Arg Ile Ile Lys Lys 

17 



260 	 265 	 270 

Tyr Arg Leu Gln Phe Arg Glu Gly Pro Gln Glu Glu Tyr Pro Leu Ile 
275 	 280 	 285 

Ala Gly Asn Asn Leu Ile Phe Ser Ser Tyr Pro Gly Thr Ile Phe Ser 
290 	 295 	 300 

Gly Asp Asp Phe Tyr Ile Leu Gly Ser Gly Leu Val Thr Leu Glu Thr 
305 	 310 	 315 	 320 

Thr Ile Gly Asn Lys Asn Pro Ala Leu Trp Lys Tyr Val Gln Pro Gln 
325 	 330 	 335 

Gly Cys Val Leu Glu Trp Ile Arg Asn Ile Val Ala Asn Arg Leu Ala 
340 	 345 	 350 

Leu Asp Gly Ala Thr Trp Ala Asp Val Phe Arg Arg Phe Asn Ser Gly 
355 	 360 	 365 

Thr Tyr Asn Asn Gln Trp Met Ile Val Asp Tyr Lys Ala Phe Ile Pro 
370 	 375 	 380 

Asn Gly Pro Ser Pro Gly Ser Arg Val Leu Thr Ile Leu Glu Gln Ile 
385 	 390 	 395 	 400 

Pro Gly Met Val Val Val Ala Asp Lys Thr Ala Glu Leu Tyr Lys Thr 
405 	 410 	 415 

Thr Tyr Trp Ala Ser Tyr Asn Ile Pro Tyr Phe Glu Ser Val Phe Asn 
420 	 425 	 430 

Ala Ser Gly Leu Gln Ala Leu Val Ala Gln Tyr Gly Asp Trp Phe Ser 
435 	 440 	 445 

Tyr Thr Arg Asn Pro Arg Ala Lys Ile Phe Gln Arg Asp Gln Ser Leu 
450 	 455 	 460 

Val Glu Asp Val Asp Thr Met Val Arg Leu Met Arg Tyr Asn Asp Phe 
465 	 470 	 475 	 480 

Leu His Asp Pro Leu Ser Leu Cys Glu Ala Cys Ser Pro Lys Pro Asn 
485 	 490 	 495 

18 



Ala Glu Asn Ala Ile Ser Ala Arg Ser Asp Leu Asn Pro Ala Asn Gly 
500 	 505 	 510 

Ser Tyr Pro Phe Gln Ala Leu Arg Gln Arg Ala His Gly Gly Ile Asp 
515 	 520 	 525 

Val Lys Val Thr Ser Val Ala Leu Ala Lys Tyr Met Ser Met Leu Ala 
530 	 535 	 540 

Ala Ser Gly Pro Thr Trp Asp Gln Leu Pro Pro Phe Gln Trp Ser Lys 
545 	 550 	 555 	 560 

Ser Pro Phe His Asn Met Leu His Met Gly Gln Pro Asp Leu Trp Met 
565 	 570 	 575 

Phe Ser Pro Val Lys Val Pro Trp Asp 
580 	 585 

<210> 36 
<211> 589 
<212> PRT 
<213> Homo sapiens 

<400> 36 

Met Val Gly Gln Met Tyr Cys Tyr Pro Gly Ser His Leu Ala Arg Ala 
1 	 5 	 10 	 15 

Leu Thr Arg Ala Leu Ala Leu Ala Leu Val Leu Ala Leu Leu Val Gly 
20 	 25 	 30 

Pro Phe Leu Ser Gly Leu Ala Gly Ala Ile Pro Ala Pro Gly Gly Arg 
35 	 40 	 45 

Trp Ala Arg Asp Gly Gln Val Pro Pro Ala Ser Arg Ser Arg Ser Val 
50 	 55 	 60 

Leu Leu Asp Val Ser Ala Gly Gln Leu Leu Met Val Asp Gly Arg His 
65 	 70 	 75 	 80 

Pro Asp Ala Val Ala Trp Ala Asn Leu Thr Asn Ala Ile Arg Glu Thr 
85 	 90 	 95 

Gly Trp Ala Phe Leu Glu Leu Gly Thr Ser Gly Gln Tyr Asn Asp Ser 
100 	 105 	 110 

19 



Leu Gln Ala Tyr Ala Ala Gly Val Val Glu Ala Ala Val Ser Glu Glu 
115 	 120 	 125 

Leu Ile Tyr Met His Trp Met Asn Thr Val Val Asn Tyr Cys Gly Pro 
130 	 135 	 140 

Phe Glu Tyr Glu Val Gly Tyr Cys Glu Arg Leu Lys Ser Phe Leu Glu 
145 	 150 	 155 	 160 

Ala Asn Leu Glu Trp Met Gln Glu Glu Met Glu Ser Asn Pro Asp Ser 
165 	 170 	 175 

Pro Tyr Trp His Gln Val Arg Leu Thr Leu Leu Gln Leu Lys Gly Leu 
180 	 185 	 190 

Glu Asp Ser Tyr Glu Gly Arg Val Ser Phe Pro Ala Gly Lys Phe Thr 
195 	 200 	 205 

Ile Lys Pro Leu Gly Phe Leu Leu Leu Gln Leu Ser Gly Asp Leu Glu 
210 	 215 	 220 

Asp Leu Glu Leu Ala Leu Asn Lys Thr Lys Ile Lys Pro Ser Leu Gly 
225 	 230 	 235 	 240 

Ser Gly Ser Cys Ser Ala Leu Ile Lys Leu Leu Pro Gly Gln Ser Asp 
245 	 250 	 255 

Leu Leu Val Ala His Asn Thr Trp Asn Asn Tyr Gln His Met Leu Arg 
260 	 265 	 270 

Val Ile Lys Lys Tyr Trp Leu Gln Phe Arg Glu Gly Pro Trp Gly Asp 
275 	 280 	 285 

Tyr Pro Leu Val Pro Gly Asn Lys Leu Val Phe Ser Ser Tyr Pro Gly 
290 	 295 	 300 

Thr Ile Phe Ser Cys Asp Asp Phe Tyr Ile Leu Gly Ser Gly Leu Val 
305 	 310 	 315 	 320 

Thr Leu Glu Thr Thr Ile Gly Asn Lys Asn Pro Ala Leu Trp Lys Tyr 
325 	 330 	 335 
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Val Arg Pro Arg Gly Cys Val Leu Glu Trp Val Arg Asn Ile Val Ala 
340 	 345 	 350 

Asn Arg Leu Ala Ser Asp Gly Ala Thr Trp Ala Asp Ile Phe Lys Arg 
355 	 360 	 365 

Phe Asn Ser Gly Thr Tyr Asn Asn Gln Trp Met Ile Val Asp Tyr Lys 
370 	 375 	 380 

Ala Phe Ile Pro Gly Gly Pro Ser Pro Gly Ser Arg Val Leu Thr Ile 
385 	 390 	 395 	 400 

Leu Glu Gln Ile Pro Gly Met Val Val Val Ala Asp Lys Thr Ser Glu 
405 	 410 	 415 

Leu Tyr Gln Lys Thr Tyr Trp Ala Ser Tyr Asn Ile Pro Ser Phe Glu 
420 	 425 	 430 

Thr Val Phe Asn Ala Ser Gly Leu Gln Ala Leu Val Ala Gln Tyr Gly 
435 	 440 	 445 

Asp Trp Phe Ser Tyr Asp Gly Ser Pro Arg Ala Gln Ile Phe Arg Arg 
450 	 455 	 460 

Asn Gln Ser Leu Val Gln Asp Met Asp Ser Met Val Arg Leu Met Arg 
465 	 470 	 475 	 480 

Tyr Asn Asp Phe Leu His Asp Pro Leu Ser Leu Cys Lys Ala Cys Asn 
485 	 490 	 495 

Pro Gln Pro Asn Gly Glu Asn Ala Ile Ser Ala Arg Ser Asp Leu Asn 
500 	 505 	 510 

Pro Ala Asn Gly Ser Tyr Pro Phe Gln Ala Leu Arg Gln Arg Ser His 
515 	 520 	 525 

Gly Gly Ile Asp Val Lys Val Thr Ser Met Ser Leu Ala Arg Ile Leu 
530 	 535 	 540 

Ser Leu Leu Ala Ala Ser Gly Pro Thr Trp Asp Gln Val Pro Pro Phe 
545 	 550 	 555 	 560 

Gln Trp Ser Thr Ser Pro Phe Ser Gly Leu Leu His Met Gly Gln Pro 
565 	 570 	 575 
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Asp Leu Trp Lys Phe Ala Pro Val Lys Val Ser Trp Asp 
580 	 585 

<210> 37 
<211> 589 
<212> PRT 
<213> Bos taurus 

<400> 37 

Met Val Ala Pro Met Tyr Gly Ser Pro Gly Gly Arg Leu Ala Arg Ala 
1 	 5 	 10 	 15 

Val Thr Arg Ala Leu Ala Leu Ala Leu Val Leu Ala Leu Leu Val Gly 
20 	 25 	 30 

Leu Phe Leu Ser Gly Leu Thr Gly Ala Ile Pro Thr Pro Arg Gly Gln 
35 	 40 	 45 

Arg Gly Arg Gly Met Pro Val Pro Pro Ala Ser Arg Cys Arg Ser Leu 
50 	 55 	 60 

Leu Leu Asp Pro Glu Thr Gly Gln Leu Arg Leu Val Asp Gly Arg His 
65 	 70 	 75 	 80 

Pro Asp Ala Val Ala Trp Ala Asn Leu Thr Asn Ala Ile Arg Glu Thr 
85 	 90 	 95 

Gly Trp Ala Phe Leu Glu Leu His Thr Asn Gly Arg Phe Asn Asp Ser 
100 	 105 	 110 

Leu Gln Ala Tyr Ala Ala Gly Val Val Glu Ala Ala Val Ser Glu Glu 
115 	 120 	 125 

Leu Ile Tyr Met Tyr Trp Met Asn Thr Val Val Asn Tyr Cys Gly Pro 
130 	 135 	 140 

Phe Glu Tyr Glu Val Gly Tyr Cys Glu Arg Leu Lys Asn Phe Leu Glu 
145 	 150 	 155 	 160 

Ala Asn Leu Glu Trp Met Gln Lys Glu Met Glu Leu Asn Asn Gly Ser 
165 	 170 	 175 

Ala Tyr Trp His Gln Val Arg Leu Thr Leu Leu Gln Leu Lys Gly Leu 
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180 	 185 	 190 

Glu Asp Ser Tyr Glu Gly Ser Val Ala Phe Pro Thr Gly Lys Phe Thr 
195 	 200 	 205 

Val Lys Pro Leu Gly Phe Leu Leu Leu Gln Ile Ser Gly Asp Leu Glu 
210 	 215 	 220 

Asp Leu Glu Val Ala Leu Asn Lys Thr Lys Thr Asn His Ala Met Gly 
225 	 230 	 235 	 240 

Ser Gly Ser Cys Ser Ala Leu Ile Lys Leu Leu Pro Gly Gln Arg Asp 
245 	 250 	 255 

Leu Leu Val Ala His Asn Thr Trp His Ser Tyr Gln Tyr Met Leu Arg 
260 	 265 	 270 

Ile Met Lys Lys Tyr Trp Phe Gln Phe Arg Glu Gly Pro Gln Ala Glu 
275 	 280 	 285 

Ser Thr Arg Ala Pro Gly Asn Lys Val Ile Phe Ser Ser Tyr Pro Gly 
290 	 295 	 300 

Thr Ile Phe Ser Cys Asp Asp Phe Tyr Ile Leu Gly Ser Gly Leu Val 
305 	 310 	 315 	 320 

Thr Leu Glu Thr Thr Ile Gly Asn Lys Asn Pro Ala Leu Trp Lys Tyr 
325 	 330 	 335 

Val Gln Pro Thr Gly Cys Val Leu Glu Trp Met Arg Asn Val Val Ala 
340 	 345 	 350 

Asn Arg Leu Ala Leu Asp Gly Asp Ser Trp Ala Asp Ile Phe Lys Arg 
355 	 360 	 365 

Phe Asn Ser Gly Thr Tyr Asn Asn Gln Trp Met Ile Val Asp Tyr Lys 
370 	 375 	 380 

Ala Phe Val Pro Gly Gly Pro Ser Pro Gly Arg Arg Val Leu Thr Val 
385 	 390 	 395 	 400 

Leu Glu Gln Ile Pro Gly Met Val Val Val Ala Asp Arg Thr Ser Glu 
405 	 410 	 415 
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Leu Tyr Gln Lys Thr Tyr Trp Ala Ser Tyr Asn Ile Pro Ser Phe Glu 
420 	 425 	 430 

Ser Val Phe Asn Ala Ser Gly Leu Pro Ala Leu Val Ala Arg Tyr Gly 
435 	 440 	 445 

Pro Trp Phe Ser Tyr Asp Gly Ser Pro Arg Ala Gln Ile Phe Arg Arg 
450 	 455 	 460 

Asn His Ser Leu Val His Asp Leu Asp Ser Met Met Arg Leu Met Arg 
465 	 470 	 475 	 480 

Tyr Asn Asp Phe Leu His Asp Pro Leu Ser Leu Cys Lys Ala Cys Thr 
485 	 490 	 495 

Pro Lys Pro Asn Gly Glu Asn Ala Ile Ser Ala Arg Ser Asp Leu Asn 
500 	 505 	 510 

Pro Ala Asn Gly Ser Tyr Pro Phe Gln Ala Leu His Gln Arg Ser His 
515 	 520 	 525 

Gly Gly Ile Asp Val Lys Val Thr Ser Thr Ala Leu Ala Lys Ala Leu 
530 	 535 	 540 

Arg Leu Leu Ala Val Ser Gly Pro Thr Trp Asp Gln Leu Pro Pro Phe 
545 	 550 	 555 	 560 

Gln Trp Ser Thr Ser Pro Phe Ser Gly Met Leu His Met Gly Gln Pro 
565 	 570 	 575 

Asp Leu Arg Lys Phe Ser Pro Ile Glu Val Ser Trp Asp 
580 	 585 

<210> 38 
<211> 30 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 38 
ctgaggtgtt gctgaattgc ccggcgggcg 	 30 

<210> 39 
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<211> 30 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 39 
gacgcggcgt ccagcagcac cgagcggacg 	 30 

<210> 40 
<211> 30 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 40 
acccgccggt ctcccgcgtc cgctcggtgc 	 30 

<210> 41 
<211> 30 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 41 
tggtggacgg catccatccc tacgcggtgg 	 30 

<210> 42 
<211> 30 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 42 
ggcggccccc atggaccgga gccccggcgg 	 30 

<210> 43 
<211> 30 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 43 
cccatggacc ggagccccgg cggccgggcg 	 30 
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<210> 44 
<211> 30 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 44 
gacagtcacg tggcccgact gaggcacgcg 	 30 

<210> 45 
<211> 20 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 45 
gcccccatgg accggagccc 	 20 

<210> 46 
<211> 20 
<212> DNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 46 
tggaccggag ccccggcggc 20 

<210> 	47 
<211> 	278 
<212> 	DNA 
<213> 	Cricetulus griseus 

<400> 	47 
ccggtctcgc gaatggcgtt ggtgaggttg gcccaggcca ccgcgtaggg atggatgccg 60 

tccaccaggc gcagctgacc cgacgcggcg tccagcagca ccgagcggac gcgggagacc 120 

ggcgggtcga ggttttggcg ccgcctgccg ggcccctgcg tggggagggc gcccgccggg 180 

caattcagca acacctcagt cagcgaggcc agcgccagcg ctagcctcag cgcccggacc 240 

gcccggccgc cggggctccg gtccatgggg gccgccat 278 

<210> 48 
<211> 94 
<212> DNA 
<213> Cricetulus griseus 
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<400> 48 
ctcctcagac acagaagcct ccaccacacc agctgcatag gcctgcaggc tgtcattgta 	60 

gcttccattt gtacccaagt ccagataggc ccac 	 94 

<210> 49 
<211> 159 
<212> DNA 
<213> Cricetulus griseus 

<400> 49 
ctggtgccaa tatggagagt cctggctgag ttccatctcc ctctgcatcc actccaggtt 

	
60 

gatctccagg aagctcttga gcttctcaca gtagccaact tcatactcga aggggccaca 
	

120 

gtagttgacc attgtgttca tccagtgcat gtagatgag 
	

159 

<210> 50 
<211> 101 
<212> DNA 
<213> Cricetulus griseus 

<400> 50 
aggaacccca agggtttaat ggtgaacctc ccagttggga aggtcaaacg gccttcgtag 	60 

ctgtcctcta ggcctttcag ctgcaggagg gtcagccgca c 	 101 

<210> 51 
<211> 215 
<212> DNA 
<213> Cricetulus griseus 

<400> 51 
cttgaggccc ctgccggaac tgcagctggt acttcttgat gatgcgtagc atgttctggt 	60 

aggagttcca tgtgttgtgt gccaccagga ggtcacgtgc gcctggcagc aacttgatga 	120 

tagcggagca ggaaccggag cccagggaaa gcttggtgct ggtcttattc agggcttgct 	180 

ctaggtcttc caggtctccg gcaatctgca gcagg 	 215 

<210> 52 
<211> 98 
<212> DNA 
<213> Cricetulus griseus 

<400> 52 
cagcccactg cccaggatgt agaagtcatc gccagagaag atggtgcccg ggtaagacga 	60 

aaagaccaaa ttgttgccag caatcagggg gtacgcct 	 98 

<210> 53 
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<211> 161 
<212> DNA 
<213> Cricetulus griseus 

<400> 53 
gtgccactat tgaactgctt gaagatgtct gcccaggtgg ccccgtccaa ggccaggcgg 

	
60 

ttggccacga tgtttcgaat ccactccagc acacagccct ggggctgcac gtacttccac 
	

120 

agggctggat tcttgttgcc aatggtggtc tccagggtga c 
	

161 

<210> 54 
<211> 96 
<212> DNA 
<213> Cricetulus griseus 

<400> 54 
gggatctgtt ctaggatggt aagcactcgg cttccagggc tgggcccgtt ggggatgaat 	60 

gccttgtagt ccacaatcat ccattggtta ttatac 	 96 

<210> 55 
<211> 72 
<212> DNA 
<213> Cricetulus griseus 

<400> 55 
gggatgttgt agctagccca gtaggttgtc ttgtagagat cttcagtctt gtcggccacc 	60 

accaccatgc cc 	 72 

<210> 56 
<211> 153 
<212> DNA 
<213> Cricetulus griseus 

<400> 56 
cttatgagcc ggaccatgga attcatgtcc tccaccagcg actggtccct ctggaagatc 

	
60 

tgagctcgag ggttcttagt gtaggaaaac caatctccat attgggccac caagtcctgc 
	

120 

agcccactgg cgttgaacac aatctcaaag aac 
	

153 

<210> 57 
<211> 163 
<212> DNA 
<213> Cricetulus griseus 

<400> 57 
cttcacatcg atgccaccgt ggggacgctg gtacagggct tgaaatgggt aggagccatt 	60 

ggcaggattg aggtcagagc gggcagagat ggcattctct gcattgggct tcgggataca 	120 

ggcttcacac agtgacagag ggtcgtgaag gaagttgttg tac 	 163 
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<210> 58 
<211> 168 
<212> DNA 
<213> Cricetulus griseus 

<400> 58 
tcagtcccat gggacactga tgggtgagaa tgtccagaga tcaggctggc ccatgtgaag 

	
60 

catgctgcgg aacggcgata aactccactg gaatgggggc aactgatccc acgttgggcc 
	

120 

actggctgcc agcatgctca tgcgcttggc cagtgaaaag ctggtcac 
	

168 

<210> 59 
<211> 20 
<212> RNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 59 
gggcuccggu ccaugggggc 	 20 

<210> 60 
<211> 20 
<212> RNA 
<213> Artificial Sequence 

<220> 
<223> Synthetic 

<400> 60 
gccgccgggg cuccggucca 	 20 
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