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<210> 1
<211> 17
<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic

<400> 1

Asp Leu Leu Val Ala His Asn Thr Trp Asn Ser Tyr Gln Asn Met Leu

1 5 10 15
Arg

<210> 2

<211> 22

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic

<400> 2

Leu Ile Arg Tyr Asn Asn Phe Leu His Asp Pro Leu Ser Leu Cys Glu
1 5 10 15

Ala Cys Ile Pro Lys Pro
20

<210> 3



<211> 12
<212> PRT
<213> Artificial Sequence

<220>
<223> Synthetic

<400> 3

Ser Val Leu Leu Asp Ala Ala Ser Gly Gln Leu Arg

1 5 10
<210> 4

<211> 13

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic

<400> 4

Asp Gln Ser Leu Val Glu Asp Met Asn Ser Met Val Arg

1 5 10
<210> 5

<211> 17

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic

<400> 5

Gln Phe Asn Ser Gly Thr Tyr Asn Asn Gln Trp Met Ile Val Asp Tyr

1 5 10 15
Lys

<210> 6

<211> 20

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic

<400> ©

Gln Gly Pro Gln Glu Ala Tyr Pro Leu Ile Ala Gly Asn Asn Leu Val
1 5 10 15



Phe Ser Ser Tyr
20

<210> 7
<211> 19
<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic

<400> 7
Ser Met Leu His Met Gly Gln Pro Asp Leu Trp Thr Phe Ser Pro Ile

1 5 10 15

Ser Val Pro

<210> 8
<211> 21
<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic

<400> 8
Tyr Asn Asn Phe Leu His Asp Pro Leu Ser Leu Cys Glu Ala Cys Ile

1 5 10 15

Pro Lys Pro Asn Ala
20

<210> 9
<211> 13
<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic

<400> 9

Leu Ala Leu Asp Gly Ala Thr Trp Ala Asp Ile Phe Lys

1 5 10
<210> 10

<211> 13

<212> PRT



<213> Artificial Sequence

<220>
<223> Synthetic

<400> 10

Leu Ser Leu Gly Ser Gly Ser Cys Ser Ala Ile Ile Lys

1 5 10
<z210> 11

<211> 13

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic

<400> 11

Tyr Val Gln Pro Gln Gly Cys Val Leu Glu Trp Ile Arg

1 5 10
<210> 12

<211> 19

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic

<400> 12

Arg Met Ser Met Leu Ala Ala Ser Gly Pro Thr Trp Asp Gln Leu Pro
1 5 10 15

Pro Phe Gln

<210> 13
<211> 12
<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic

<400> 13
Ser Phe Leu Glu Ile Asn Leu Glu Trp Met Gln Arg

1 5 10

<210> 14



<211> 22
<212> PRT
<213> Artificial Sequence

<220>
<223> Synthetic

<400> 14
Val Leu Thr Ile Leu Glu Gln Ile Pro Gly Met Val Val Val Ala Asp

1 5 10 15

Ala Asp Lys Thr Glu Asp
20

<210> 15
<211> 14
<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic

<400> 15

Val Arg Ser Val Leu Leu Asp Ala Ala Ser Gly Gln Leu Arg

1 5 10
<210> 16
<211> 16
<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic

<400> 16

Leu Thr Leu Leu Gln Leu Lys Gly Leu Glu Asp Ser Tyr Glu Gly Arg

1 5 10 15
<210> 17

<211> 18

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic

<400> 17

Met Ser Met Leu Ala Ala Ser Gly Pro Thr Trp Asp Gln Leu Pro Pro
1 5 10 15



Phe Gln

<210> 18
<211> 9
<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic

<400> 18

Val Thr Ser Phe Ser Leu Ala Lys Arg

1 5
<210> 19

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic

<400> 19

Gln Asn Leu Asp Pro Pro Val Ser Arg

1 5
<210> 20

<211> 10

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic

<400> 20

Ile Ile Lys Lys Tyr Gln Leu Gln Phe Arg

1 5 10
<z210> 21

<211> 19

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic

<400> 21

Ala Gln Ile Phe Gln Arg Asp Gln Ser Leu Val Glu Asp Met Asn Ser



Met Val Arg

<210> 22
<211> 22
<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic

<400> 22
Leu Ile Arg Tyr Asn Asn Phe Leu His Asp Pro Leu Ser Leu Cys Glu

1 5 10 15

Ala Cys Ile Pro Lys Pro
20

<210> 23
<211> 12
<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic

<400> 23

Ser Val Leu Leu Asp Ala Ala Ser Gly Gln Leu Arg

1 5 10
<210> 24

<211> 13

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic

<400> 24

Asp Gln Ser Leu Val Glu Asp Met Asn Ser Met Val Arg

1 5 10
<210> 25

<211> 17

<212> PRT

<213> Artificial Sequence



<220>
<223> Synthetic

<400> 25

Asp Leu Leu Val Ala His Asn Thr Trp Asn Ser Tyr Gln Asn Met Leu

1 5 10 15
Arg

<210> 26

<211> 21

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic

<400> 26
Tyr Asn Asn Phe Leu His Asp Pro Leu Ser Leu Cys Glu Ala Cys Ile

1 5 10 15

Pro Lys Pro Asn Ala
20

<z210> 27
<211> 19
<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic

<400> 27
Arg Met Ser Met Leu Ala Ala Ser Gly Pro Thr Trp Asp Gln Leu Pro

1 5 10 15

Pro Phe Gln

<210> 28
<211> 19
<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic

<400> 28



Ser Met Leu His Met Gly Gln Pro Asp Leu Trp Thr Phe Ser Pro Ile
1 5 10 15

Ser Val Pro

<210> 29
<211> 18
<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic

<400> 29

Met Ser Met Leu Ala Ala Ser Gly Pro Thr Trp Asp Gln Leu Pro Pro

1 5 10 15
Phe Gln

<210> 30

<211> 14

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic

<400> 30

Val Arg Ser Val Leu Leu Asp Ala Ala Ser Gly Gln Leu Arg

1 5 10
<210> 31

<211> 9

<212> PRT

<213> Artificial Sequence

<220>
<223> Synthetic

<400> 31

Gln Asn Leu Asp Pro Pro Val Ser Arg

1 5
<210> 32

<211> 585

<212> PRT



<213>

<400>

Met

1

Leu

Cys

Asn

Ala

65

Ala

Leu

Ala

His

Val

145

Trp

Gln

Glu

Gly

Ala

Arg

Pro

Leu

50

Ser

Trp

Asp

Ala

Trp

130

Gly

Met

Val

Gly

Phe
210

32

Ala

Leu

Ala

35

Asp

Gly

Ala

Leu

Gly

115

Met

Tyr

Gln

Arg

Arg

195

Leu

Pro

Ala

20

Gly

Pro

Gln

Asn

Gly

100

Val

Asn

Cys

Arg

Leu

180

Leu

Leu

Met

Leu

Ala

Pro

Leu

Leu

85

Thr

Val

Thr

Glu

Glu

1e5

Thr

Thr

Leu

Asp

Ala

Leu

Val

Arg

Thr

Asn

Glu

Met

Lys

150

Met

Leu

Phe

Gln

Cricetulus griseus

Arg

Leu

Pro

Ser

55

Leu

Asn

Gly

Ala

Val

135

Leu

Glu

Leu

Pro

Ile
215

Ser

Ala

Thr

40

Arg

Val

Ala

Ser

Ser

120

Asn

Lys

Leu

Gln

Thr

200

Ala

Pro

Ser

25

Gln

Val

Asp

Ile

Tyr

105

Val

Tyr

Ser

Ser

Leu

185

Gly

Gly

Gly

10

Leu

Gly

Arg

Gly

Arg

Asn

Ser

Cys

Phe

Gln

170

Lys

Arg

Asp

10

Gly

Thr

Pro

Ser

Ile

75

Glu

Asp

Glu

Gly

Leu

155

Asp

Gly

Phe

Leu

Arg

Glu

Gly

Val

60

His

Thr

Ser

Glu

Pro

140

Glu

Ser

Leu

Thr

Glu
220

Ala

Val

Arg

45

Leu

Pro

Gly

Leu

Leu

125

Phe

Ile

Pro

Glu

Ile

205

Asp

Val

Leu

30

Arg

Leu

Tyr

Trp

Gln

110

Ile

Glu

Asn

Tyr

Asp

190

Lys

Leu

Arg

15

Leu

Arg

Asp

Ala

Ala

95

Ala

Tyr

Tyr

Leu

Trp

175

Ser

Pro

Glu

Ala

Asn

Gln

Ala

Val

80

Tyr

Tyr

Met

Glu

Glu

160

His

Tyr

Leu

Gln



Ala

225

Ser

His

Tyr

Ala

Gly

305

Thr

Gly

Leu

Thr

Asn

385

Pro

Thr

Ala

Leu

Ala

Asn

Gln

Gly

290

Asp

Ile

Cys

Asp

Tyr

370

Gly

Gly

Tyr

Ser

Asn

Ile

Thr

Leu

275

Asn

Asp

Gly

Val

Gly

355

Asn

Pro

Met

Trp

Gly
435

Lys

Ile

Trp

260

Gln

Asn

Phe

Asn

Leu

340

Ala

Asn

Ser

Val

Ala

420

Leu

Thr

Lys

245

Asn

Phe

Leu

Tyr

Lys

325

Glu

Thr

Gln

Pro

Val

405

Ser

Gln

Ser

230

Leu

Ser

Arg

Val

Ile

310

Asn

Trp

Trp

Trp

Gly

390

Val

Tyr

Asp

Thr

Leu

Tyr

Gln

Phe

295

Leu

Pro

Ile

Ala

Met

375

Ser

Ala

Asn

Leu

Lys

Pro

Gln

Gly

280

Ser

Gly

Ala

Arg

Asp

360

Ile

Arg

Asp

Ile

Val
440

Leu

Gly

Asn

265

Pro

Ser

Ser

Leu

Asn

345

Ile

Val

Val

Lys

Pro

425

Ala

Ser

Ala

250

Met

Gln

Tyr

Gly

Trp

330

Ile

Phe

Asp

Leu

Thr

410

Phe

Gln

11

Leu

235

Arg

Leu

Glu

Pro

Leu

315

Lys

Val

Lys

Tyr

Thr

395

Glu

Phe

Tyr

Gly

Asp

Arg

Ala

Gly

300

Val

Tyr

Ala

Gln

Lys

380

Ile

Asp

Glu

Gly

Ser

Leu

Ile

Tyr

285

Thr

Thr

Val

Asn

Phe

365

Ala

Leu

Leu

Ile

Asp
445

Gly

Leu

Ile

270

Pro

Ile

Leu

Gln

Arg

350

Asn

Phe

Glu

Tyr

Val

430

Trp

Ser

Val

255

Lys

Leu

Phe

Glu

Pro

335

Leu

Ser

Ile

Gln

Lys

415

Phe

Phe

Cys

240

Ala

Lys

Ile

Ser

Thr

320

Gln

Ala

Gly

Pro

Ile

400

Thr

Asn

Ser



Thr
450

Tyr Lys

Val
465

Glu Asp

Leu His Asp

Ala Glu Asn

Pro
515

Ser Tyr

Val Lys Val

530

Ala
545

Ser Gly

Ser Pro Phe

Phe Ser Pro

<210>
<211>
<212>
<213>

33
2218
DNA

<400> 33
gacagtcacg

ggccgggcgyg
ctgaattgcce
gacccgccgyg
ctggtggacyg
gagaccgggt
gcctatgecag

atgaacacaa

Asn Pro

Met Asn

Arg

Ser

Ala
455

Gln

Met Val

470

Leu
485

Pro

Ala
500

Ile

Phe

Gln

Thr

Ser

Pro Thr

Ser

Ser

Ala

Phe

Trp

Leu Cys

Ala Arg

Leu Tyr

520

Ser Leu

535

Asp Gln

550

Ser
565

Arg

Ile
580

Ser

tggcececgact
tcegggeget
¢ggcgggcge
tcteecegegt
gcatccatcce
gggcctatcet
ctggtgtggt

tggtcaacta

Met

Val

Leu His

Pro Trp

Cricetulus griseus

gaggcacgcg
gaggctagceg
cctcececcacy
ccgeteggtyg
ctacgcggtyg
ggacttgggt
ggaggcttet

ctgtggeccee

Ile Phe Gln

Ile
475

Arg Leu

Glu Ala

490

Cys

Ser Leu

505

Asp

Gln Arg Pro

Ala Lys Arg

Pro
555

Leu Pro

Met Gly Gln

570

Asp
585

atggcggecece
ctggcgcetgg
caggggcccg
ctgctggacyg
gcectgggecea
acaaatggaa
gtgtctgagg

ttcgagtatg

12

Arg Gln

460

Asp

Arg Tyr Asn

Ile Pro Lys

Ala
510

Asn Pro

His Gly

525

Gly

Met
540

Ser Met

Phe Gln Trp

Pro Asp Leu

ccatggaccg
cctegetgac
gcaggcggceg
ccgegteggy
acctcaccaa
gctacaatga
agctcatcta

aagttggcta

Ser Leu

Phe
480

Asn

Pro Asn

495

Asn Gly

Ile Asp
Ala

Leu

Leu
560

Ser

Trp Thr

575

gagccccgge
tgaggtgttyg
ccaaaacctc
tcagctgege
cgeccattege
cagcctgceag
catgcactgg

ctgtgagaag

60

120

180

240

300

360

420

480



ctcaagagct
gactctccat
agctacgaag
ctecctgetge
accaagcttt
cgtgacctcee
aagaagtacc
aacaatttgg
ctgggcagtyg
aagtacgtgce
ctggecttgg
aataaccaat
agccgagtge
gaagatctct
ttcaacgcea
aagaacccte
atggtcegge
tgtatcccga
aatggctccet
gtgaccagct
gatcagttgce
cagcctgatce
acccagttge
ggctctgtece
aggctcagag
ctgtcaccag
ttttectagt
tgtcactact

cagctttect

tcectggagat
attggcacca
gcegtttgac
agattgccgg
ccetgggete
tggtggcaca
agctgcagtt
tecttttegte
ggctggtcac
agccccaggyg
acggggccac
ggatgattgt
ttaccatcct
acaagacaac
gtgggctgcea
gagctcagat
tcataaggta
agcccaatge
acccatttca
tttcactgge
ccccattcca
tctggacatt
cttcattctg
tcactggact
ctgactccat
tgggetgggy
gctggteccet
agcctgeggg

gaggatagaa

caacctggag
ggtgcggetyg
cttcccaact
agacctggaa
cggttcetge
caacacatgg
ccggcagggyg
ttaccecggge
cctggagacce
ctgtgtgcetyg
ctgggcagac
ggactacaag
agaacagatc
ctactgggct
ggacttggtyg
cttccagagg
caacaacttc
agagaatgcce
agccctgtac
caagcgcatg
gtggagttta
ctcacccatc
tgtggccagt
ctggtctgtyg
ccccaagtcet
cttgtgcettyg
cagtgtgtgt
cccatctect

gcttgaaaac

tggatgcaga
accctceccetge
gggaggttca
gacctagagce
tcegetatcea
aactcctacc
cctcaagagg
accatcttct
accattggca
gagtggattce
atcttcaagce
gcattcatce
ccgggcecatgg
agctacaaca
gcccaatatg
gaccagtcgce
cttcacgacc
atctctgecece
cagcgtecce
agcatgctgg
tcgeegttece
agtgtcccat
agggtcacac
tggtctecte
tctgeccetee
gctgtgggee
gtgggggaca
cagggagcag

aaaaaaccaa

13

gggagatgga
agctgaaagg
ccattaaacc
aagccctgaa
tcaagttgct
agaacatgct
cgtaccceccecet
ctggcgatga
acaagaatcc
gaaacatcgt
agttcaatag
ccaacgggcce
tggtggtgge
tcecegttett
gagattggtt
tggtggagga
ctctgtcecact
gctctgaccet
acggtggecat
cagccagtgg
gcagcatgcet
gggactgaga
acctgctacc
tgcagggaca
atcactcctt
tggtgggatt
ttgatagggce
tcecatgtcecee

agtttctgge

actcagccag
cctagaggac
cttggggtte
taagaccagce
gccaggcgcea
acgcatcatce
gattgctgge
cttctacatc
agcectgtgg
ggccaaccgce
tggcacgtat
cagccectgga
cgacaagact
tgagattgtyg
ttcctacact
catgaattcce
gtgtgaagcce
caatcctgcece
cgatgtgaag
cccaacgtgg
tcacatgggce
ctttgeccectee
caccctttgg
caaacccagt
ctectetgece
ctgggecgceca
ttatcattgce
cttctetggg

tgctttta

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1560

1620

1680

1740

1800

1860

1920

1980

2040

2100

2160

2218



<210>
<211>
<212>
<213>

<400>

34
594
PRT

Mus musculus

34

Met Ala Ala

1

Leu

Ala

Thr

Arg

Glu

Ala

Arg

Ser

Asn

145

Lys

Leu

Gln

Arg

Ser

Leu

50

Thr

Asp

Ile

Tyr

Val

130

Tyr

Asn

Asn

Leu

Arg

Leu

35

Gly

Arg

Gly

Arg

Asn

115

Ser

Cys

Phe

Pro

Lys
195

Pro

Ala

20

Thr

Pro

Ser

Phe

Glu

100

Asp

Glu

Gly

Leu

Asp

180

Gly

Val

Leu

Gly

Gly

Leu

His

85

Thr

Ser

Glu

Pro

Glu

1e5

Ser

Leu

Asp

Ala

Leu

Trp

Leu

70

Pro

Gly

Leu

Leu

Phe

150

Ala

Pro

Glu

Gly

Leu

Leu

Gln

55

Leu

Asp

Trp

Gln

Ile

135

Glu

Asn

Tyr

Asp

Ser

Thr

Leu

40

Arg

Asp

Ala

Ala

Ala

120

Tyr

Tyr

Leu

Trp

Ser
200

Ser

Ser

25

Ser

Gln

Ala

Val

Tyr

105

Tyr

Met

Glu

Glu

His

185

Tyr

Gly
10

Leu

Gly

Asn

Ala

Ala

90

Leu

Ala

His

Val

Trp

170

Gln

Glu

14

Gly

Thr

Pro

Pro

Ser

75

Trp

Asp

Ala

Trp

Gly

155

Met

Val

Gly

Trp

Thr

Ala

Asp

Gly

Ala

Leu

Gly

Met

140

Tyr

Gln

Arg

Arg

Ala

Leu

Gly

45

Pro

Gln

Asn

Ser

Val

125

Asn

Cys

Arg

Leu

Leu
205

Ala

Ala

30

Ala

Pro

Leu

Leu

Thr

110

Val

Thr

Glu

Glu

Thr

190

Thr

Arg

15

Leu

Leu

Val

Arg

Thr

95

Asn

Glu

Val

Lys

Met

175

Leu

Phe

Ala

Leu

Pro

Ser

Leu

80

Asn

Gly

Ala

Val

Leu

160

Glu

Leu

Pro



Thr

Ser

225

Lys

Pro

Gln

Gly

Ser

305

Gly

Ala

Arg

Asp

Ile

385

Arg

Asp

Gly

210

Gly

Pro

Gly

Asn

Pro

290

Ser

Ser

Leu

Asn

Val

370

Val

Val

Lys

Arg

Asp

Ser

Gly

Met

275

Gln

Tyr

Gly

Trp

Val

355

Phe

Asp

Leu

Thr

Phe

Leu

Leu

His

260

Leu

Glu

Pro

Leu

Lys

340

Val

Lys

Tyr

Thr

Ala
420

Thr

Glu

Gly

245

Asp

Arg

Glu

Gly

Val

325

Tyr

Ala

Arg

Lys

Ile

405

Glu

Ile

Asp

230

Ser

Leu

Ile

Tyr

Thr

310

Thr

Val

Asn

Phe

Ala

390

Leu

Leu

Lys

215

Leu

Gly

Leu

Ile

Pro

295

Ile

Leu

Gln

Arg

Asn

375

Phe

Glu

Tyr

Pro

Glu

Ser

Val

Lys

280

Leu

Phe

Glu

Pro

Leu

360

Ser

Leu

Gln

Lys

Leu

Pro

Cys

Ala

265

Lys

Val

Ser

Thr

Gln

345

Ala

Gly

Pro

Ile

Thr
425

Gly

Ala

Ser

250

His

Tyr

Ala

Gly

Thr

330

Gly

Leu

Thr

Asn

Pro

410

Thr

15

Phe

Leu

235

Ala

Asn

Arg

Gly

Asp

315

Ile

Cys

Asp

Tyr

Gly

395

Gly

Tyr

Leu

220

Asn

Leu

Thr

Leu

Asn

300

Asp

Gly

Val

Gly

Asn

380

Pro

Met

Trp

Leu

Lys

Ile

Trp

Gln

285

Asn

Phe

Asn

Leu

Ala

365

Asn

Ser

Val

Ala

Leu

Thr

Lys

Asn

270

Phe

Leu

Tyr

Lys

Glu

350

Thr

Gln

Pro

Val

Ser
430

Gln

Asn

Leu

255

Ser

Arg

Val

Ile

Asn

335

Trp

Trp

Trp

Gly

Val

415

Tyr

Ile

Thr

240

Leu

Tyr

Glu

Phe

Leu

320

Pro

Ile

Ala

Met

Ser

400

Ala

Asn



Ile

Val

Lys

465

Val

Cys

Arg

His

Leu

545

Gln

His

Trp

Pro

Ala

450

Ile

Arg

Glu

Ser

Gln

530

Ala

Cys

Met

Asp
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Tyr
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Leu
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Arg
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35
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Rattus norvegicus
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Phe
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Leu
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Pro

Gln
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Arg

Arg

485

Asn

Asn
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Phe

565

Pro

Thr
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470

Tyr

Pro
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Gly
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550

Gln

Asp
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Trp

455

Gln

Asn

Lys

Ala

Gly

535

Met

Trp

Leu

Phe

440

Phe

Ser
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Pro

Asn

520

Ile

Leu
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Trp

Asn
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Leu

Phe

Asn

505
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Ala

Lys

Met
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Tyr
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Leu

490
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Ser
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Ser
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Phe

Ser

Thr

Glu

475
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Glu

Tyr

Lys

Ser

555

Pro

Ser

Gly

Lys

460

Asp
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Asn

Pro

Val

540

Gly

Phe

Pro

Leu

445

Asn

Met

Pro

Ala

Phe

525

Thr

Pro
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Ile

Gln

Pro
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Leu

Ile

510

Gln
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Thr
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Arg
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Arg
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495
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Trp
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560

Leu

Pro
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Gly

Asn

Ala

65

Ala

Leu

Ala

His

Val

145

Trp

Gln

Glu

Gly

Ala

225

Ser

His

Leu

Pro

50

Ser

Trp

Asp

Ala

Trp

130

Gly

Met
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Gly

Phe

210

Leu

Ala

Asn

Ala

35

Glu

Gly
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Leu

Gly

115

Met

Tyr

Gln

Arg

Arg
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Leu

Asn

Leu

Thr

Gly

Pro
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Asn
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100
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Asn
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Leu
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Leu

Leu

Lys

Ile

Trp

Ala
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Leu

Leu

85

Thr

Val

Thr

Glu
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Thr

Thr

Leu

Thr

Lys

245

Asn

Leu
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Arg

Thr

Asn

Glu
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Lys
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Leu

Phe

Gln

Asn

230

Leu
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Pro
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55

Leu

Asn

Gly
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135

Leu

Glu

Leu

Pro

Ile

215

Thr

Leu

Tyr

Thr

40

Arg

Glu

Ala
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120

Asn

Lys

Leu

Gln

Thr

200

Ser

Lys

Pro

Gln

Leu

Thr

Tyr

Ile

Tyr
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Val

Tyr
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Leu
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Gly

Gly

Pro

Gly

Asn

Gly

Arg
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Arg

Asn

Ser
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Phe

Pro
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Lys

Arg
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Ser
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Met
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Pro

Ser

Phe
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Glu

Asp
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Gly

Leu
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Asp

Gly

Phe

Leu

Val

235

His

Leu

Gly

Leu
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His

Thr
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Glu

Pro

140

Glu
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Leu

Asn
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Gly
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Arg

Trp

45

Leu
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Leu

Leu
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Phe
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Ile

205
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Leu

Ile

Arg

Leu
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Trp

Gln
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Ile
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Lys
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Leu
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Tyr

Ala

Gly
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Thr

Gly

Leu

Thr

Asn
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Tyr
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Leu

Arg
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290

Asp
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Tyr

370

Gly

Gly

Tyr
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Thr
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Glu
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Leu

275

Asn

Asp

Gly
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Gly

355

Asn

Pro
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Trp

Gly

435

Arg

Asp
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Gln

Asn

Phe

Asn

Leu

340
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420

Leu
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Pro

Phe

Leu

Tyr

Lys
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Thr

Gln

Pro
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405
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Gln
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Leu
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Arg

Ile
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Asn

Trp

Trp

Trp
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390
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Tyr
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Arg

Thr
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Glu
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Leu
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375

Ser

Ala
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Trp
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Leu
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Lys
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Met

475

Cys

Glu
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Leu
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Phe
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Tyr
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Tyr
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Leu
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Trp
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Trp
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gacgcggcgt ccagcagcac cgagcggacyg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

40

30

DNA

Artificial Sequence

Synthetic

40

acccgeeggt ctecegegte cgeteggtge

<210>
<211>
<212>
<213>

<220>
<223>

<400>

41

30

DNA

Artificial Sequence

Synthetic

41

tggtggacgg catccatcce tacgeggtgg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

42

30

DNA

Artificial Sequence

Synthetic

42

ggcggeccee atggaccgga gccccggcgg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

43

30

DNA

Artificial Sequence

Synthetic

43

cccatggacce ggagccccgg cggceccgggceyg

25

30

30

30

30

30



<210> 44

<211> 30
<212> DNA
<213>
<220>
<223>
<400> 44

Synthetic

Artificial Sequence

gacagtcacg tggcccgact gaggcacgcg

<210> 45

<211> 20

<212> DNA

<213> Artificial Sequence

<220>

<223> Synthetic

<400> 45

gcccccatgg accggagecce

<210> 46

<211> 20

<212> DNA

<213> Artificial Sequence

<220>

<223> Synthetic

<400> 46

tggaccggag cccecggeggce

<210> 47

<211> 278

<212> DNA

<213> Cricetulus griseus

<400> 47

ccggtetege gaatggegtt ggtgaggttg
tccaccagge gcagctgacce cgacgceggceg
ggcgggtcecga ggttttggeg cecgectgeceg
caattcagca acacctcagt cagcgaggcece
gceeggecge cggggcetececyg gtceccatgggg
<210> 48

<211> 94

<212> DNA

<213> Cricetulus griseus

gcccaggeca
tccagcagcea
ggccectgeg
agcgccagceg

gccgecat

26

ccgegtaggyg
ccgagcggac
tggggagggce

ctagcctcag

atggatgcceg

gcgggagacc

gcccgcecggg

cgccecggace

30

20

20

60

120

180

240

278



<400> 48
ctcctecagac acagaagcct ccaccacacce agctgcatag gectgcecagge tgtcattgta

gctteccattt gtacccaagt ccagatagge ccac

<210> 49
<211> 159
<212> DNA

<213> Cricetulus griseus

<400> 49
ctggtgccaa tatggagagt cctggctgag ttccatctcece ctetgecatce actceccaggtt

gatctccagg aagctcttga gcttctcaca gtagccaact tcatactcga aggggccaca

gtagttgacc attgtgttca tccagtgcat gtagatgag

<210> 50
<211> 101
<212> DNA

<213> Cricetulus griseus

<400> 50
aggaacccca agggtttaat ggtgaacctce ccagttggga aggtcaaacg gccttegtag

ctgteccteta ggectttcag ctgcaggagg gtcagceccgeca c

<210> 51
<211> 215
<212> DNA

<213> Cricetulus griseus

<400> 51
cttgaggcce ctgccggaac tgcagcectggt acttcttgat gatgegtage atgttcetggt

aggagttcca tgtgttgtgt gccaccagga ggtcacgtge gcecctggcage aacttgatga
tagcggagca ggaaccggag cccagggaaa gcttggtget ggtcecttatte agggettget

ctaggtctte caggtctceg gcaatctgeca gecagg

<210> 52
<211> 98
<212> DNA

<213> Cricetulus griseus

<400> 52
cagcccactyg cccaggatgt agaagtcatce gceccagagaag atggtgcceccyg ggtaagacga

aaagaccaaa ttgttgccag caatcagggg gtacgcct

<210> 53

27

60

94

60

120

159

60

101

60

120

180

215

60

98



<211> 1lel
<212> DNA
<213> Cricetulus griseus

<400> 53
gtgccactat tgaactgctt gaagatgtct gecccaggtgg ccecccecgtceccaa ggceccaggcegg

ttggccacga tgtttcgaat ccactccage acacagceect ggggctgcac gtacttceccac

agggctggat tcttgttgce aatggtggte tccagggtga c

<210> 54
<211> 96
<212> DNA

<213> Cricetulus griseus

<400> 54
gggatctgtt ctaggatggt aagcactcgg cttccaggge tgggccegtt ggggatgaat

gcecttgtagt ccacaatcat ccattggtta ttatac

<210> 55
<211> 72
<212> DNA

<213> Cricetulus griseus

<400> 55
gggatgttgt agctagccca gtaggttgte ttgtagagat cttcagtctt gtcecggcecacce

accaccatge cc

<210> 56
<211> 153
<212> DNA

<213> Cricetulus griseus

<400> 56
cttatgagce ggaccatgga attcatgtce tceccaccagceg actggtcect ctggaagatce

tgagctcecgag ggttcecttagt gtaggaaaac caatctccat attgggccac caagtcctge

agcccactgg cgttgaacac aatctcaaag aac

<210> 57
<211> 163
<212> DNA

<213> Cricetulus griseus

<400> 57
cttcacatcg atgccaccgt ggggacgctg gtacagggct tgaaatgggt aggagccatt

ggcaggattyg aggtcagagc gggcagagat ggcattctcet gcattgggcet tcgggataca

ggcttcacac agtgacagag ggtcgtgaag gaagttgttg tac

28

60

120

lel

60

96

60

72

60

120

153

60

120

163



<210> 58

<211> 1le8

<212> DNA

<213> Cricetulus griseus

<400> 58

tcagtceccat gggacactga tgggtgagaa tgtccagaga tcaggcectgge ccatgtgaag 60
catgctgegg aacggcgata aactccactg gaatgggggce aactgatcce acgttgggece 120
actggctgecce agcatgcectca tgcgcettgge cagtgaaaag ctggtcac 168
<210> 59

<211> 20

<212> RNA

<213> Artificial Sequence

<220>
<223> Synthetic

<400> 59

gggcuccggu ccaugggggce 20
<210> &0

<211> 20

<212> RNA

<213> Artificial Sequence

<220>
<223> Synthetic

<400> 60
gccgecgggg cuccggucca 20

29



