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v ZFN-R
5’ tAACCTCTGCCTCARGTACCTAGGEGTGGCCE
3’ aTTGGAGACGGAGT TCATGCATCCCCACCGGa

ZFN-L
B L. . .
Left-finger: Right-finger:
GTTa:TSGSLVR -~ GCCt:ERGTLAR
GAGg:RSDNLAR  GTGg:RSDALAR
GCAg: QSGSLTR GGGg :RSDHLSR
GAGg:RSDNLAR  GTAg:QSGALAR
c Deletion mutations:

WT: ATGATAAGTTTCAATAACCTCTGCCTCAAGTACHTASGGETGOCCTTCTACARCETEGGE

F: ATGATAAGTTTCARTAACCTCTGCCTCARGT-COTAGEGETGECCTTCTACAACGTGG6G ~1
H: ATGATAAGTTTCARTAACCTCTGCCTCR-GTACGTREGGETEGCCTTCTACARCETGEEG ~1
El: ATGATAAGTTTCAATAACCTCTGUCTCAA==-~COTAGGEETGECCTTCTACAACETGGEE ~3

D: ATGATAAGTTTCAATAACCTCTG e === TGECCTTCTACAACGTEGEE ~17
M:  ATGATAAGTTTCAATA=—w === St e s s o = = CCTTCTACARCGTEGEG ~27
Cl: ATGATAAGTTTCA-= e mm e o e e e ~~GGCCTTCTACAACCTGGEG ~28
B2 ATG o o o o oo o b e CCTTCTACAACGTEGEG ~40

Insertion mutations:

W ATGRTRAGTTTCARTAACCTCT 6T CAAGTACG TAGGEETEECCTTCTACAACGTGEGE

G:  ATGATAAGTTTCAATARCCTCTGCCTCARGTAAGTACGTAGGGGTGGCCTTCTACAACET w4

C2: ATGATRAGTTTCAATAACCTCTGLCTCAAGTACCCCATTGACGTCAATEGGAGTTTGTTT
TGGCACCAAAATCAACGEGACTTTCCARAAGT ACGTAGGGGTGGCCTTCTACAACGTGEE +61

Figure 5
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Sequence
CHO-K1 ATGATAAGTTTCAATAACCTCTGCCTCAAGTACGTAGGGGTGGCCTTCTAC

(WT) AACGTGGGGCGCTCG (SEQ ID NO: 34)

Mutant | ATGATAAGTTTCAATAACCT - --------~--m==—-——m-ommmmmmm o
Clone #1 ----TGGGGCGCTCG (Deletion of nucleotide 402-436)
(SEQ ID NO: 35)

ATGATAAGTTTCAATAACCTCTGCCTCAAG- -
CGTAGGGGCTGGCCTTCTACAACGTGGGGECGECTCE (Deletion of
nucleotide 412 and 413) (SEQ ID NO: 36)

Mutant ATGATAAGTTTCAATAACC TCTGCCTCAAGTA - -
Clone #3 TAGGGETGECCTTCTACAACGTGCGEGGCECTCG (Dele t :Lon of
: | nucleotide 414 and 415) (SEQ ID NO: 37)

ATGATAAGTTTCAATAACCTCTGCCTCAAGTAG CGTAGGGGTGGCCTTC
TACAACGTGGGGCGCTCG
(Insertion of GTA at position 414) (SEQ ID NO: 38)

Mutant ATGATAAGTTTCAATAACCTCTGCCTCAAGTA- -
Clone #9 TAGGGGTGGECCTTCTACAACGTGGGGCGCTCG (Deletion of
nucleotides 414 and 415) {(SEQ ID NO: 39)

CAAGTACGTAGGGGTGGCCv
TTCTACAACGTGGGGCGCTCG - :
(Insertion of 108 nucleotides at p031tlon 408) (SEQ
ID NO: 40)
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anti-MUC1 - - FM® 4-64FX " merged

Figure 10



